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55 GlobalPRNyPprofilesPshowPtargetPselectivityPandPphysiologicalPeffectsPofPpeptideedeliveredP
antisensePantibioticsfPNucleiclAcidslResearchdP2021dPlqdPlohmelojl 20.1 4

54 GlobalPidentificationPofPRsmygNPbindingPsitesPinPbyPUVP LIPeseqfPRNAlBiologydP2021dPipdPjlhiejlin 4.8 2

53 NoncanonicalPcrRNysPderivedPfromPhostPtranscriptsPenablePmultiplexablePRNyPdetectionPbyP asqfP
SciencedP2021dPkojdPqlieqlp 33.3 30

52
ynPRNyecentricPglobalPviewPofPrevealsPbroadPactivityPofPHfqPinPaPclinicallyPimportantPgramepositiveP
bacteriumfPProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericadP2021dP
iipdP

11.5 6

51 RNyPlandscapePofPthePemergingPcancereassociatedPmicrobePFusobacteriumPnucleatumfPNaturel
MicrobiologydP2021dPndPihhoeihjh 26.6 5

50  omparativePgenomicsPprovidesPstructuralPandPfunctionalPinsightsPintoPzacteroidesPRNyPbiologyfP
MolecularlMicrobiologydP2021dP 4.1 1

49 yPdecadePofPadvancesPinPtransposoneinsertionPsequencingfPNaturelReviewslGeneticsdP2020dPjidPmjnemlh 30.1 78

48 ynPamphipathicPpeptidePwithPantibioticPactivityPagainstPmultidrugeresistantPGramenegativePbacteriafP
NaturelCommunicationsdP2020dPiidPkipl 17.4 50

47 ThePminimalPmeningococcalPProQPproteinPhasPanPintrinsicPcapacityPforPstructureebasedPglobalPRNyP
recognitionfPNaturelCommunicationsdP2020dPiidPjpjk 17.4 16

46 DualPRNyeseqPofPOrientiaPtsutsugamushiPinformsPonPhostepathogenPinteractionsPforPthisPneglectedP
intracellularPhumanPpathogenfPNaturelCommunicationsdP2020dPiidPkknk 17.4 14

45 GlobalPdiscoveryPofPbacterialPRNyebindingPproteinsPbyPRNaseesensitivePgradientPprofilesPreportsPaP
newPFinOPdomainPproteinfPRnadP2020dPjndPillpeilnk 5.8 21

44 yPhigheresolutionPtranscriptomePmapPidentifiesPsmallPRNyPregulationPofPmetabolismPinPthePgutP
microbePzacteroidesPthetaiotaomicronfPNaturelCommunicationsdP2020dPiidPkmmo 17.4 21

43 SingleeNucleotidePRNyPMapsPforPthePTwoPMajorPNosocomialPPathogensPandfPFrontierslinlCellularlandl
InfectionlMicrobiologydP2020dPihdPnhhkjm 5.9 6

42 yPglobalPdataedrivenPcensusPofPSalmonellaPsmallPproteinsPandPtheirPpotentialPfunctionsPinPbacterialP
virulencefPMicroLifedP2020dPidP 5 11

41 TranscriptionalPnoisePandPexaptationPasPsourcesPforPbacterialPsRNysfPBiochemicallSocietyl
TransactionsdP2019dPlodPmjoemkq 5.1 16

40
 onditionalPHfqPyssociationPwithPSmallPNoncodingPRNysPinPPseudomonasPaeruginosaPRevealedP
throughP omparativePUVP rosseLinkingPImmunoprecipitationPFollowedPbyPHigheThroughputP
SequencingfPMSystemsdP2019dPldP

7.6 10

39
RapidPtranscriptionalPresponsesPtoPserumPexposureParePassociatedPwithPsensitivityPandPresistancePtoP
antibodyemediatedPcomplementPkillingPinPinvasivePTyphimuriumPSTkikfPWellcomelOpenlResearchdP
2019dPldPol
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38 MorphologicaldPgenomicPandPtranscriptomicPresponsesPofPKlebsiellaPpneumoniaePtoPthePlastelineP
antibioticPcolistinfPScientificlReportsdP2018dPpdPqpnp 4.9 11

