
Klaas Vandepoele

ListjofjPublicationsjbyjCitations

Source:jhttps://exaly.com/authorypdf/9474628/klaasyvandepoeleypublicationsybyycitations.pdf

Version:j2024y04y28j

Thisjdocumentjhasjbeenjgeneratedjbasedjonjthejpublicationsjandjcitationsjrecordedjbyjexaly.com.jForj

thejlatestjversionjofjthisjpublicationjlistxjvisitjthejlinkjgivenjabove.

ThejthirdjcolumnjisjthejimpactjfactorjsIFtjofjthejjournalxjandjthejfourthjcolumnjisjthejnumberjofj

citationsjofjthejarticle.

149
papers

14,230
citations

58
h-index

118
g-index

167
ext. papers

17,872
ext. citations

10
avg, IF

6.23
L-index



m Paper IF Citations

149 ROSLsignalinglLtheLnewLwaveqZLTrendsminmPlantmScienceXL2011XLchXLebbYk 13.1 1529

148 TheLPhaeodactylumLgenomeLrevealsLtheLevolutionaryLhistoryLofLdiatomLgenomesZLNatureXL2008XL
fghXLdekYff 50.4 1200

147 sLhighLqualityLdraftLconsensusLsequenceLofLtheLgenomeLofLaLheterozygousLgrapevineLvarietyZLPLoSm
ONEXL2007XLdXLecedh 3.7 779

146 JsSPsRLdbcjlLupdateLofLtheLopenYaccessLdatabaseLofLtranscriptionLfactorLbindingLprofilesLandLitsL
webLframeworkZLNucleicmAcidsmResearchXL2018XLfhXLvdhbYvdhh 20.1 761

145 yenomeYwideLanalysisLofLcoreLcellLcycleLgenesLinLsrabidopsisZLPlantmCellXL2002XLcfXLkbeYch 11.6 450

144
MajorLeventsLinLtheLgenomeLevolutionLofLvertebrateslLparanomeLageLandLsizeLdifferLconsiderablyL
betweenLrayYfinnedLfishesLandLlandLvertebratesZLProceedingsmofmthemNationalmAcademymofmSciencesmofm
themUnitedmStatesmofmAmericaXL2004XLcbcXLchejYfe

11.5 444

143 TheLhiddenLduplicationLpastLofLsrabidopsisLthalianaZLProceedingsmofmthemNationalmAcademymofm
SciencesmofmthemUnitedmStatesmofmAmericaXL2002XLkkXLcehdiYed 11.5 422

142 StructuralLandLfunctionalLpartitioningLofLbreadLwheatLchromosomeLetZLScienceXL2014XLefgXLcdfkidc 33.3 397

141 TheLgainLandLlossLofLgenesLduringLhbbLmillionLyearsLofLvertebrateLevolutionZLGenomemBiologyXL2006XL
iXLRfe 18.3 270

140 TypeLIILmetacaspasesLstmcfLandLstmckLofLsrabidopsisLthalianaLcleaveLsubstratesLafterLarginineLandL
lysineZLJournalmofmBiologicalmChemistryXL2004XLdikXLfgedkYeh 5.4 252

139 PLsZsLeZblLanLaccessLpointLforLplantLcomparativeLgenomicsZLNucleicmAcidsmResearchXL2015XLfeXLvkifYjc 20.1 248

138 PLsZsLfZblLanLintegrativeLresourceLforLfunctionalXLevolutionaryLandLcomparativeLplantLgenomicsZL
NucleicmAcidsmResearchXL2018XLfhXLvcckbYvcckh 20.1 247

137 TheLfloweringLworldlLaLtaleLofLduplicationsZLTrendsminmPlantmScienceXL2009XLcfXLhjbYj 13.1 232

136
uonvergentLgeneLlossLfollowingLgeneLandLgenomeLduplicationsLcreatesLsingleYcopyLfamiliesLinL
floweringLplantsZLProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaXL
2013XLccbXLdjkjYkbe

11.5 231

135 PLsZslLaLcomparativeLgenomicsLresourceLtoLstudyLgeneLandLgenomeLevolutionLinLplantsZLPlantmCellXL
2009XLdcXLeicjYec 11.6 220

134 TheLmembraneYboundLNsuLtranscriptionLfactorLsNsubceLfunctionsLinLmitochondrialLretrogradeL
regulationLofLtheLoxidativeLstressLresponseLinLsrabidopsisZLPlantmCellXL2013XLdgXLefidYkb 11.6 214

