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m Paper IF Citations

159 ytuwfjHaHwebHtoolHforHdetectionHofHdifferentiallyHexpressedHgenesHinHmultipleHtagHsamplingH
experimentsXHPhysiologicalhGenomicsVH2003VHabVHaeiWfb 3.6 310

158 tetectionHofHcorticalHinflammatoryHlesionsHbyHdoubleHinversionHrecoveryHmagneticHresonanceH
imagingHinHpatientsHwithHmultipleHsclerosisXHArchiveshofhNeurologyVH2007VHfdVHadafWbb 249

157 βifeHatHdepthjHPhotobacteriumHprofundumHgenomeHsequenceHandHexpressionHanalysisXHScienceVH2005
VHcZgVHadeiWfa 33.3 230

156 sorticalHlesionHloadHassociatesHwithHprogressionHofHdisabilityHinHmultipleHsclerosisXHBrainVH2012VHaceVHbiebWfa11.2 191

155 microRNqWahaaHhasHaHcriticalHroleHinHovarianHcancerHprogressionHthroughHtheHregulationHofHtheH
epithelialWmesenchymalHtransitionXHNaturehCommunicationsVH2014VHeVHbigg 17.4 183

154 sorticalHatrophyHisHrelevantHinHmultipleHsclerosisHatHclinicalHonsetXHJournalhofhNeurologyVH2007VHbedVHababWbZ5.5 182

153 qssociationHbetweenHmiRWbZZcHandHtheHsurvivalHofHpatientsHwithHstageHyHepithelialHovarianHcancerjHaH
retrospectiveHstudyHofHtwoHindependentHtumourHtissueHcollectionsXHLancethOncologyvhTheVH2011VHabVHbgcWhe21.7 163

152 PatternsHofHhumanHdiversityVHwithinHandHamongHcontinentsVHinferredHfromHbiallelicHtNqH
polymorphismsXHGenomehResearchVH2002VHabVHfZbWab 9.7 153

151 RipeningHandHgenotypeHcontrolHstilbeneHaccumulationHinHhealthyHgrapesXHJournalhofhAgriculturalhandh
FoodhChemistryVH2008VHefVHaaggcWhe 5.7 150

150 MqwyqVHaHwebWbasedHtoolHforHmiRNqHandHwenesHyntegratedHqnalysisXHNucleichAcidshResearchVH2010VH
chVHWcebWi 20.1 135

149 graphiteHWHaHrioconductorHpackageHtoHconvertHpathwayHtopologyHtoHgeneHnetworkXHBMCh
BioinformaticsVH2012VHacVHbZ 3.6 131

148 ynflammatoryHintrathecalHprofilesHandHcorticalHdamageHinHmultipleHsclerosisXHAnnalshofhNeurologyVH
2018VHhcVHgciWgee 9.4 129

147 ResistanceHtoHplatinumWbasedHchemotherapyHisHassociatedHwithHepithelialHtoHmesenchymalH
transitionHinHepithelialHovarianHcancerXHEuropeanhJournalhofhCancerVH2013VHdiVHebZWcZ 7.5 121

146 WidespreadHcorticalHthinningHcharacterizesHpatientsHwithHMSHwithHmildHcognitiveHimpairmentXH
NeurologyVH2010VHgdVHcbaWh 6.5 118

145 miRadhbHisHaHmajorHcoordinatorHofHbreastHcancerHprogressionHinHaHrelapseWassociatedHmicroRNqH
signatureHbyHtargetingHyTwqeVHROs²aVHPy²csqVHNRqSVHandHsSvaXHFASEBhJournalVH2013VHbgVHabbcWce 0.9 109

144 sorticalHlesionsHinHprimaryHprogressiveHmultipleHsclerosisjHaHbWyearHlongitudinalHMRHstudyXHNeurologyVH
2009VHgbVHaccZWf 6.5 108

143 Mqwyq´†jHfromHmiRNqHandHgenesHexpressionHdataHintegrativeHanalysisHtoHmicroRNqWtranscriptionH
factorHmixedHregulatoryHcircuitsHRbZabHupdateSXHNucleichAcidshResearchVH2012VHdZVHWacWba 20.1 101
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142 tevelopmentHofHmusselHmRNqHprofilingjHsanHgeneHexpressionHtrendsHrevealHcoastalHwaterH
pollutionoXHMutationhResearchhxhFundamentalhandhMolecularhMechanismshofhMutagenesisVH2006VHfZbVHabaWcd3.3 96

141 MicrosatelliteHunstableHgastrointestinalHneuroendocrineHcarcinomasjHaHnewHclinicopathologicHentityXH
EndocrinexRelatedhCancerVH2015VHbbVHceWde 5.7 94

140
ParallelHproteinHandHtranscriptHprofilesHofHvSxtHpatientHmusclesHcorrelateHtoHtheHtdZdHarrangementH
andHrevealHaHcommonHimpairmentHofHslowHtoHfastHfibreHdifferentiationHandHaHgeneralHderegulationHofH
MyotWdependentHgenesXHProteomicsVH2006VHfVHecZcWba

