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396 venomeKpnalysesKofKtheK–essKpggressiveKpv`XxqKxsolatesK`ZaZa`KandKOgZaKromparedKtoKtheK
βeferenceKpv`XxqKxsolateKfZbZ`cYKJournalcofcFungickBaselocSwitzerlandlWK2021WKfWK 5.6 2

395 xndicativeK—arkerK—icrobiomeKStructuresKseducedKfromKtheKTaxonomicKxnventoryKofKefKuullXScaleK
pnaerobicKsigestersKofKchKpgriculturalKqiogasKälantsYKMicroorganismsWK2021WKhWK 4.9 1

394 xmplementingKupxβKdataKmanagementKwithinKtheKvermanK etworkKforKqioinformaticsK
xnfrastructureKSdeY qxTKexemplifiedKbyKselectedKuseKcasesYKBriefingscincBioinformaticsWK2021WKaaWK 13.4 4

393 txopolysaccharideKrharacterizationKofK–äUgbKandKxtsKβoleKinKtheKSymbiosisKWithKplfalfaYKFrontierscinc
PlantcScienceWK2021WK`aWKecadfe 6.2 4

392 txoSZrhvxKTwoXromponentKSignalXTransductionKSystemKpctivatedKinKtheKpbsenceKofKqacterialK
ähosphatidylcholineYKFrontierscincPlantcScienceWK2021WK`aWKefghfe 6.2 2

391
xmpactKofKprocessKtemperatureKandKorganicKloadingKrateKonKcellulolyticKZKhydrolyticKbiofilmK
microbiomesKduringKbiomethanationKofKryegrassKsilageKrevealedKbyKgenomeXcenteredK
metagenomicsKandKmetatranscriptomicsYKEnvironmentalcMicrobiomesWK2020WK`dWKf

5.6 6

390 pbsenceKofKtheKhighlyKexpressedKsmallKcarbohydrateXbindingKproteinKrgtKimprovesKtheKacarboseK
formationKinKpctinoplanesKspYKStd_Z``_YKAppliedcMicrobiologycandcBiotechnologyWK2020WK`_cWKdbhdXdc_g 5.7 2

389 pKmaltoseXregulatedKlargeKgenomicKregionKisKactivatedKbyKtheKtranscriptionalKregulatorK—alTKinK
pctinoplanesKspYKStd_Z``_YKAppliedcMicrobiologycandcBiotechnologyWK2020WK`_cWKhagbXhahc 5.7

388 vlobalKtranscriptomeKanalysisKofKβhizobiumKfavelukesiiK–äUgbKinKresponseKtoKacidKstressYKFEMSc
MicrobiologycEcologyWK2020WKhfWK 4.3 6

387 TheKexpressionKofKtheKacarboseKbiosynthesisKgeneKclusterKinKpctinoplanesKspYKStd_Z``_KisK
dependentKonKtheKgrowthKphaseYKBMCcGenomicsWK2020WKa`WKg`g 4.5 1

386 TheKβoleKofKx vaXtdpKinK—esophilicKqiogasKβeactorKSystemsKasKseducedKfromK—ultiomicsKpnalysesYK
MicroorganismsWK2020WKgWK 4.9 6

385 pKcomprehensiveKanalysisKofKtheK–actucaKsativaWK–YKtranscriptomeKduringKdifferentKstagesKofKtheK
compatibleKinteractionKwithKβhizoctoniaKsolaniYKScientificcReportsWK2019WKhWKfaa` 4.9 10

384
tffectKofK–ongXTermKuarmingKäracticesKonKpgriculturalKSoilK—icrobiomeK—embersKβepresentedKbyK
—etagenomicallyKpssembledKvenomesKS—pvsTKandKTheirKäredictedKälantXqeneficialKvenesYKGenesWK
2019WK`_WK

4.2 31

383 xnsightKintoKtheKstructureWKfunctionKandKconjugativeKtransferKofKp–äUgbaWKanKaccessoryKplasmidKofK
βhizobiumKfavelukesiiK–äUgbYKPlasmidWK2019WK`_bWKhX`e 3.3 7