133 snLupdateLonLLNuipedialLaLdatabaseLforLannotatedLhumanLlncRNsLsequencesZLNucleicmAcidsm
ResearchXL2015XLfeXLvcifYjb 20.1 212

Klaas Vandepoele

2



132 vissectingLplantLgenomesLwithLtheLPLsZsLcomparativeLgenomicsLplatformZLPlantmPhysiologyXL2012XL
cgjXLgkbYhbb 6.6 212

131 wRxccgLcontrolsLrootLquiescentLcenterLcellLdivisionLandLstemLcellLreplenishmentZLScienceXL2013XLefdXLjhbYe33.3 193

130 yenomeYwideLidentificationLofLpotentialLplantLwdxLtargetLgenesZLPlantmPhysiologyXL2005XLcekXLechYdj 6.6 187

129 wvidenceLthatLriceLandLotherLcerealsLareLancientLaneuploidsZLPlantmCellXL2003XLcgXLdckdYdbd 11.6 184

128 TheLPhyscomitrellaLpatensLchromosomeYscaleLassemblyLrevealsLmossLgenomeLstructureLandL
evolutionZLPlantmJournalXL2018XLkeXLgcgYgee 6.9 176

127 UnravelingLtranscriptionalLcontrolLinLsrabidopsisLusingLcisYregulatoryLelementsLandLcoexpressionL
networksZLPlantmPhysiologyXL2009XLcgbXLgegYfh 6.6 173

126 uoldLnightsLimpairLleafLgrowthLandLcellLcycleLprogressionLinLmaizeLthroughLtranscriptionalLchangesL
ofLcellLcycleLgenesZLPlantmPhysiologyXL2007XLcfeXLcfdkYej 6.6 143

125 sNyUSTIxOLIseLbindsLtoLSWIaSNxLchromatinLremodelingLcomplexesLtoLregulateLtranscriptionL
duringLsrabidopsisLleafLdevelopmentZLPlantmCellXL2014XLdhXLdcbYdk 11.6 138

124 yeneLduplicationLandLbiasedLfunctionalLretentionLofLparalogsLinLbacterialLgenomesZLTrendsminm
MicrobiologyXL2004XLcdXLcfjYgf 12.4 136

123 iYsvzoReLeZbYYfastLandLsensitiveLdetectionLofLgenomicLhomologyLinLextremelyLlargeLdataLsetsZL
NucleicmAcidsmResearchXL2012XLfbXLecc 20.1 131

122 vroughtLtoleranceLconferredLtoLsugarcaneLbyLassociationLwithLyluconacetobacterLdiazotrophicuslLaL
transcriptomicLviewLofLhormoneLpathwaysZLPLoSmONEXL2014XLkXLeccfiff 3.7 120

121 TranscriptomeLanalysisLduringLcellLdivisionLinLplantsZLProceedingsmofmthemNationalmAcademymofm
SciencesmofmthemUnitedmStatesmofmAmericaXL2002XLkkXLcfjdgYeb 11.5 120

120 NovelLplantYspecificLcyclinYdependentLkinaseLinhibitorsLinducedLbyLbioticLandLabioticLstressesZL
JournalmofmBiologicalmChemistryXL2007XLdjdXLdggjjYkh 5.4 113

119 zydrogenLperoxideYinducedLgeneLexpressionLacrossLkingdomslLaLcomparativeLanalysisZLMolecularm
BiologymandmEvolutionXL2008XLdgXLgbiYch 8.3 112

118
PlastidLgeneLexpressionLandLplantLdevelopmentLrequireLaLplastidicLproteinLofLtheLmitochondrialL
transcriptionLterminationLfactorLfamilyZLProceedingsmofmthemNationalmAcademymofmSciencesmofmthem
UnitedmStatesmofmAmericaXL2011XLcbjXLhhifYk

11.5 110

117 yeneLfunctionalitiesLandLgenomeLstructureLinLtathycoccusLprasinosLreflectLcellularLspecializationsL
atLtheLbaseLofLtheLgreenLlineageZLGenomemBiologyXL2012XLceXLRif 18.3 107

116 TheLautomaticLdetectionLofLhomologousLregionsLTsvzoReULandLitsLapplicationLtoLmicrocolinearityL
betweenLsrabidopsisLandLriceZLGenomemResearchXL2002XLcdXLcikdYjbc 9.7 105