4.8 89

139 qlongHsignalHpathsjHanHempiricalHgeneHsetHapproachHexploitingHpathwayHtopologyXHNucleichAcidsh
ResearchVH2013VHdaVHeai 20.1 88

138 uvidenceHforHrelativeHcorticalHsparingHinHbenignHmultipleHsclerosisjHaHlongitudinalHmagneticH
resonanceHimagingHstudyXHMultiplehSclerosishJournalVH2009VHaeVHcfWda 5 64

137 tenervationHinHmurineHfastWtwitchHmusclejHshortWtermHphysiologicalHchangesHandHtemporalH
expressionHprofilingXHPhysiologicalhGenomicsVH2006VHbeVHfZWgd 3.6 64

136 weneHexpressionHprofilingHinHdysferlinopathiesHusingHaHdedicatedHmuscleHmicroarrayXHHumanh
MolecularhGeneticsVH2002VHaaVHcbhcWih 5.6 63

135 parmigeneWWaHparallelHRHpackageHforHmutualHinformationHestimationHandHgeneHnetworkH
reconstructionXHBioinformaticsVH2011VHbgVHahgfWg 7.2 61

134 sognitiveHimpairmentHpredictsHdisabilityHprogressionHandHcorticalHthinningHinHMSjHqnHhWyearHstudyXH
MultiplehSclerosishJournalVH2017VHbcVHhdhWhed 5 59

133 βiverHtranscriptomeHanalysisHinHgiltheadHseaHbreamHuponHexposureHtoHlowHtemperatureXHBMCh
GenomicsVH2014VHaeVHgfe 4.5 58

132 sharacterizingHgenomicHalterationsHinHcancerHbyHcomplementaryHfunctionalHassociationsXHNatureh
BiotechnologyVH2016VHcdVHeciWdf 44.5 57

131 TheHchangingHclinicalHcourseHofHmultipleHsclerosisjHaHmatterHofHgrayHmatterXHAnnalshofhNeurologyVH
2013VHgdVHgfWhc 9.4 55

130 tifferentialHgeneHexpressionHprofilingHinHgeneticHandHmultifactorialHcardiovascularHdiseasesXHJournalh
ofhMolecularhandhCellularhCardiologyVH2006VHdaVHicdWdh 5.8 55

129 sorticalHpathologyHinHmultipleHsclerosisHpatientsHwithHepilepsyjHaHcHyearHlongitudinalHstudyXHJournalh
ofhNeurologyvhNeurosurgeryhandhPsychiatryVH2012VHhcVHdiWed 5.5 54

128 tevelopmentHandHvalidationHofHaHgeneHexpressionHoligoHmicroarrayHforHtheHgiltheadHseaHbreamH
RSparusHaurataSXHBMChGenomicsVH2008VHiVHehZ 4.5 53

127 sirculatingHmiRNqHlandscapeHidentifiesHmiRWabdfHasHpromisingHdiagnosticHbiomarkerHinHhighWgradeH
serousHovarianHcarcinomajHqHvalidationHacrossHtwoHindependentHcohortsXHCancerhLettersVH2017VHchhVHcbZWcbg9.9 52

126 MagneticHresonanceHevidenceHofHcerebellarHcorticalHpathologyHinHmultipleHsclerosisXHJournalhofh
NeurologyvhNeurosurgeryhandhPsychiatryVH2010VHhaVHdZaWd 5.5 51

125 MorphologyHandHevolutionHofHcorticalHlesionsHinHmultipleHsclerosisXHqHlongitudinalHMRyHstudyXH
NeuroImageVH2008VHdbVHacbdWh 7.9 51

(2008-2006)
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124 TheHcorticalHdamageVHearlyHrelapsesVHandHonsetHofHtheHprogressiveHphaseHinHmultipleHsclerosisXH
NeurologyVH2018VHiZVHebaZgWebaah 6.5 51

123 MiRNqHlandscapeHinHstageHyHepithelialHovarianHcancerHdefinesHtheHhistotypeHspecificitiesXHClinicalh
CancerhResearchVH2013VHaiVHdaadWbc 12.9 50

122 weneHsetHanalysisHexploitingHtheHtopologyHofHaHpathwayXHBMChSystemshBiologyVH2010VHdVHaba 3.5 50

121 tetectingHdifferentiallyHexpressedHgenesHinHmultipleHtagHsamplingHexperimentsjHcomparativeH
evaluationHofHstatisticalHtestsXHHumanhMolecularhGeneticsVH2001VHaZVHbaccWda 5.6 49

120 lncRNqsHasHNovelHyndicatorsHofHPatientsPHPrognosisHinHStageHyHupithelialHOvarianHsancerjHqH
RetrospectiveHandHMulticentricHStudyXHClinicalhCancerhResearchVH2017VHbcVHbcefWbcff 12.9 47

119 qnalysisHofHdifferentialHmiRNqHexpressionHinHprimaryHtumorHandHstromaHofHcolorectalHcancerH
patientsXHBioMedhResearchhInternationalVH2014VHbZadVHhdZiba 3 46

