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ScientificlReportsaN2017aNmaNihmif 4.9 45
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25 UnravelingNInteractionsNbetweenNtheNMicrobiomeNandNtheNHostNImmuneNSystemNToNzecipherN
MechanismsNofNziseasecNMSystemsaN2018aNhaN 7.6 13

24 TowardsNlargebcohortNcomparativeNstudiesNtoNdefineNtheNfactorsNinfluencingNtheNgutNmicrobialN
communityNstructureNofNwSzNpatientscNMicrobiallEcologylinlHealthlandlDiseaseaN2015aNglaNglkkk 13

23 FunctionalNMicrobiomicsNinNLiverNTransplantationpNIdentifyingNNovelNTargetsNforNImprovingNwllograftN
OutcomescNTransplantationaN2019aNfehaNllnblmn 1.8 12

22 wNphylogeneticNmodelNforNtheNrecruitmentNofNspeciesNintoNmicrobialNcommunitiesNandNapplicationNtoN
studiesNofNtheNhumanNmicrobiomecNISMElJournalaN2020aNfiaNfhkobfhln 11.9 12

21 wuthorNresponsepNyohabitingNfamilyNmembersNshareNmicrobiotaNwithNoneNanotherNandNwithNtheirN
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MultiplebwscendingbzoseNPhaseNfNylinicalNStudyNofNtheNSafetyaNTolerabilityaNandNPharmacokineticsNofN
yRShfghaNaNNarrowbSpectrumNwgentNwithNMinimalNzisruptionNofNNormalNGutNMicrobiotacN
AntimicrobiallAgentslandlChemotherapyaN2019aNliaN

5.9 8

19 TheNGutNMicrobiomeNinNwutismpNStudybSiteN ffectsNandNLongitudinalNwnalysisNofNxehaviorNyhangecN
MSystemsaN2021aNlaN 7.6 7

18 xloodNtypeNandNtheNmicrobiomebNuntanglingNaNcomplexNrelationshipNwithNlessonsNfromNpathogenscN
CurrentlOpinionlinlMicrobiologyaN2020aNklaNkobll 7.9 6
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17  ffectsNofNlibraryNsizeNvarianceaNsparsityaNandNcompositionalityNonNtheNanalysisNofNmicrobiomeNdata 5

16 yanNgutNmicrobiotaNofNmenNwhoNhaveNsexNwithNmenNinfluenceNHIVNtransmissionucNGutlMicrobesaN2020aN
ffaNlfeblfo 8.8 5

15 wlterationNofNtheNgutNfecalNmicrobiomeNinNchildrenNlivingNwithNHIVNonNantiretroviralNtherapyNinN
YaoundeaNyamerooncNScientificlReportsaN2021aNffaNmlll 4.9 5

14 VisualizingNmicrobiomebimmuneNsystemNinterplaycNImmunotherapyaN2019aNffaNlhblm 3.8 4

13 IntestinalNParasitesNInfectionsNamongNHIVNInfectedNyhildrenNUnderNwntiretroviralsNTreatmentNinN
YaoundeaNyamerooncNJournalloflTropicallPediatricsaN2020aNllaNfmnbfnl 1.2 4

12 TheNHIVbwssociatedN ntericNMicrobiomeNHasNGoneNViralcNCelllHostlandlMicrobeaN2016aNfoaNgmebg 23.4 3

11 VOLwR pNvisualNanalysisNofNdiseasebassociatedNmicrobiomebimmuneNsystemNinterplaycNBMCl
BioinformaticsaN2019aNgeaNihg 3.6 3

10 SyNIypNSparseNyorrelationNNetworkNInvestigationNforNyompositionalNzata 3

9 SystemsNwnalysisNofNGutNMicrobiomeNInfluenceNonNMetabolicNziseaseNinNHIVbPositiveNandNHighbRiskN
PopulationscNMSystemsaN2021aNlaN 7.6 3

8 wnNexplorationNofNPrevotellabrichNmicrobiomesNinNHIVNandNmenNwhoNhaveNsexNwithNmen 2

7 MultiomicNPredictorsNofNShortbTermNWeightNLossNandNylinicalNOutcomesNzuringNaNxehavioralbxasedN
WeightNLossNInterventioncNObesityaN2021aNgoaNnkobnlo 8 1

6 ywNTwR pNfindingNandNvisualizingNnetworkbbasedNmultibomicNpredictiveNmodelscNBMClBioinformaticsaN
2021aNggaNne 3.6 1

5 IntestinalNmicrobialNcommunitiesNandNisolatedNfromNHIVZdbNmenNwhoNhaveNsexNwithNmenNincreaseN
frequenciesNofNlaminaNpropriaNyyRkNyziNTNcellscNGutlMicrobesaN2021aNfhaNfoomgog 8.8 0

4 zietaryNfatNpromotesNantibioticbinducedNylostridioidesNdifficileNmortalityNinNmiceccNNpjlBiofilmslandl
MicrobiomesaN2022aNnaNfk 8.2 0

3 MicrobialNxiodiversitypNStraightNfromNtheNzolphinUs´ MouthcNCurrentlBiologyaN2017aNgmaNRfhembRfheo 6.3

2 WhatNTheNHIVbwssociatedNGutNMicrobiomeNMayNTellNwsNaboutNTheNRoleNofNTheNwdaptiveNImmuneN
SystemNinNMatchingNOurNGutNMicrobesNtoNOurNzietcNFASEBlJournalaN2015aNgoaNfekcg 0.9
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MicrobiotaNyompositionNandNyhildhoodNObesityPcNMBioaN2019aNfeaN 7.8
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