115 sLsmallLuvudgLdualYspecificityLtyrosineYphosphataseLisoformLinLsrabidopsisLthalianaZLProceedingsmofm
themNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaXL2004XLcbcXLceejbYg 11.5 103

(2004-2012)
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114 uapturingLtheLphosphorylationLandLproteinLinteractionLlandscapeLofLtheLplantLTORLkinaseZLNaturem
PlantsXL2019XLgXLechYedi 11.5 100

113 SystematicLidentificationLofLfunctionalLplantLmodulesLthroughLtheLintegrationLofLcomplementaryL
dataLsourcesZLPlantmPhysiologyXL2012XLcgkXLjjfYkbc 6.6 100

112 zowLmanyLgenesLareLthereLinLplantsLTZZZLandLwhyLareLtheyLthereUqZLCurrentmOpinionminmPlantmBiologyXL
2007XLcbXLckkYdbe 9.9 98

111 snLimprovedLtoolboxLtoLunravelLtheLplantLcellularLmachineryLbyLtandemLaffinityLpurificationLofL
srabidopsisLproteinLcomplexesZLNaturemProtocolsXL2015XLcbXLchkYji 18.8 90

110 TRsPIvlLanLefficientLonlineLtoolLforLtheLfunctionalLandLcomparativeLanalysisLofLdeLnovoLRNsYSeqL
transcriptomesZLGenomemBiologyXL2013XLcfXLRcef 18.3 89

109 vynamicLuhangesLinLsNyUSTIxOLIseLuomplexLuompositionLRevealLaLyrowthLRegulatoryL
MechanismLinLtheLMaizeLLeafZLPlantmCellXL2015XLdiXLchbgYck 11.6 86

108 PredictingLproteinYproteinLinteractionsLinLsrabidopsisLthalianaLthroughLintegrationLofLorthologyXL
geneLontologyLandLcoYexpressionZLBMCmGenomicsXL2009XLcbXLdjj 4.5 84

107
uomparativeLnetworkLanalysisLrevealsLthatLtissueLspecificityLandLgeneLfunctionLareLimportantL
factorsLinfluencingLtheLmodeLofLexpressionLevolutionLinLsrabidopsisLandLriceZLPlantmPhysiologyXL2011
XLcghXLcechYeb

6.6 79

106 MolecularLandLphysiologicalLanalysisLofLgrowthYlimitingLdroughtLstressLinLtrachypodiumLdistachyonL
leavesZLMolecularmPlantXL2013XLhXLeccYdd 14.4 76

105 InsightsLintoLtheLwvolutionLofLMulticellularityLfromLtheLSeaLLettuceLyenomeZLCurrentmBiologyXL2018XL
djXLdkdcYdkeeZeg 6.3 75

104 PhyvelLaLphylogeneticLtreeLviewerLwithLextendedLphyloXMLLsupportLforLfunctionalLgenomicsLdataL
visualizationZLBioinformaticsXL2017XLeeXLdkfhYdkfi 7.2 74

103 sLfunctionalLandLevolutionaryLperspectiveLonLtranscriptionLfactorLbindingLinLsrabidopsisLthalianaZL
PlantmCellXL2014XLdhXLejkfYkcb 11.6 73

102 yenomeYwideLanalysisLofLtheLdiatomLcellLcycleLunveilsLaLnovelLtypeLofLcyclinsLinvolvedLinL
environmentalLsignalingZLGenomemBiologyXL2010XLccXLRci 18.3 72

101 sLRepressorLProteinLuomplexLRegulatesLLeafLyrowthLinLsrabidopsisZLPlantmCellXL2015XLdiXLddieYji 11.6 71

100 uomparativeLcoYexpressionLanalysisLinLplantLbiologyZLPlant,mCellmandmEnvironmentXL2012XLegXLcijiYkj 8.4 66

99 uowxpNetVizlLuomparativeLuoYwxpressionLNetworksLuonstructionLandLVisualizationLToolZLFrontiersm
inmPlantmScienceXL2015XLhXLcckf 6.2 63

98 PhylogenomicLanalysisLofLgeneLcoYexpressionLnetworksLrevealsLtheLevolutionLofLfunctionalL
modulesZLPlantmJournalXL2017XLkbXLffiYfhg 6.9 61