118 MetaWanalysisHofHexpressionHsignaturesHofHmuscleHatrophyjHgeneHinteractionHnetworksHinHearlyHandH
lateHstagesXHBMChGenomicsVH2008VHiVHfcZ 4.5 46

117 SingleHcellHanalysisHrevealsHtheHinvolvementHofHtheHlongHnonWcodingHRNqHPvtaHinHtheHmodulationHofH
muscleHatrophyHandHmitochondrialHnetworkXHNucleichAcidshResearchVH2019VHdgVHafecWafgZ 20.1 45

116
weneHexpressionHprofilingHidentifiesHpotentialHrelevantHgenesHinHalveolarHrhabdomyosarcomaH
pathogenesisHandHdiscriminatesHPqXcWv²xRHpositiveHandHnegativeHtumorsXHInternationalhJournalhofh
CancerVH2006VHaahVHbggbWha

7.5 44

115 sOβOMrOSHvcXZjHleveragingHgeneHexpressionHcompendiaHforHcrossWspeciesHanalysesXHNucleichAcidsh
ResearchVH2016VHddVHtfbZWc 20.1 41

114
qlteredHglucoseHmetabolismHandHproteolysisHinHpancreaticHcancerHcellHconditionedHmyoblastsjH
searchingHforHaHgeneHexpressionHpatternHwithHaHmicroarrayHanalysisHofHeZZZHskeletalHmuscleHgenesXH
GutVH2004VHecVHaaeiWff

19.2 41

113 qHmodifiedHβOuSSHnormalizationHappliedHtoHmicroRNqHarraysjHaHcomparativeHevaluationXH
BioinformaticsVH2009VHbeVHbfheWia 7.2 40

112 MytqWjHaHwebHtoolHforHstatisticalHanalysisHofHmicroarrayHdataXHNucleichAcidshResearchVH2005VHccVHWfddWi 20.1 40

111
ydentificationHofHhighWgradeHserousHovarianHcancerHmiRNqHspeciesHassociatedHwithHsurvivalHandHdrugH
responseHinHpatientsHreceivingHneoadjuvantHchemotherapyjHaHretrospectiveHlongitudinalHanalysisH
usingHmatchedHtumorHbiopsiesXHAnnalshofhOncologyVH2016VHbgVHfbeWcd

10.3 39

110 qberrantHtNqHmethylationHprofilesHofHinheritedHandHsporadicHcolorectalHcancerXHClinicalhEpigeneticsVH
2015VHgVHaca 7.7 39

109 uxpressionHanalysisHofHandrogenWresponsiveHgenesHinHtheHprostateHofHvealHcalvesHtreatedHwithH
anabolicHhormonesXHDomestichAnimalhEndocrinologyVH2006VHcZVHchWee 2.3 39

108 RegionalHtistributionHandHuvolutionHofHwrayHMatterHtamageHinHtifferentHPopulationsHofHMultipleH
SclerosisHPatientsXHPLoShONEVH2015VHaZVHeZacedbh 3.7 39

107 PrognosticHrelevanceHofHaberrantHtNqHmethylationHinHgaHandHgbHpancreaticHneuroendocrineHtumorsXH
NeuroendocrinologyVH2014VHaZZVHbfWcd 5.6 38
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106 wraphiteHWebjHWebHtoolHforHgeneHsetHanalysisHexploitingHpathwayHtopologyXHNucleichAcidshResearchVH
2013VHdaVHWhiWig 20.1 38

105 PatternHrecognitionHinHgeneHexpressionHprofilingHusingHtNqHarrayjHaHcomparativeHstudyHofHdifferentH
statisticalHmethodsHappliedHtoHcancerHclassificationXHHumanhMolecularhGeneticsVH2003VHabVHhbcWcf 5.6 38

104 tirectHgenerationHofHhumanHnaiveHinducedHpluripotentHstemHcellsHfromHsomaticHcellsHinHmicrofluidicsXH
NaturehCellhBiologyVH2019VHbaVHbgeWbhf 23.4 38

103 TheHhumanHadultHskeletalHmuscleHtranscriptionalHprofileHreconstructedHbyHaHnovelHcomputationalH
approachXHGenomehResearchVH2000VHaZVHcddWi 9.7 37

102 TranscriptomicHqnalysisHofHSingleHysolatedHMyofibersHydentifiesHmiRWbgaWcpHandHmiRWadbWcpHasH
RegulatorsHofHMetabolismHinHSkeletalHMuscleXHCellhReportsVH2019VHbfVHcghdWcgigXeh 10.6 35

101
tisentanglingHtheHmicroRNqHregulatoryHmilieuHinHmultipleHmyelomajHintegrativeHgenomicsHanalysisH
outlinesHmixedHmiRNqWTvHcircuitsHandHpathwayWderivedHnetworksHmodulatedHinHtRdkadSHpatientsXH
OncotargetVH2016VHgVHbcfgWgh

3.3 35

100 WiringHmiRNqsHtoHpathwaysjHaHtopologicalHapproachHtoHintegrateHmiRNqHandHmRNqHexpressionH
profilesXHNucleichAcidshResearchVH2014VHdbVHeif 20.1 34