382 veneticKäotentialKofKtheKqiocontrolKpgentKSuormerlyKTKbβeaXfKUnraveledKbyKvenomeKSequencingK
andK—iningWKromparativeKvenomicsKandKTranscriptomicsYKGenesWK2019WK`_WK 4.2 18

381 tvaluationKofKvectorKsystemsKandKpromotersKforKoverexpressionKofKtheKacarboseKbiosynthesisKgeneK
acbrKinKpctinoplanesKspYKStd_Z``_YKMicrobialcCellcFactoriesWK2019WK`gWK``c 6.4 8

380 deY qxKrloudKfederationKthroughKt–xXxβKppxYKFtsssResearchWK2019WKgWKgca 3.6 7
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379 venomeKpnalysesKandKvenomeXrenteredK—etatranscriptomicsKofKStrainKSxVeWKxsolatedKfromKaK
ThermophilicKäroductionXScaleKqiogasKuermenterYKMicroorganismsWK2019WKgWK 4.9 4

378
tssentialityKofKtheK—altaseKpmltKinK—altoseKUtilizationKandKxtsKTranscriptionalKβegulationKbyKtheK
βepressorKpmlβKinKtheKpcarboseXäroducingKqacteriumKspYKStd_Z``_YKFrontierscincMicrobiologyWK2019WK
`_WKaccg

5.7 3

377
rompleteKvenomeKSequencingKofKpcinetobacterKbaumanniiKStrainKzd_KsisclosesKtheK–argeK
ronjugativeKälasmidKpzd_aKtncodingKrarbapenemaseKOXpXabKandKtxtendedXSpectrumK
˛†X–actamaseKvtSX``YKAntimicrobialcAgentscandcChemotherapyWK2018WKeaWK

5.9 17

376
pssemblyKofKtheK–actucaKsativaWK–YKcvYKTizianKdraftKgenomeKsequenceKrevealsKdifferencesKwithinK
majorKresistanceKcomplexK`KasKcomparedKtoKtheKcvYKSalinasKreferenceKgenomeYKJournalcofc
BiotechnologyWK2018WKaefWK`aX`g

3.7 11

375
—etagenomeWKmetatranscriptomeWKandKmetaproteomeKapproachesKunraveledKcompositionsKandK
functionalKrelationshipsKofKmicrobialKcommunitiesKresidingKinKbiogasKplantsYKAppliedcMicrobiologyc
andcBiotechnologyWK2018WK`_aWKd_cdXd_eb

5.7 81

374 rharacterizationKofKgenomesKassembledKfromKmetagenomesKofKbiofilmsKresidingKinKmesophilicKandK
thermophilicKbiogasKreactorsYKBiotechnologycforcBiofuelsWK2018WK``WK`ef 7.8 22

373 TargetedKin´ situKmetatranscriptomicsKforKselectedKtaxaKfromKmesophilicKandKthermophilicKbiogasK
plantsYKMicrobialcBiotechnologyWK2018WK``WKeefXefh 6.3 25

372
strYK—bZeKisolatedKfromKaKlaboratoryKbiogasKreactorKisKversatileKinKpolysaccharideKandKoligopeptideK
utilizationKasKdeducedKfromKgenomeXbasedKmetabolicKreconstructionsYKBiotechnologycReportsc
kAmsterdamocNetherlandslWK2018WK`gWKe__adc

5.3 14

371 romparativeKgenomicKanalysisKofKpcinetobacterKsppYKplasmidsKoriginatingKfromKclinicalKsettingsKandK
environmentalKhabitatsYKScientificcReportsWK2018WKgWKffgb 4.9 27

370
romparativeKtranscriptionKprofilingKofKtwoKfermentationKculturesKofKXanthomonasKcampestrisKpvYK
campestrisKq`__KsampledKinKtheKgrowthKandKinKtheKstationaryKphaseYKAppliedcMicrobiologycandc
BiotechnologyWK2018WK`_aWKee`bXeead