97 sLvNsYbindingYsiteLlandscapeLandLregulatoryLnetworkLanalysisLforLNsuLtranscriptionLfactorsLinL
srabidopsisLthalianaZLNucleicmAcidsmResearchXL2014XLfdXLihjcYke 20.1 61
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96 TxdNetworklLpredictingLtranscriptionLfactorLregulatorsLandLgeneLregulatoryLnetworksLinL
srabidopsisLusingLpubliclyLavailableLbindingLsiteLinformationZLNucleicmAcidsmResearchXL2018XLfhXLeec 20.1 59

95 sreLWeLThereLYetqLReliablyLwstimatingLtheLuompletenessLofLPlantLyenomeLSequencesZLPlantmCellXL
2016XLdjXLcigkYhj 11.6 59

94 picoYPLsZsXLaLgenomeLdatabaseLofLmicrobialLphotosyntheticLeukaryotesZLEnvironmentalm
MicrobiologyXL2013XLcgXLdcfiYge 5.2 58

93 JsSPsRLdbddlLtheLkthLreleaseLofLtheLopenYaccessLdatabaseLofLtranscriptionLfactorLbindingLprofilesZL
NucleicmAcidsmResearchXL2021XL 20.1 58

92 QuantitativeLRNsLexpressionLanalysisLwithLsffymetrixLTilingLcZbRLarraysLidentifiesLnewLwdxLtargetL
genesZLPlantmJournalXL2009XLgiXLcjfYkf 6.9 56

91 SmallYscaleLgeneLduplicationsLplayedLaLmajorLroleLinLtheLrecentLevolutionLofLwheatLchromosomeLetZL
GenomemBiologyXL2015XLchXLcjj 18.3 53

90 MetagenomesLofLtheLpicoalgaLtathycoccusLfromLtheLuhileLcoastalLupwellingZLPLoSmONEXL2012XLiXLeekhfj 3.7 51

89 tuildingLgenomicLprofilesLforLuncoveringLsegmentalLhomologyLinLtheLtwilightLzoneZLGenomem
ResearchXL2004XLcfXLcbkgYcbh 9.7 51

88 IdentificationLofLnovelLregulatoryLmodulesLinLdicotyledonousLplantsLusingLexpressionLdataLandL
comparativeLgenomicsZLGenomemBiologyXL2006XLiXLRcbe 18.3 50

87 TheLMuMYbindingLproteinLwTycLaidsLsisterLchromatidLcohesionLrequiredLforLpostreplicativeL
homologousLrecombinationLrepairZLPLoSmGeneticsXL2010XLhXLecbbbjci 6 49

86
WholeYgenomeLanalysisLrevealsLmolecularLinnovationsLandLevolutionaryLtransitionsLinL
chromalveolateLspeciesZLProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofm
AmericaXL2008XLcbgXLefdiYed

11.5 49

85 InvestigatingLancientLduplicationLeventsLinLtheLsrabidopsisLgenomeZLJournalmofmStructuralmandm
FunctionalmGenomicsXL2003XLeXLcciYcdk 49

84 vetectingLtheLundetectablelLuncoveringLduplicatedLsegmentsLinLsrabidopsisLbyLcomparisonLwithL
riceZLTrendsminmGeneticsXL2002XLcjXLhbhYj 8.5 48

83 InferenceLofLtranscriptionalLnetworksLinLsrabidopsisLthroughLconservedLnoncodingLsequenceL
analysisZLPlantmCellXL2014XLdhXLdidkYfg 11.6 45

82 NeoproterozoicLoriginLandLmultipleLtransitionsLtoLmacroscopicLgrowthLinLgreenLseaweedsZL
ProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaXL2020XLcciXLdggcYdggk 11.5 44

81 sncientLduplicationLofLcerealLgenomesZLNewmPhytologistXL2005XLchgXLhgjYhc 9.8 40

80 wxploringLtheLplantLtranscriptomeLthroughLphylogeneticLprofilingZLPlantmPhysiologyXL2005XLceiXLecYfd 6.6 39

79 sLwidespreadLalternativeLsqualeneLepoxidaseLparticipatesLinLeukaryoteLsteroidLbiosynthesisZLNaturem
MicrobiologyXL2019XLfXLddhYdee 26.6 38

(2019-2018)
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78 TheLTranscriptionLxactorLMYtdkLIsLaLRegulatorLofZLPlantmPhysiologyXL2017XLcieXLcjdfYcjfe 6.6 36