99 tefiningHtheHgeneHexpressionHsignatureHofHrhabdomyosarcomaHbyHmetaWanalysisXHBMChGenomicsVH
2006VHgVHbhg 4.5 34

98 βongitudinalHanalysisHofHimmuneHcellHphenotypesHinHearlyHstageHmultipleHsclerosisjHdistinctiveH
patternsHcharacterizeHMRyWactiveHpatientsXHBrainVH2006VHabiVHaiicWbZZg 11.2 34

97 uxpressionHprofilingHofHskeletalHmuscleHinHyoungHbullsHtreatedHwithHsteroidalHgrowthHpromotersXH
PhysiologicalhGenomicsVH2009VHchVHachWdh 3.6 33

96 ympactHofHhostHgenesHandHstrandHselectionHonHmiRNqHandHmiRNqTHexpressionXHPLoShONEVH2011VHfVHebched3.7 33

95 RqPjHaHnewHcomputerHprogramHforHdeHnovoHidentificationHofHrepeatedHsequencesHinHwholeHgenomesXH
BioinformaticsVH2005VHbaVHehbWh 7.2 32

94 TerritorialHmaleHgobiesHrespondHaggressivelyHtoHsneakersHbutHdoHnotHadjustHtheirHspermH
expenditureXHBehavioralhEcologyVH2005VHafVHaZZaWaZZg 2.3 31

93 βowHdegreeHofHcorticalHpathologyHisHassociatedHwithHbenignHcourseHofHmultipleHsclerosisXHMultipleh
SclerosishJournalVH2013VHaiVHiZdWaa 5 30

92 reneficialHracteriaHysolatedHfromHwrapevineHynnerHTissuesHShapeHqrabidopsisHthalianaHRootsXHPLoSh
ONEVH2015VHaZVHeZadZbeb 3.7 30

91 qHfounderHMYrPscHmutationHresultsHinHxsMHwithHaHhighHriskHofHsuddenHdeathHafterHtheHfourthH
decadeHofHlifeXHJournalhofhMedicalhGeneticsVH2015VHebVHcchWdg 5.8 30

90 yntegrationHanalysisHofHmicroRNqHandHmRNqHexpressionHprofilesHinHhumanHperipheralHbloodH
lymphocytesHculturedHinHmodeledHmicrogravityXHBioMedhResearchhInternationalVH2014VHbZadVHbifgdg 3 30

89 SimplifyingHaminoHacidHalphabetsHbyHmeansHofHaHbranchHandHboundHalgorithmHandHsubstitutionH
matricesXHBioinformaticsVH2002VHahVHaaZbWh 7.2 30

(2002-2013)
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88 weneHflowHandHgeneticHdiversityjHaHcomparisonHofHfreshwaterHbryozoanHpopulationsHinHuuropeHandH
NorthHqmericaXHHeredityVH2000VHheHPtHeVHdihWeZh 3.6 29

87 ProfilingHcancerHgeneHmutationsHinHlongitudinalHepithelialHovarianHcancerHbiopsiesHbyHtargetedH
nextWgenerationHsequencingjHaHretrospectiveHstudyXHAnnalshofhOncologyVH2015VHbfVHacfcWga 10.3 28

86
PolymorphismsHinHvonHWillebrandHfactorHgeneHpromoterHinfluenceHtheHglucocorticoidWinducedH
increaseHinHvonHWillebrandHfactorjHtheHlessonHlearnedHfromHsushingHsyndromeXHBritishhJournalhofh
HaematologyVH2008VHadZVHbcZWe

4.5 24

85 SmokersHandHpassiveHsmokersHgeneHexpressionHprofilesjHcorrelationHwithHtheHtNqHoxidationH
damageXHFreehRadicalhBiologyhandhMedicineVH2007VHdcVHdaeWbb 7.8 24

84 TargetingHpecHandHhistoneHmethyltransferasesHrestoresHexhaustedHsthUHTHcellsHinHxsVHinfectionXH
NaturehCommunicationsVH2020VHaaVHfZd 17.4 24

83
PyrosequencingHandHdeHnovoHassemblyHofHqntarcticHkrillHRuuphausiaHsuperbaSHtranscriptomeHtoHstudyH
theHadaptabilityHofHkrillHtoHclimateWinducedHenvironmentalHchangesXHMolecularhEcologyhResourcesVH
2015VHaeVHadfZWga

8.4 23

82 qWMqtMqNjHannotationWbasedHmicroarrayHdataHmetaWanalysisHtoolXHBMChBioinformaticsVH2009VHaZVHbZa 3.6 23

81 TheHsSvHProfileHβinkedHtoHsorticalHtamageHPredictsHMultipleHSclerosisHqctivityXHAnnalshofhNeurologyVH
2020VHhhVHefbWegc 9.4 22

80 ProbabilityHofHconceptionHonHdifferentHdaysHofHtheHmenstrualHcyclejHanHongoingHexerciseXHAdvanceshinh
Contraception:hthehOfficialhJournalhofhthehSocietyhforhthehAdvancementhofhContraceptionVH1997VHacVHaZeWae 22