37 yPglobalPgenomicPapproachPuncoversPnovelPcomponentsPforPtwitchingPmotilityemediatedPbiofilmP
expansionPinPPseudomonasPaeruginosafPMicrobiallGenomicsdP2018dPldP 4.4 6

36 FunctionalPanalysisPofPSalmonellaPTyphiPadaptationPtoPsurvivalPinPwaterfPEnvironmentallMicrobiologydP
2018dPjhdPlhoqelhqh 5.2 5

35 GlobalPMapsPofPProQPzindingPIn´ VivoPRevealPTargetPRecognitionPviaPRNyPStructurePandPStabilityP
 ontrolPatPmRNyPkWPEndsfPMolecularlCelldP2018dPohdPqoieqpjfen 17.6 75

34 MachinePlearningPidentifiesPsignaturesPofPhostPadaptationPinPthePbacterialPpathogenPSalmonellaP
entericafPPLoSlGeneticsdP2018dPildPeihhokkk 6 40

33 ThePprimaryPtranscriptomePofPNeisseriaPmeningitidisPandPitsPinteractionPwithPthePRNyPchaperoneP
HfqfPNucleiclAcidslResearchdP2017dPlmdPniloenino 20.1 40

32 RNyPtargetPprofilesPdirectPthePdiscoveryPofPvirulencePfunctionsPforPthePcoldeshockPproteinsP sp PandP
 spEfPProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericadP2017dPiildPnpjlenpjq11.5 72

31 ResolvingPhostepathogenPinteractionsPbyPdualPRNyeseqfPPLoSlPathogensdP2017dPikdPeihhnhkk 7.6 153

30 RolePofPandPinPSusceptibilityPtoPyntibodyeMediatedP omplementeDependentPKillingPandPVirulenceP
ofPSalmonellaPentericaPSerovarPTyphimuriumfPInfectionlandlImmunitydP2017dPpmdP 3.7 1

29 DistinctPSalmonellaPEnteritidisPlineagesPassociatedPwithPenterocolitisPinPhigheincomePsettingsPandP
invasivePdiseasePinPloweincomePsettingsfPNaturelGeneticsdP2016dPlpdPijiieijio 36.3 116

28 DualPRNyeseqPunveilsPnoncodingPRNyPfunctionsPinPhostepathogenPinteractionsfPNaturedP2016dPmjqdPlqnemhi50.4 318

27 ThePTraDISPtoolkitrPsequencingPandPanalysisPforPdensePtransposonPmutantPlibrariesfPBioinformaticsdP
2016dPkjdPiihqeii 7.2 98

26 ThePinPvitroPandPinPvivoPeffectsPofPconstitutivePlightPexpressionPonPaPbioluminescentPstrainPofPtheP
mousePenteropathogenP itrobacterProdentiumfPPeerJdP2016dPldPejikh 3.1 4

25 yPprofileebasedPmethodPforPidentifyingPfunctionalPdivergencePofPorthologousPgenesPinPbacterialP
genomesfPBioinformaticsdP2016dPkjdPkmnnekmol 7.2 16

24 StudyingPRNyPHomologyPandP onservationPwithPInfernalrPFromPSinglePSequencesPtoPRNyPFamiliesfP
CurrentlProtocolslinlBioinformaticsdP2016dPmldPijfikfieijfikfjm 24.2 11

23 GlobalPRNyPrecognitionPpatternsPofPpostetranscriptionalPregulatorsPHfqPandP sryPrevealedPbyPUVP
crosslinkingPin´ vivofPEMBOlJournaldP2016dPkmdPqqieihii 13 205

22 MolecularPphenotypingPofPinfectioneassociatedPsmallPnonecodingPRNysfPPhilosophicallTransactionslofl
thelRoyallSocietylB:lBiologicallSciencesdP2016dPkoidP 5.8 14

21 PatternsPofPgenomePevolutionPthatPhavePaccompaniedPhostPadaptationPinPSalmonellafPProceedingslofl
thelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericadP2015dPiijdPpnkep 11.5 154
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20 HighethroughputPanalysisPofPgenePessentialityPandPsporulationPinP lostridiumPdifficilefPMBiodP2015dPndPehjkpk7.8 102

