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Cells release subpopulations of exosomes with distinct molecular and biological properties.
Scientific Reports, 2016, 6, 22519.

Ultrafiltration with size-exclusion liquid chromatography for high yield isolation of extracellular
vesicles preserving intact biophysical and functional properties. Nanomedicine: Nanotechnology, 1.7 487
Biology, and Medicine, 2015, 11, 879-883.

Comprehensive Proteomic Analysis of Mesenchymal Stem Cell Exosomes Reveals Modulation of
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Delivery of short interfering RNA using endosomolytic cella€penetrating peptides. FASEB Journal, 2007, 0.2 293
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Design of a peptide-based vector, PepFect6, for efficient delivery of siRNA in cell culture and
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HIRIEF LC-MS enables deep proteome coverage and unbiased proteogenomics. Nature Methods, 2014, 11,
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Cargo-dependent cytotoxicity and delivery efficacy of cell-penetrating peptides: a comparative study.
Biochemical Journal, 2007, 407, 285-292.

A stearylated CPP for delivery of splice correcting oligonucleotides using a non-covalent

co-incubation strategy. Journal of Controlled Release, 2009, 134, 221-227. 4.8 163

Distinct Uptake Routes of Cell-Penetrating Peptide Conjugates. Bioconjugate Chemistry, 2008, 19,
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Breast cancer quantitative proteome and proteogenomic landscape. Nature Communications, 2019, 10, 5.8 152
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A Novel Cell-penetrating Peptide, M918, for Efficient Delivery of Proteins and Peptide Nucleic Acids.
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In Vivo Effects of Mesenchymal Stromal Cells in Two Patients With Severe Acute Respiratory Distress 16 131
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Seruméé€free culture alters the quantity and protein composition of neuroblastomai€eerived
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DEgMS: A Method for Accurate Variance Estimation in Differential Protein Expression Analysis. 95 197
Molecular and Cellular Proteomics, 2020, 19, 1047-1057. :

Induction of splice correction by cell-penetrating peptide nucleic acids. Journal of Gene Medicine,
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Genomic Insights into the Atopic Eczema-Associated Skin Commensal Yeast <i>Malassezia L8 118
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Heterogeneity and interplay of the extracellular vesicle small RNA transcriptome and proteome.
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Discovery of coding regions in the human genome by integrated proteogenomics analysis workflow.

Nature Communications, 2018, 9, 903. 58 108



20

22

24

26

28

30

32

34

36

HENRIK ] JOHANSSON

ARTICLE IF CITATIONS

Characterization of a Novel Cytotoxic Cella€penetrating Peptide Derived From p14ARF Protein.
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TP10, a delivery vector for decoy oligonucleotides targeting the Myc protein. Journal of Controlled
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Studying the uptake of cell-penetrating peptides. Nature Protocols, 2006, 1, 1001-1005.

Extracellular nanovesicles released from the commensal yeast Malassezia sympodialis are enriched in

allergens and interact with cells in human skin. Scientific Reports, 2018, 8, 9182. L6 59

Retinoic acid receptor alpha is associated with tamoxifen resistance in breast cancer. Nature
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Defining, Comparin%, and Improving iTRAQ Quantification in Mass Spectrometry Proteomics Data. 95 53
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<i>MYCN</[i> -amplified neuroblastoma maintains an aggressive and undifferentiated phenotype bﬁ
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Proteome Screening of Pleural Effusions Identifies Galectin 1 as a Diagnostic Biomarker and
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Multi-level omics analysis in a murine model of dystrophin loss and therapeutic restoration. Human
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Considerations and Implications in the Purification of Extracellular Vesicles &€ A Cautionary Tale.
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Proteogenomics of non-small cell lung cancer reveals molecular subtypes associated with specific
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Reprogrammed transsulfuration promotes basal-like breast tumor progression via realigning cellular
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Combined transcriptome and proteome profiling of the pancreatic i2-cell response to palmitate unveils
key pathways of 12-cell lipotoxicity. BMC Genomics, 2020, 21, 590.

Splice-switching efficiency and specificity for oligonucleotides with locked nucleic acid monomers. 17 31
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Proteomics profiling identify CAPS as a potential predictive marker of tamoxifen resistance in

estrogen receptor positive breast cancer. Clinical Proteomics, 2015, 12, 8.
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Immunoproteomics Using Polyclonal Antibodies and Stable Isotopea€“labeled Affinity-purified

Recombinant Proteins. Molecular and Cellular Proteomics, 2014, 13, 1611-1624.

Mutation-independent Proteomic Signatures of Pathological Progression in Murine Models of 05 25
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Time-resolved transcriptome and proteome landscape of human regulatory T cell (Treg)
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Abstract 2371: FBXL12 modulates Fanconi anaemia-BRCA signaling under conditions of
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