79 RevertantHfibersHinHtheHmdxHmurineHmodelHofHtuchenneHmuscularHdystrophyjHanHageWHandH
muscleWrelatedHreappraisalXHPLoShONEVH2013VHhVHegbadg 3.7 22

78 qHleukemiaWenrichedHctNqHmicroarrayHplatformHidentifiesHnewHtranscriptsHwithHrelevanceHtoHtheH
biologyHofHpediatricHacuteHlymphoblasticHleukemiaXHHaematologicaVH2005VHiZVHhiZWh 6.6 22

77 TheHselfWmorningnessYeveningnessHRSelfWMuSjHqnHextremelyHconciseHandHtotallyHsubjectiveH
assessmentHofHdiurnalHpreferenceXHChronobiologyhInternationalVH2015VHcbVHaaibWbZZ 3.6 21

76 ymprovedHdetectionHofHdifferentiallyHexpressedHgenesHinHmicroarrayHexperimentsHthroughHmultipleH
scanningHandHimageHintegrationXHNucleichAcidshResearchVH2003VHcaVHeadi 20.1 21

75 sirculatingHsellWvreeHtNqHinHtogsHwithHMammaryHTumorsjHShortHandHβongHvragmentsHandHyntegrityH
yndexXHPLoShONEVH2017VHabVHeZafided 3.7 21

74 qssessmentHofHstatisticalHmethodsHfromHsingleHcellVHbulkHRNqWseqVHandHmetagenomicsHappliedHtoH
microbiomeHdataXHGenomehBiologyVH2020VHbaVHaia 18.3 21

73 wenotypeWspecificHmutationsHinHtheHpolymeraseHgeneHofHhepatitisHrHvirusHpotentiallyHassociatedHwithH
resistanceHtoHoralHantiviralHtherapyXHAntiviralhResearchVH2012VHifVHdbbWi 10.8 20

72 TheHriologicalHsonnectionHMarkupHβanguagejHaHSrwNWcompliantHformatHforHvisualizationVHfilteringH
andHanalysisHofHbiologicalHpathwaysXHBioinformaticsVH2011VHbgVHbabgWcc 7.2 20

71 MicrobiotaHchangesHinducedHbyHmicroencapsulatedHsodiumHbutyrateHinHpatientsHwithHinflammatoryH
bowelHdiseaseXHNeurogastroenterologyhandhMotilityVH2020VHcbVHeaciad 4 19
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70 wrayHmatterHpathologyHinHMSjHaHcWyearHlongitudinalHstudyHinHaHpediatricHpopulationXHAmericanhJournalh
ofhNeuroradiologyVH2012VHccVHaeZgWaa 4.4 19

69 metawraphiteWaHnewHlayerHofHpathwayHannotationHtoHgetHmetaboliteHnetworksXHBioinformaticsVH2019VH
ceVHabehWabfZ 7.2 19

68 βyNuWaHhypomethylationHisHassociatedHtoHspecificHclinicoWpathologicalHfeaturesHinHStageHyHnonWsmallH
cellHlungHcancerXHLunghCancerVH2017VHaZhVHhcWhi 5.9 18

67 TissueWspecificHexpressionHandHregulatoryHnetworksHofHpigHmicroRNqomeXHPLoShONEVH2014VHiVHehigee 3.7 18

66 SelectionHofHmultipotentHcellsHandHenhancedHmuscleHreconstructionHbyHmyogenicH
macrophageWsecretedHfactorsXHExperimentalhCellhResearchVH2009VHcaeVHiaeWbg 4.2 18

65 tiseaseHgenesHandHintracellularHproteinHnetworksXHPhysiologicalhGenomicsVH2003VHaeVHbbcWg 3.6 18

64 qHsystemsHbiologyHapproachHtoHcharacterizeHtheHregulatoryHnetworksHleadingHtoHtrabectedinH
resistanceHinHanHinHvitroHmodelHofHmyxoidHliposarcomaXHPLoShONEVH2012VHgVHecedbc 3.7 17

63 SynthesisHofHmitochondrialHtNqHprecursorsHduringHmyogenesisVHanHanalysisHinHpurifiedHsbsabH
myotubesXHJournalhofhBiologicalhChemistryVH2013VHbhhVHefbdWce 5.4 17

62 xighHywvrPbHexpressionHcorrelatesHwithHtumorHseverityHinHpediatricHrhabdomyosarcomaXHAmericanh
JournalhofhPathologyVH2011VHagiVHbfaaWbd 5.8 17

61 wenomeWwideHstudyHofHsalivaryHmiRNqsHidentifiesHmiRWdbcWepHasHpromisingHdiagnosticHandH
prognosticHbiomarkerHinHoralHsquamousHcellHcarcinomaXHTheranosticsVH2021VHaaVHbihgWbiii 12.1 17

60 ²rilltrjHqHdeHnovoHtranscriptomeHdatabaseHforHtheHqntarcticHkrillHRuuphausiaHsuperbaSXHPLoShONEVH
2017VHabVHeZagaiZh 3.7 16

59 vXYteHRtysadherinSHupregulationHpredictsHshorterHsurvivalHandHrevealsHplatinumHresistanceHinH
highWgradeHserousHovarianHcancerHpatientsXHBritishhJournalhofhCancerVH2019VHabaVHehdWeib 8.7 15

