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Calcium signals are necessary to establish auxin transporter polarity in a plant stem cell niche.
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<scp>SUPERMAN</scp> regulates floral whorl boundaries through control of auxin biosynthesis. 78 85
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PLETHORA Genes Control Regeneration by a Two-Step Mechanism. Current Biology, 2015, 25, 1017-1030.

Plant grafting. Current Biology, 2015, 25, R183-R188. 3.9 170
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Biology, 2008, 18, 730-734. :
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Degradation. Plant Cell, 2008, 20, 2571-2585.
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Global Expression Profiling Applied to the Analysis of Arabidopsis Stamen Development. Plant
Physiology, 2007, 145, 747-762.

The Homeotic Protein AGAMOUS Controls Late Stamen Development by Regulating a Jasmonate 6.6 189
Biosynthetic Gene in<i>Arabidopsis</i>. Plant Cell, 2007, 19, 3516-3529. :

Antagonistic Regulation of PIN Phosphorylation by PP2A and PINOID Directs Auxin Flux. Cell, 2007, 130,

1044-1056.

Unravelling developmental dynamics: transient intervention and live imaging in plants. Nature

Reviews Molecular Cell Biology, 2007, 8, 491-501. 37.0 42



74

76

78

80

82

84

86

88

90

ELLiIOT M MEYEROWITZ

ARTICLE IF CITATIONS

Genome-Wide Analysis of Gene Expression during Early Arabidopsis Flower Development. PLoS

Genetics, 2006, 2, el17.

An auxin-driven polarized transport model for phyllotaxis. Proceedings of the National Academy of 71 558
Sciences of the United States of America, 2006, 103, 1633-1638. :

Patterns of Auxin Transport and Gene Expression during Primordium Development Revealed by Live
Imaging of the Arabidopsis Inflorescence Meristem. Current Biology, 2005, 15, 1899-1911.

Stem-Cell Homeostasis and Growth Dynamics Can Be Uncoupled in the Arabidopsis Shoot Apex. 12.6 240
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