77 TheLPlastidLyenomeLinLuladophoralesLyreenLslgaeLIsLwncodedLbyLzairpinLuhromosomesZLCurrentm
BiologyXL2017XLdiXLeiicYeijdZeh 6.3 36

76 TheLPRscLgeneLfamilyLinLsrabidopsisZLPlantmPhysiologyXL2008XLcfiXLciegYfk 6.6 36

75 xunctionalLcharacterizationLofLtheLsrabidopsisLtranscriptionLfactorLbZIPdkLrevealsLitsLroleLinLleafL
andLrootLdevelopmentZLJournalmofmExperimentalmBotanyXL2016XLhiXLgjdgYgjfb 7 36

74 KIRscLandLORwSsRscLterminateLflowerLreceptivityLbyLpromotingLcellLdeathLinLtheLstigmaLofL
srabidopsisZLNaturemPlantsXL2018XLfXLehgYeig 11.5 33

73 InvestigatingLancientLduplicationLeventsLinLtheLsrabidopsisLgenomeZLJournalmofmStructuralmandm
FunctionalmGenomicsXL2003XLeXLcciYdk 32

72 SelectionLforLImprovedLwnergyLUseLwfficiencyLandLvroughtLToleranceLinLuanolaLResultsLinLvistinctL
TranscriptomeLandLwpigenomeLuhangesZLPlantmPhysiologyXL2015XLchjXLceejYgb 6.6 30

71 IdentificationLofLcisYregulatoryLelementsLspecificLforLdifferentLtypesLofLreactiveLoxygenLspeciesLinL
srabidopsisLthalianaZLGeneXL2012XLfkkXLgdYhb 3.8 30

70 sLuollectionLofLuonservedLNoncodingLSequencesLtoLStudyLyeneLRegulationLinLxloweringLPlantsZL
PlantmPhysiologyXL2016XLcicXLdgjhYkj 6.6 28

69 SzUyOSzINsLandLPsTRONUSLprotectLmeioticLcentromereLcohesionLinLsrabidopsisLthalianaZLPlantm
JournalXL2014XLiiXLijdYkf 6.9 26

68 TheLtranscriptionalLrepressorLcomplexLxRSiYxRScdLregulatesLfloweringLtimeLandLgrowthLinL
srabidopsisZLNaturemCommunicationsXL2017XLjXLcgdeg 17.4 25

67 yearingLupLtoLhandleLtheLmosaicLnatureLofLlifeLinLtheLquestLforLorthologsZLBioinformaticsXL2018XLefXLedeYedk7.2 25

66 TetraspaninLgenesLinLplantsZLPlantmScienceXL2012XLckbXLkYcg 5.3 24

65 TheLSeminavisLrobustaLgenomeLprovidesLinsightsLintoLtheLevolutionaryLadaptationsLofLbenthicL
diatomsZLNaturemCommunicationsXL2020XLccXLeedb 17.4 23

64 sLgenericLtoolLforLtranscriptionLfactorLtargetLgeneLdiscoveryLinLsrabidopsisLcellLsuspensionLculturesL
basedLonLtandemLchromatinLaffinityLpurificationZLPlantmPhysiologyXL2014XLchfXLccddYee 6.6 23

63 OnLtheLoriginLandLevolutionLofLvertebrateLandLviralLprofilinsZLFEBSmLettersXL2007XLgjcXLdccYi 3.8 23

62 RecentLdevelopmentsLinLcomputationalLapproachesLforLuncoveringLgenomicLhomologyZLBioEssaysXL
2004XLdhXLcddgYeg 4.1 21

61 xunctionalLsnalysisLofLtheLsrabidopsisLTwTRsSPsNINLyeneLxamilyLinLPlantLyrowthLandL
vevelopmentZLPlantmPhysiologyXL2015XLchkXLddbbYcf 6.6 20
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60 yenomeLsnalysesLofLtheLMicroalgaLPicochlorumLProvideLInsightsLintoLtheLwvolutionLofL
ThermotoleranceLinLtheLyreenLLineageZLGenomemBiologymandmEvolutionXL2018XLcbXLdefiYdehg 3.9 20

59 UnderstandingLgeneticLcontrolLofLrootLsystemLarchitectureLinLsoybeanlLInsightsLintoLtheLgeneticL
basisLofLlateralLrootLnumberZLPlant,mCellmandmEnvironmentXL2019XLfdXLdcdYddk 8.4 19