58
TranscriptomeHProfilesHofHxumanHVisceralHqdipocytesHinHObesityHandHsolorectalHsancerHUnravelHtheH
uffectsHofHrodyHMassHyndexHandHPolyunsaturatedHvattyHqcidsHonHwenesHandHriologicalHProcessesH
RelatedHtoHTumorigenesisXHFrontiershinhImmunologyVH2019VHaZVHbfe

8.4 15

57 qHprognosticHregulatoryHpathwayHinHstageHyHepithelialHovarianHcancerjHnewHhintsHforHtheHpoorH
prognosisHassessmentXHAnnalshofhOncologyVH2016VHbgVHaeaaWi 10.3 15

56 qHcomparisonHonHeffectsHofHnormalisationsHinHtheHdetectionHofHdifferentiallyHexpressedHgenesXHBMCh
BioinformaticsVH2009VHaZVHfa 3.6 14

55 NovelHgenesVHpossiblyHrelevantHforHmolecularHdiagnosisHorHtherapyHofHhumanHrhabdomyosarcomaVH
detectedHbyHgenomicHexpressionHprofilingXHGeneVH2005VHcdhVHfeWga 3.8 14

54 UsefulnessHofHtheHTotalHThrombusWvormationHqnalysisHSystemHRTWTqSSHinHtheHdiagnosisHandH
characterizationHofHvonHWillebrandHdiseaseXHHaemophiliaVH2016VHbbVHidiWief 3.3 13

53 qHdataWdrivenHnetworkHmodelHofHprimaryHmyelofibrosisjHtranscriptionalHandHpostWtranscriptionalH
alterationsHinHstcdUHcellsXHBloodhCancerhJournalVH2016VHfVHedci 7 12

(2016-2012)
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52 yndividualHRadiosensitivityHinHOncologicalHPatientsjHβinkingHqdverseHNormalHTissueHReactionsHandH
weneticHveaturesXHFrontiershinhOncologyVH2019VHiVHihg 5.3 11

51 qnHaberrantHmicroRNqHsignatureHinHchildhoodHTWcellHlymphoblasticHlymphomaHaffectingHst²NarH
expressionVHNOTsxaHandHgrowthHfactorHsignalingHpathwaysXHLeukemiaVH2014VHbhVHaiZiWab 10.7 11

50 wlobalHanalysisHofHgeneHexpressionHinHmineralizingHfishHvertebraWderivedHcellHlinesjHnewHinsightsHintoH
antiWmineralogenicHeffectHofHvanadateXHBMChGenomicsVH2011VHabVHcaZ 4.5 11

49 RegionalHandHtemporalHheterogeneityHofHepithelialHovarianHcancerHtumorHbiopsiesjHimplicationsHforH
therapeuticHstrategiesXHOncotargetVH2021VHabVHbdZdWbdag 3.3 11

48 ParadoxicalHwxHyncreaseHturingHOwTTHysHqssociatedHWithHvirstWwenerationHSomatostatinHqnalogH
ResponsivenessHinHqcromegalyXHJournalhofhClinicalhEndocrinologyhandhMetabolismVH2019VHaZdVHhefWhfb 5.6 10

47 wlobalHtNqHmethylationHprofilingHuncoversHdistinctHmethylationHpatternsHofHprotocadherinHalphadH
inHmetastaticHandHnonWmetastaticHrhabdomyosarcomaXHBMChCancerVH2016VHafVHhhf 4.8 10

46 yncreasedHN²HsellHsountHinHMultipleHSclerosisHPatientsHTreatedHWithHtimethylHvumaratejHqHbWYearH
βongitudinalHStudyXHFrontiershinhImmunologyVH2019VHaZVHafff 8.4 10

45 timeslipjHpathwayHanalysisHforHtimeHcourseHdataHwithoutHreplicatesXHBMChBioinformaticsVH2014VHaeH
SupplHeVHSc 3.6 10

44 NuββaVHwhoseHhighHexpressionHcorrelatesHwithHnegativeHoutcomesVHhasHdifferentHmethylationH
patternsHinHalveolarHandHembryonalHrhabdomyosarcomaXHOncotargetVH2017VHhVHccZhfWccZii 3.3 10

43 MicrosatelliteHRwTSRnSHisHpartHofHtheHvonHWillebrandHfactorHRVWvSHpromoterHregionHthatHinfluencesH
theHglucocorticoidWinducedHincreaseHinHVWvHinHsushingPsHsyndromeXHThrombosishResearchVH2010VHabeVHebgeWhZ8.2 9

42 qHglobalHgeneHevolutionHanalysisHonHVibrionaceaeHfamilyHusingHphylogeneticHprofileXHBMCh
BioinformaticsVH2007VHhHSupplHaVHSbc 3.6 9

41 qnalysisHofHpotentialHfactorsHaffectingHallograftsHcontaminationHatHretrievalXHCellhandhTissuehBankingVH
2017VHahVHeciWede 2.2 8

40 villingHgapsHinHPPqRWalphaHsignalingHthroughHcomparativeHnutrigenomicsHanalysisXHBMChGenomicsVH
2009VHaZVHeif 4.5 8