5.7 5

369
venomeKsequenceKofK—ethanobacteriumKcongolenseKstrainKquetzbergWKaKhydrogenotrophicWK
methanogenicKarchaeonWKisolatedKfromKaKmesophilicKindustrialXscaleKbiogasKplantKutilizingKbioXwasteYK
JournalcofcBiotechnologyWK2017WKacfWK`Xd

3.7 38

368 venomeKSequenceKofKtheKSymbioticKTypeKStrainKβhizobiumKtibeticumKrrqpUgd_bhTYKGenomec
AnnouncementsWK2017WKdWK 1

367 pKmetabolomicKapproachKtoKcharacterizeKtheKacidXtoleranceKresponseKinKSinorhizobiumKmelilotiYK
MetabolomicsWK2017WK`bWK` 4.7 8

366 venomeKimprovementKofKtheKacarboseKproducerKpctinoplanesKspYKStd_Z``_KandKannotationK
refinementKbasedKonKβ pXseqKanalysisYKJournalcofcBiotechnologyWK2017WKad`WK``aX`ab 3.7 9

365
βefinedKannotationKofKtheKcompleteKgenomeKofKtheKphytopathogenicKandKxanthanKproducingK
XanthomonasKcampestrisKpvYKcampestrisKstrainKq`__KbasedKonKβ pKsequenceKdataYKJournalcofc
BiotechnologyWK2017WKadbWKddXe`

3.7 6

364
TheKcompletelyKannotatedKgenomeKandKcomparativeKgenomicsKofKtheKäeptoniphilaceaeKbacteriumK
strYKx vaXs`vWKaKnovelKacidogenicKbacteriumKisolatedKfromKaKmesophilicKbiogasKreactorYKJournalcofc
BiotechnologyWK2017WKadfWK`fgX`ge

3.7 1

363 sraftKgenomeKsequenceKofKtheKpotatoKpathogenKβhizoctoniaKsolaniKpvbXäTKisolateKqenbYKArchivesc
ofcMicrobiologyWK2017WK`hhWK`_edX`_eg 3 8

362 TheKβhizoctoniaKsolaniKpv`XxqKSisolateKfZbZ`cTKtranscriptomeKduringKinteractionKwithKtheKhostKplantK
lettuceKS–actucaKsativaK–YTYKPLoScONEWK2017WK`aWKe_`ffafg 3.7 20

(2017-2019)
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361
–ifestyleXdeterminingKextrachromosomalKrepliconKpp—V`KandKitsKcontributionKtoKtheKcarbonK
metabolismKofKtheKmethylotrophicKbacteriumKäaracoccusKaminovoransKyr—KfegdYKEnvironmentalc
MicrobiologyWK2017WK`hWKcdbeXcdd_

5.2 12

360
TheKcompleteKgenomeKsequenceKofKtheKactinobacteriumKStreptomycesKglaucescensKv–pYOKSsS—K
c_haaTKcarryingKgeneKclustersKforKtheKbiosynthesisKofKtetracenomycinKrWKd‘XhydroxyKstreptomycinWK
andKacarboseYKJournalcofcBiotechnologyWK2017WKaeaWKgcXgg

3.7 9

359
venomeKcontentWKmetabolicKpathwaysKandKbiotechnologicalKpotentialKofKtheKpsychrophilicKprcticK
bacteriumKäsychrobacterKspYKspq_p–cbqWKaKsourceKandKaKhostKofKnovelKäsychrobacterXspecificK
vectorsYKJournalcofcBiotechnologyWK2017WKaebWKecXfc

3.7 7

358 xdentificationKofKaKnovelKmycovirusKisolatedKfromKβhizoctoniaKsolaniKSpvKaXaKxVTKprovidesKfurtherK
informationKaboutKgenomeKplasticityKwithinKtheKorderKTymoviralesYKArchivescofcVirologyWK2017WK`eaWKdddXddh2.6 7