58 yenomeYwideLcharacterizationLofLdifferentialLtranscriptLusageLinLsrabidopsisLthalianaZLPlantmJournal
XL2017XLkdXLcdcjYcdec 6.9 16

57 sLgreedyXLgraphYbasedLalgorithmLforLtheLalignmentLofLmultipleLhomologousLgeneLlistsZL
BioinformaticsXL2011XLdiXLifkYgh 7.2 16

56 wvolutionaryLtrailsLofLplantLsteroidLgenesZLTrendsminmPlantmScienceXL2015XLdbXLebcYebj 13.1 15

55 IdentificationLandLevolutionLofLgeneLregulatoryLnetworkslLinsightsLfromLcomparativeLstudiesLinL
plantsZLCurrentmOpinionminmPlantmBiologyXL2020XLgfXLfdYfj 9.9 14

54 wnsembleLgeneLfunctionLpredictionLdatabaseLrevealsLgenesLimportantLforLcomplexLILformationLinL
srabidopsisLthalianaZLNewmPhytologistXL2018XLdciXLcgdcYcgef 9.8 14

53 wvolutionaryLrelationshipsLandLexpressionLanalysisLofLwULLdomainLproteinsLinLriceLTOryzaLsativaUZL
RiceXL2017XLcbXLdh 5.8 13

52 uomprehensiveLandLxunctionalLsnalysisLofLzorizontalLyeneLTransferLwventsLinLviatomsZLMolecularm
BiologymandmEvolutionXL2020XLeiXLedfeYedgi 8.3 13

51 vistinctiveLyrowthLandLTranscriptionalLuhangesLofLtheLviatomLinLResponseLtoLQuorumLSensingL
RelatedLuompoundsZLFrontiersminmMicrobiologyXL2020XLccXLcdfb 5.7 12

50 VirusYhostLcoexistenceLinLphytoplanktonLthroughLtheLgenomicLlensZLSciencemAdvancesXL2020XLhXLeaaydgji14.3 12

49 TheLmouseLthymosinLbetacgLgeneLfamilyLdisplaysLuniqueLcomplexityLandLencodesLaLfunctionalL
thymosinLrepeatZLJournalmofmMolecularmBiologyXL2009XLejiXLjbkYdg 6.5 12

48 IntegrativeLinferenceLofLtranscriptionalLnetworksLinLsrabidopsisLyieldsLnovelLROSLsignallingL
regulatorsZLNaturemPlantsXL2021XLiXLgbbYgce 11.5 12

47 yeneLspaceLcompletenessLinLcomplexLplantLgenomesZLCurrentmOpinionminmPlantmBiologyXL2019XLfjXLkYci 9.9 11

46 uurselLbuildingLexpressionLatlasesLandLcoYexpressionLnetworksLfromLpublicLRNsYSeqLdataZL
BioinformaticsXL2019XLegXLdjjbYdjjc 7.2 11

45 sssociatedLtacteriaLsffectLSexualLReproductionLbyLslteringLyeneLwxpressionLandLMetabolicL
ProcessesLinLaLtiofilmLInhabitingLviatomZLFrontiersminmMicrobiologyXL2019XLcbXLcikb 5.7 10

44 NeofunctionalizationLofLMitochondrialLProteinsLandLIncorporationLintoLSignalingLNetworksLinL
PlantsZLMolecularmBiologymandmEvolutionXL2019XLehXLkifYkjk 8.3 10

43 ySXLaLMultifacetedLTagLforLxunctionalLProteinLsnalysisLinLMonocotLandLvicotLPlantsZLPlantm
PhysiologyXL2018XLciiXLffiYfhf 6.6 10

(2018-2018)
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42 UnravellingLcisYregulatoryLelementsLinLtheLgenomeLofLtheLsmallestLphotosyntheticLeukaryotelL
phylogeneticLfootprintingLinLOstreococcusZLJournalmofmMolecularmEvolutionXL2009XLhkXLdfkYgk 3.1 10

41 TheLQuestLforLyenomicLzomologyZLCurrentmGenomicsXL2004XLgXLdkkYebj 2.6 10

40 InferenceLofLplantLgeneLregulatoryLnetworksLusingLdataYdrivenLmethodslLsLpracticalLoverviewZL
BiochimicamEtmBiophysicamActam-mGenemRegulatorymMechanismsXL2020XLcjheXLckfffi 6 10

