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Different sets of TaCKX genes affect yield-related traits in wheat plants grown in a controlled

environment and in field conditions. BMC Plant Biology, 2020, 20, 496. 3.6 13

Changes in benzoxazinoid contents and the expression of the associated genes in rye (Secale cereale) Tj ETQq1 1 0,784314 (gBT [Ov
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Barley. PLoS ONE, 2014, 9, e115729.
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The RNA-mediated silencing of one of the Pin genes in allohexaploid wheat simultaneously decreases

the expression of the other, and increases grain hardness. Journal of Experimental Botany, 2011, 62,
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Silencing of the HYCKX1 gene decreases the cytokinin oxidase/dehydrogenase level in barley and leads 48 183
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