357 venomicsKandKprevalenceKofKbacterialKandKarchaealKisolatesKfromKbiogasXproducingKmicrobiomesYK
BiotechnologycforcBiofuelsWK2017WK`_WKaec 7.8 26

356 TheK—alβKtypeKregulatorKpcrrKisKaKtranscriptionalKrepressorKofKacarboseKbiosyntheticKgenesKinK
pctinoplanesKspYKStd_Z``_YKBMCcGenomicsWK2017WK`gWKdea 4.5 8

355 pKcommunityKproposalKtoKintegrateKproteomicsKactivitiesKinKt–xXxβYKFtsssResearchWK2017WKeWK 3.6 10

354
qiphasicKStudyKtoKrharacterizeKpgriculturalKqiogasKälantsKbyKwighXThroughputK`eSKrβ pKveneK
pmpliconKSequencingKandK—icroscopicKpnalysisYKJournalcofcMicrobiologycandcBiotechnologyWK2017WK
afWKba`Xbbc

3.3 25

353 sraftKvenomeKSequenceKofKäropionisporaKspYKStrainKaZaXbfWKaK ewKXylanXsegradingKqacteriumK
xsolatedKfromKaK—esophilicKqiogasKβeactorYKGenomecAnnouncementsWK2016WKcWK 1

352 rompleteKvenomeKSequenceKofKwerbinixKluporumKSs`sWKaK ewKrelluloseXsegradingKqacteriumK
xsolatedKfromKaKThermophilicKqiogasKβeactorYKGenomecAnnouncementsWK2016WKcWK 6

351 venomicsKofKhighKmolecularKweightKplasmidsKisolatedKfromKanKonXfarmKbiopurificationKsystemYK
ScientificcReportsWK2016WKeWKagagc 4.9 12

350 TheKinfluenceKofKaKmodifiedKlipopolysaccharideKOXantigenKonKtheKbiosynthesisKofKxanthanKinK
XanthomonasKcampestrisKpvYKcampestrisKq`__YKBMCcMicrobiologyWK2016WK`eWKhb 4.5 10

349 rompleteKvenomeKSequenceKofKtheKqarleyKäathogenKXanthomonasKtranslucensKpvYKtranslucensK
sS—K`ghfcTKSpTrrK`hb`hTTYKGenomecAnnouncementsWK2016WKcWK 15

348 romparativeKtranscriptomeKanalysisKofKtheKbiocontrolKstrainKqacillusKamyloliquefaciensKuZqcaKasK
responseKtoKbiofilmKformationKanalyzedKbyKβ pKsequencingYKJournalcofcBiotechnologyWK2016WKab`WKa`aXaab3.7 29

347 pnKintegratedKmetagenomeKandKXproteomeKanalysisKofKtheKmicrobialKcommunityKresidingKinKaKbiogasK
productionKplantYKJournalcofcBiotechnologyWK2016WKab`WKaegXafh 3.7 29

346 TargetedKgenomeKeditingKinKtheKrareKactinomyceteKpctinoplanesKspYKStd_Z``_KbyKusingKtheK
rβxSäβZrashKSystemYKJournalcofcBiotechnologyWK2016WKab`WK`aaX`ag 3.7 31

345
romparativeKproteomeKanalysisKofKpctinoplanesKspYKStd_Z``_KgrownKwithKmaltoseKorKglucoseKshowsK
minorKdifferencesKforKacarboseKbiosynthesisKproteinsKbutKmajorKdifferencesKforKsaccharideK
transportersYKJournalcofcProteomicsWK2016WK`b`WK`c_X`cg

3.9 15

344
venomeKwideKtranscriptionKstartKsitesKanalysisKofKXanthomonasKcampestrisKpvYKcampestrisKq`__K
withKinsightsKintoKtheKgumKgeneKclusterKdirectingKtheKbiosynthesisKofKtheKexopolysaccharideK
xanthanYKJournalcofcBiotechnologyWK2016WKaadWK`gXag