39 wnhancedLMapsLofLTranscriptionLxactorLtindingLSitesLImproveLRegulatoryLNetworksLLearnedLfromL
sccessibleLuhromatinLvataZLPlantmPhysiologyXL2019XLcjcXLfcdYfdg 6.6 10

38 tLSSpellerlLexhaustiveLcomparativeLdiscoveryLofLconservedLcisYregulatoryLelementsZLBioinformaticsXL
2015XLecXLeigjYhh 7.2 9

37 uomparativeLtranscriptomicsLenablesLtheLidentificationLofLfunctionalLorthologousLgenesLinvolvedLinL
earlyLleafLgrowthZLPlantmBiotechnologymJournalXL2020XLcjXLggeYghi 11.6 9

36 uanonicalLcorrelationsLrevealLadaptiveLlociLandLphenotypicLresponsesLtoLclimateLinLperennialL
ryegrassZLMolecularmEcologymResourcesXL2021XLdcXLjfkYjib 8.4 9

35 MatingLtypeLspecificLtranscriptomicLresponseLtoLsexLinducingLpheromoneLinLtheLpennateLdiatomL
SeminavisLrobustaZLISMEmJournalXL2021XLcgXLghdYgih 11.9 9

34 wvolutionLofLvascularLplantsLthroughLredeploymentLofLancientLdevelopmentalLregulatorsZL
ProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaXL2020XLcciXLieeYifb 11.5 8

33 LightLRegulationLofLLzuXLyenesLinLtheLtenthicLviatomLSeminavisLrobustaZLFrontiersminmMarinem
ScienceXL2020XLiXL 4.5 7

32 sLnewLevolutionaryLmodelLforLtheLvertebrateLactinLfamilyLincludingLtwoLnovelLgroupsZLMolecularm
PhylogeneticsmandmEvolutionXL2019XLcfcXLcbhhed 4.1 7

31 sLyuideLtoLtheLPLsZsLeZbLPlantLuomparativeLyenomicLvatabaseZLMethodsminmMolecularmBiologyXL2017
XLcgeeXLcjeYdbb 1.4 7

30 MitoticLrecombinationLbetweenLhomologousLchromosomesLdrivesLgenomicLdiversityLinLdiatomsZL
CurrentmBiologyXL2021XLecXLeddcYededZek 6.3 7

29 IdentificationLofLputativeLcancerLgenesLthroughLdataLintegrationLandLcomparativeLgenomicsL
betweenLplantsLandLhumansZLCellularmandmMolecularmLifemSciencesXL2012XLhkXLdbfcYgg 10.3 6

28 yeneLexpressionLduringLbacterivorousLgrowthLofLaLwidespreadLmarineLheterotrophicLflagellateZL
ISMEmJournalXL2021XLcgXLcgfYchi 11.9 6

27 PLsZsLgZblLextendingLtheLscopeLandLpowerLofLcomparativeLandLfunctionalLgenomicsLinLplantsZL
NucleicmAcidsmResearchXL2021XL 20.1 5

26 InvestigatingLancientLduplicationLeventsLinLtheLsrabidopsisLgenomeL2003XLcciYcdk 5

25 SystematicLandLfunctionalLanalysisLofLhorizontalLgeneLtransferLeventsLinLdiatoms 5
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24 OvercomingLchallengesLinLvariantLcallinglLexploringLsequenceLdiversityLinLcandidateLgenesLforLplantL
developmentLinLperennialLryegrassLTLoliumLperenneUZLDNAmResearchXL2019XLdhXLcYcd 4.5 5

23 uomparativeLgenomicsLrevealsLnewLfunctionalLinsightsLinLunculturedLMsSTLspeciesZLISMEmJournalXL
2021XLcgXLcihiYcijc 11.9 5

22 uhromatinLaccessibilityLlandscapesLactivatedLbyLcellLsurfaceLandLintracellularLimmuneLreceptors 4

21 viurnalLtranscriptLprofilingLofLtheLdiatomLSeminavisLrobustaLrevealsLadaptationsLtoLaLbenthicL
lifestyleZLPlantmJournalXL2021XLcbiXLecgYeeh 6.9 4

20 TRsPIvLdZblLaLwebLapplicationLforLtaxonomicLandLfunctionalLanalysisLofLdeLnovoLtranscriptomesZL
NucleicmAcidsmResearchXL2021XLfkXLecbc 20.1 4