39
MultisiteHanalysisHofHhighWgradeHserousHepithelialHovarianHcancersHidentifiesHgenomicHregionsHofHfocalH
andHrecurrentHcopyHnumberHalterationHinHcqbfXbHandHhqbdXcXHInternationalhJournalhofhCancerVH2019VH
adeVHbfgZWbfha

7.5 7

38 SystemsHbiologyHapproachHtoHtheHdissectionHofHtheHcomplexityHofHregulatoryHnetworksHinHtheHSXH
scrofaHcardiocirculatoryHsystemXHInternationalhJournalhofhMolecularhSciencesVH2013VHadVHbcafZWhg 6.3 7

37 ympactHofHprobeHannotationHonHtheHintegrationHofHmiRNqWmRNqHexpressionHprofilesHforHmiRNqH
targetHdetectionXHNucleichAcidshResearchVH2010VHchVHeig 20.1 7

36
sorrelationHbetweenHgeneHexpressionHandHclinicalHdataHthroughHlinearHandHnonlinearHprincipalH
componentsHanalysesjHmuscularHdystrophiesHasHcaseHstudiesXHOMICShAhJournalhofhIntegrativehBiologyVH
2009VHacVHagcWhd

3.8 7

35 wenomeWwideHsopyWnumberHqlterationsHinHsirculatingHTumorHtNqHasHaHNovelHriomarkerHforH
PatientsHwithHxighWgradeHSerousHOvarianHsancerXHClinicalhCancerhResearchVH2021VHbgVHbediWbeei 12.9 7
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34 shangesHinHqccidentHOHumergencyHVisitsHandHReturnHVisitsHinHRelationHtoHtheHunforcementHofH
taylightHSavingHTimeHandHPhotoperiodXHJournalhofhBiologicalhRhythmsVH2018VHccVHeeeWefd 3.2 7

33 TheHeffectHofHfingolimodHonHfocalHandHdiffuseHgreyHmatterHdamageHinHactiveHMSHpatientsXHJournalhofh
NeurologyVH2018VHbfeVHbaedWbafa 5.5 7

32 qHsystemsHbiologyHapproachHtoHinvestigateHtheHmechanismHofHactionHofHtrabectedinHinHaHmodelHofH
myelomonocyticHleukemiaXHPharmacogenomicshJournalVH2018VHahVHefWfc 3.5 6

31 sonsequencesHofHheatHshockHproteinHgbHRxspgbSHexpressionHandHactivityHonHstressWinducedH
apoptosisHinHstcZUHNPMWqβ²UHanaplasticHlargeWcellHlymphomasXHLeukemiaVH2012VHbfVHacgeWhb 10.7 6

30 MicrobiotaHofHtheHTherapeuticHuuganeanHThermalHMudsHwithHaHvocusHonHtheHMainHsyanobacteriaH
SpeciesXHMicroorganismsVH2020VHhVH 4.9 6

29 MOSslipjHmultiWomicHandHsurvivalHpathwayHanalysisHforHtheHidentificationHofHsurvivalHassociatedHgeneH
andHmodulesXHNucleichAcidshResearchVH2019VHdgVHehZ 20.1 5

28
qnticoagulantHtherapyHforHvenousHthromboembolismHduringHpregnancyjHaHsystematicHreviewHandHaH
metaWanalysisHofHtheHliteraturejHaHreplyHtoHaHrebuttalXHJournalhofhThrombosishandhHaemostasisVH2013VH
aaVHghhWi

15.4 5

27
uxpressionHprofilesHofHPR²waVHStvbβaHandHPPPaRabqHareHpredictiveHandHprognosticHfactorsHforH
therapyHresponseHandHsurvivalHinHhighWgradeHserousHovarianHcancerXHInternationalhJournalhofhCancerVH
2020VHadgVHefeWegd

7.5 4

26 StatisticalHTestHofHuxpressionHPatternHRSTuPathSjHaHnewHstrategyHtoHintegrateHgeneHexpressionHdataH
withHgenomicHinformationHinHindividualHandHmetaWanalysisHstudiesXHBMChBioinformaticsVH2011VHabVHib 3.6 4

25 uxpressionHprofilingHcharacterizationHofHlamininHalphaWbHpositiveHMtsXHBiochemicalhandhBiophysicalh
ResearchhCommunicationsVH2006VHceZVHcdeWea 3.4 4

24 TRqyTHRTRqnscriptHyntegratedHTableSjHaHknowledgebaseHofHhumanHskeletalHmuscleHtranscriptsXH
BioinformaticsVH2003VHaiVHffaWb 7.2 4

23 PsiNormjHaHscalableHnormalizationHforHsingleWcellHRNqWseqHdataXHBioinformaticsVH2021VH 7.2 4

22 rsdadchaeWVHaHNewHPotentialHymmunogeneticHriomarkerHofHriochemicalHRecurrenceHinHβocallyH
qdvancedHProstateHsancerHafterHRadiotherapyXHInternationalhJournalhofhMolecularhSciencesVH2019VHbZVH 6.3 3