3.7 31
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343 sraftKgenomeKsequenceKofKtheKsugarKbeetKpathogenKβhizoctoniaKsolaniKpvaXaxxxqKstrainKqqpehef_YK
JournalcofcBiotechnologyWK2016WKaaaWK``Xa 3.7 13

342 xntraspeciesKTransferKofKtheKrhromosomalKpcinetobacterKbaumanniiKbla s—X`KrarbapenemaseK
veneYKAntimicrobialcAgentscandcChemotherapyWK2016WKe_WKb_baXc_ 5.9 49

341 TaxonomicKanalysisKofKtheKmicrobialKcommunityKinKstoredKsugarKbeetsKusingKhighXthroughputK
sequencingKofKdifferentKmarkerKgenesYKFEMScMicrobiologycEcologyWK2016WKhaWK 4.3 25

340
rompleteKgenomeKanalysisKofKrlostridiumKbornimenseKstrainK—aZc_STTiKpKnewKacidogenicK
rlostridiumKspeciesKisolatedKfromKaKmesophilicKtwoXphaseKlaboratoryXscaleKbiogasKreactorYKJournalc
ofcBiotechnologyWK2016WKabaWKbgXch

3.7 13

339 seepKSequencingKpnalysisKβevealsKtheK—ycoviralKsiversityKofKtheKViromeKofKanKpvirulentKxsolateKofK
βhizoctoniaKsolaniKpvXaXaKxVYKPLoScONEWK2016WK``WKe_`edhed 3.7 37

338 βhizobiumKfavelukesiiKspYKnovYWKisolatedKfromKtheKrootKnodulesKofKalfalfaKS—edicagoKsativaK–TYK
InternationalcJournalcofcSystematiccandcEvolutionarycMicrobiologyWK2016WKeeWKccd`Xccdf 2.2 17

337 rompleteKvenomeKSequenceKofKtheK—ethanogenK—ethanoculleusKbourgensisKqp`KxsolatedKfromKaK
qiogasKβeactorYKGenomecAnnouncementsWK2016WKcWK 7

336 qackKtoKtheKuutureKofKSoilK—etagenomicsYKFrontierscincMicrobiologyWK2016WKfWKfb 5.7 82

335
UnravelingKtheKmicrobiomeKofKaKthermophilicKbiogasKplantKbyKmetagenomeKandKmetatranscriptomeK
analysisKcomplementedKbyKcharacterizationKofKbacterialKandKarchaealKisolatesYKBiotechnologycforc
BiofuelsWK2016WKhWK`f`

7.8 102

334
xdentificationKandKgenomeKreconstructionKofKabundantKdistinctKtaxaKinKmicrobiomesKfromKoneK
thermophilicKandKthreeKmesophilicKproductionXscaleKbiogasKplantsYKBiotechnologycforcBiofuelsWK2016WK
hWK`de

7.8 73

333
uinishedKgenomeKsequenceKandKmethylomeKofKtheKcyanideXdegradingKäseudomonasK
pseudoalcaligenesKstrainKrtrTdbccKasKresolvedKbyKsingleXmoleculeKrealXtimeKsequencingYKJournalcofc
BiotechnologyWK2016WKabaWKe`Xg

3.7 11

332 venomeKanalysisKofKtheKsugarKbeetKpathogenKβhizoctoniaKsolaniKpvaXaxxxqKrevealedKhighKnumbersKinK
secretedKproteinsKandKcellKwallKdegradingKenzymesYKBMCcGenomicsWK2016WK`fWKacd 4.5 52

331
venomicKcharacterizationKofKsefluviitogaKtunisiensisK–bWKaKkeyKhydrolyticKbacteriumKinKaK
thermophilicKbiogasKplantKandKitsKabundanceKasKdeterminedKbyKmetagenomeKfragmentKrecruitmentYK
JournalcofcBiotechnologyWK2016WKabaWKd_Xe_

3.7 38

330 ppplyingKs pKaffinityKchromatographyKtoKspecificallyKscreenKforKsucroseXrelatedKs pXbindingK
transcriptionalKregulatorsKofKXanthomonasKcampestrisYKJournalcofcBiotechnologyWK2016WKabaWKghXhg 3.7 3