19 uhromatinLaccessibilityLlandscapesLactivatedLbyLcellYsurfaceLandLintracellularLimmuneLreceptorsZL
JournalmofmExperimentalmBotanyXL2021XLidXLikdiYikfc 7 4

18 MultiYomicsLnetworkYbasedLfunctionalLannotationLofLunknownLsrabidopsisLgenesZLPlantmJournalXL
2021XLcbjXLcckeYcdcd 6.9 4

17 TxdNetworklLpredictingLtranscriptionLfactorLregulatorsLandLgeneLregulatoryLnetworksLinL
srabidopsisLusingLpubliclyLavailableLbindingLsiteLinformation 3

16 MsyIulLaccessLportalLtoLaLcrossYplatformLgeneLexpressionLcompendiumLforLmaizeZLBioinformaticsXL
2014XLebXLcechYj 7.2 2

15 TRsPIvLdZblLaLwebLapplicationLforLtaxonomicLandLfunctionalLanalysisLofLdeLnovoLtranscriptomes 2

14
uommentLonLSzayaiYsnnotationLplantslLanLultraYfastLandLcomprehensiveLfunctionalLgeneLannotationL
systemLinLplantsSZLTheLimportanceLofLtakingLtheLyOLgraphLstructureLintoLaccountZLBioinformaticsXL
2020XL

7.2 2

13 sLnetworkYbasedLcomparativeLframeworkLtoLstudyLconservationLandLdivergenceLofLproteomesLinL
plantLphylogeniesZLNucleicmAcidsmResearchXL2021XLfkXLee 20.1 2

12 SubfunctionalizationLofLParalogLTranscriptionLxactorsLuontributesLtoLRegulationLofLslkaloidL
PathwayLtranchLuhoiceLinZLFrontiersminmPlantmScienceXL2021XLcdXLhjifbh 6.2 2

11
TheLmutationLnrpbcYsedgVLinLtheLlargestLsubunitLofLRNsLpolymeraseLIILsuppressesLcompromisedL
growthLofLsrabidopsisLplantsLdeficientLinLaLfunctionLofLtheLgeneralLtranscriptionLfactorLIIxZLPlantm
JournalXL2017XLjkXLiebYifg

6.9 1

10 TheSeminavisLrobustagenomeLprovidesLinsightsLintoLtheLevolutionaryLadaptationsLofLbenthicLdiatoms 1

9 sLParallelXLvistributedYMemoryLxrameworkLforLuomparativeLMotifLviscoveryZLLecturemNotesminm
ComputermScienceXL2014XLdhjYdii 0.9 1

8 MatingLtypeLspecificLtranscriptomicLresponseLtoLsexLinducingLpheromoneLinLtheLpennateLdiatomL
SeminavisLrobusta 1

7 NeoproterozoicLoriginLandLmultipleLtransitionsLtoLmacroscopicLgrowthLinLgreenLseaweeds 1

(-2019)
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6 yenomeYwideLcharacterizationLofLdifferentialLtranscriptLusageLinLsrabidopsisLthaliana 1

5 TheLplastidLgenomeLinLuladophoralesLgreenLalgaeLisLencodedLbyLhairpinLplasmids 1

4 wvolutionaryLyenomicsLofLSexYRelatedLuhromosomesLatLtheLtaseLofLtheLyreenLLineageZLGenomem
BiologymandmEvolutionXL2021XLceXL 3.9 1

3 LightLintensityLandLspectralLcompositionLdriveLreproductiveLsuccessLinLtheLmarineLbenthicLdiatomL
SeminavisLrobustaZLScientificmReportsXL2021XLccXLcighb 4.9 1

2 SpatiotemporalLexpressionLprofileLofLnovelLandLknownLsmallLRNssLthroughoutLriceLplantL
developmentLfocussingLonLseedLtissuesZZLBMCmGenomicsXL2022XLdeXLff 4.5 0

1
TheLmediumYsizeLnoncodingLRNsLtranscriptomeLofLXLtheLsmallestLlivingLeukaryoteXLrevealsLaLlargeL
familyLofLsmallLnucleolarLRNssLdisplayingLmultipleLgenomicLexpressionLstrategiesZLNARmGenomicsm
andmBioinformaticsXL2020XLdXLlqaabjb

3.7
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