19 SignaturesPofPadaptationPinPhumanPinvasivePSalmonellaPTyphimuriumPSTkikPpopulationsPfromP
subeSaharanPyfricafPPLoSlNeglectedlTropicallDiseasesdP2015dPqdPehhhknii 4.8 80

18 ycceleratingPDiscoveryPandPFunctionalPynalysisPofPSmallPRNysPwithPNewPTechnologiesfPAnnuall
ReviewloflGeneticsdP2015dPlqdPknoeql 14.5 92

17 ParallelPindependentPevolutionPofPpathogenicityPwithinPthePgenusPYersiniafPProceedingsloflthel
NationallAcademyloflSciencesloflthelUnitedlStatesloflAmericadP2014dPiiidPnonpeok 11.5 114

16 FunctionalPgenomicsPrevealsPthatP lostridiumPdifficilePSpohyPcoordinatesPsporulationdPvirulencePandP
metabolismfPBMClGenomicsdP2014dPimdPinh 4.5 85

15 RobustPidentificationPofPnoncodingPRNyPfromPtranscriptomesPrequiresPphylogeneticallyeinformedP
samplingfPPLoSlComputationallBiologydP2014dPihdPeihhkqho 5 35

14 RNyeseqPrevealsPthePRNyPbindingPproteinsdPHfqPandPRsmydPplayPvariousProlesPinPvirulencedPantibioticP
productionPandPgenomicPfluxPinPSerratiaPspfPyT  PkqhhnfPBMClGenomicsdP2013dPildPpjj 4.5 25

13 ThePagrPlocusPregulatesPvirulencePandPcolonizationPgenesPinP lostridiumPdifficilePhjofPJournallofl
BacteriologydP2013dPiqmdPknojepi 3.5 82

12 GenomePandPtranscriptomePadaptationPaccompanyingPemergencePofPthePdefinitivePtypePjP
hosterestrictedPSalmonellaPentericaPserovarPTyphimuriumPpathovarfPMBiodP2013dPldPehhmnmeik 7.8 47

11 DominantProlePofPnucleotidePsubstitutionPinPthePdiversificationPofPserotypePkPpneumococciPoverP
decadesPandPduringPaPsinglePinfectionfPPLoSlGeneticsdP2013dPqdPeihhkpnp 6 58

10 RfamPiifhrPihPyearsPofPRNyPfamiliesfPNucleiclAcidslResearchdP2013dPlidPDjjnekj 20.1 596

9 yPcomparisonPofPdensePtransposonPinsertionPlibrariesPinPthePSalmonellaPserovarsPTyphiPandP
TyphimuriumfPNucleiclAcidslResearchdP2013dPlidPlmlqenl 20.1 86

8 ypproachesPtoPqueryingPbacterialPgenomesPwithPtransposoneinsertionPsequencingfPRNAlBiologydP
2013dPihdPiinieq 4.8 107

7  haracterizationPofPthePyehUTPtwoecomponentPregulatoryPsystemPofPSalmonellaPentericaPSerovarP
TyphiPandPTyphimuriumfPPLoSlONEdP2013dPpdPeplmno 3.7 7

6 yPhigheresolutionPviewPofPgenomeewidePpneumococcalPtransformationfPPLoSlPathogensdP2012dPpdPeihhjolm7.6 74

5 HandylignrPzayesianPmultiplePsequencePalignmentdPphylogenyPandPancestralPreconstructionfP
BioinformaticsdP2012dPjpdPiiohei 7.2 12

4 RNIErPgenomeewidePpredictionPofPbacterialPintrinsicPterminatorsfPNucleiclAcidslResearchdP2011dPkqdPmplmemj20.1 50

3 EvolutionaryPmodelingPandPpredictionPofPnonecodingPRNysPinPDrosophilafPPLoSlONEdP2009dPldPenlop 3.7 10
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2 xREIrPaPphyloegrammarPvisualizationPwebserverfPNucleiclAcidslResearchdP2008dPkndPWnmeq 20.1 2

1 GlobalPidentificationPofPRsmygNPbindingPsitesPinPPseudomonasPaeruginosaPbyPinPvivoPUVP LIPeseq 1
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