21 simPqTxyjHaHnewHmethodHforHsimulatingHdataHfromHperturbedHbiologicalHPqTxwaysXHBioinformaticsVH
2017VHccVHdefWdeg 7.2 3

20 SourceSetjHqHgraphicalHmodelHapproachHtoHidentifyHprimaryHgenesHinHperturbedHbiologicalHpathwaysXH
PLoShComputationalhBiologyVH2019VHaeVHeaZZgceg 5 3

19 wraphicalHmodelingHforHgeneHsetHanalysisjHqHcriticalHappraisalXHBiometricalhJournalVH2015VHegVHhebWff 1.5 3

18 qHnovelHprognosticHscoreHtoHassessHtheHriskHofHprogressionHinHrelapsingWremittingHmultipleHsclerosisH
patientsXHEuropeanhJournalhofhNeurologyVH2021VHbhVHbeZcWbeab 6 3

17 MicroRNqHexpressionHprofilingHwithHaHdropletHdigitalHPsRHassayHenablesHmolecularHdiagnosisHandH
prognosisHofHcancersHofHunknownHprimaryXHMolecularhOncologyVH2021VHaeVHbgcbWbgea 7.9 3
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16 TranscriptionalHsharacterizationHofHStageHyHupithelialHOvarianHsancerjHqHMulticentricHStudyXHCellsVH
2019VHhVH 7.9 3

15 qHTwvW˛†HassociatedHgeneticHscoreHtoHdefineHprognosisHandHplatinumHsensitivityHinHadvancedH
epithelialHovarianHcancerXHGynecologichOncologyVH2020VHaefVHbccWbdb 4.9 2

14 SimilarityHMeasuresHrasedHonHtheHOverlapHofHRankedHwenesHqreHuffectiveHforHsomparisonHandH
slassificationHofHMicroarrayHtataXHJournalhofhComputationalhBiologyVH2016VHbcVHfZcWad 1.7 2

13 qntimicrobialHuseHandHmicrobiologicalHtestingHinHdistrictHgeneralHhospitalHysUsHofHtheHVenetoHregionH
ofHnorthWeastHytalyXHEuropeanhJournalhofhClinicalhMicrobiologyhandhInfectioushDiseasesVH2016VHceVHafbgWch 5.3 1

12 SexHidentificationHfromHdistinctiveHgeneHexpressionHpatternsHinHqntarcticHkrillHRuuphausiaHsuperbaSXH
PolarhBiologyVH2019VHdbVHbbZeWbbag 2 1

11 xeadraceHtunnelHofHtheHulHqltoHhydropowerHprojectHinHPanamaHYHtruckstollenHdesH
WasserkraftprojektsHulHqltoHinHPanamaXHGeomechanikhUndhTunnelbauVH2013VHfVHcZaWcaa 0.6 1

10 qssessmentHofHstatisticalHmethodsHfromHsingleHcellVHbulkHRNqWseqHandHmetagenomicsHappliedHtoH
microbiomeHdata 1

9 StatisticalHToolsHforHweneHuxpressionHqnalysisHandHSystemsHriologyHandHRelatedHWebHResourcesH
2009VHahaWbZe 1

8
somprehensiveHProfilingHofHxypoxiaWRelatedHmiRNqsHydentifiesHmiRWbcaWcpHOverexpressionHasHaH
MarkerHofHPlatinumHResistanceHandHPoorHPrognosisHinHxighWwradeHSerousHOvarianHsancerXHCancersVH
2021VHacVH

6.6 1

7
MyotatajHqnHexpressionHknowledgebaseHatHsingleHcellYnucleusHlevelHforHtheHdiscoveryHofH
codingWnoncodingHRNqHfunctionalHinteractionsHinHskeletalHmuscleXHComputationalhandhStructuralh
BiotechnologyhJournalVH2021VHaiVHdadbWdaee

6.8 1

6 rreweryXHenablesHallelicHexpressionHanalysisHofHimprintedHandHXWlinkedHgenesHfromHbulkHandH
singleWcellHtranscriptomesXXHCommunicationshBiologyVH2022VHeVHadf 6.7 1

5 NewWavejHaHscalableHRYrioconductorHpackageHforHtheHdimensionalityHreductionHandHbatchHeffectH
removalHofHsingleWcellHRNqWseqHdataXXHBioinformaticsVH2022VH 7.2 1

4 SearchingHforHtheHSourceHofHtifferencejHqHwraphicalHModelHqpproachXHLecturehNoteshinhComputerh
ScienceVH2020VHacaWach 0.9

3 PharmacogeneticHscoreHpredictsHoverallHsurvivalVHprogressionWfreeHsurvivalHandHplatinumHsensitivityH
inHovarianHcancerXHPharmacogenomicsVH2020VHbaVHiieWaZaZ 2.6

2 SimulatingHgeneHsilencingHthroughHinterventionHanalysisXHJournalhofhthehRoyalhStatisticalhSocietyh
SerieshC:hAppliedhStatisticsVH2020VHfiVHhhgWiZg 1.5

1 miRNqHbioinformaticsHandHpathwayHanalysisH2022VHadaWaeZ
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