329
veneticKengineeringKinKpctinoplanesKspYKStd_Z``_KXKdevelopmentKofKanKintergenericKconjugationK
systemKforKtheKintroductionKofKactinophageXbasedKintegrativeKvectorsYKJournalcofcBiotechnologyWK
2016WKabaWKfhXgg

3.7 13

328 TheKstructureKofKtheKryberlindneraKjadiniiKgenomeKandKitsKrelationKtoKrandidaKutilisKanalyzedKbyKtheK
occurrenceKofKsingleKnucleotideKpolymorphismsYKJournalcofcBiotechnologyWK2015WKa``WKa_Xb_ 3.7 6

327 siversityKandKroleKofKplasmidsKinKadaptationKofKbacteriaKinhabitingKtheK–ubinKcopperKmineKinKäolandWK
anKenvironmentKrichKinKheavyKmetalsYKFrontierscincMicrobiologyWK2015WKeWK`da 5.7 38

326
xmprovedKgenomeKsequenceKofKtheKphytopathogenicKfungusKβhizoctoniaKsolaniKpv`XxqKfZbZ`cKasK
establishedKbyKdeepKmateXpairKsequencingKonKtheK—iSeqKSxlluminaTKsystemYKJournalcofcBiotechnologyWK
2015WKa_bWK`hXa`

3.7 20

(2015-2016)
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325 venomeKSequenceKofKtheKUrethralKratheterKxsolateKäseudomonasKaeruginosaK—w`hYKGenomec
AnnouncementsWK2015WKbWK 2

324
romprehensiveKproteomeKanalysisKofKpctinoplanesKspYKStd_Z``_KhighlightingKtheKlocationKofK
proteinsKencodedKbyKtheKacarboseKandKtheKpyochelinKbiosynthesisKgeneKclusterYKJournalcofc
ProteomicsWK2015WK`adWK`X`e

3.9 14

323 rompleteKgenomeKsequenceKofKtheKstrainKsefluviitogaKtunisiensisK–bWKisolatedKfromKaKthermophilicWK
productionXscaleKbiogasKplantYKJournalcofcBiotechnologyWK2015WKa_bWK`fXg 3.7 35

322 sraftKgenomeKofKtheKxanthanKproducerKXanthomonasKcampestrisK ββ–KqX`cdhKSpTrrK`bhd`TYK
JournalcofcBiotechnologyWK2015WKa_cWKcdXe 3.7 17

321 rompleteKvenomeKSequenceKofKtheKrlinicalKStrainKpcinetobacterKbaumanniiKβa_h_KrarryingKtheK
rhromosomallyKtncodedK—etalloX˛†X–actamaseKveneKbla s—X`YKGenomecAnnouncementsWK2015WKbWK 1

320 rommunityKshiftsKinKaKwellXoperatingKagriculturalKbiogasKplantiKhowKprocessKvariationsKareKhandledK
byKtheKmicrobiomeYKAppliedcMicrobiologycandcBiotechnologyWK2015WKhhWKffh`Xg_b 5.7 48

319 rompleteKvenomeKSequenceKofKpcinetobacterKbaumanniiKrxäKf_Y`_WKaKSusceptibleKβeferenceKStrainK
forKromparativeKvenomeKpnalysesYKGenomecAnnouncementsWK2015WKbWK 9

318
sraftKgenomeKsequenceKofKwerbinixKhemicellulosilyticaKTbZddKTWKaKnewKthermophilicKcelluloseK
degradingKbacteriumKisolatedKfromKaKthermophilicKbiogasKreactorYKJournalcofcBiotechnologyWK2015WK
a`cWKdhXe_

3.7 18

317 rompleteKgenomeKsequenceKofKtheKnovelKäorphyromonadaceaeKbacteriumKstrainKx vaXtdqKisolatedK
fromKaKmesophilicKlabXscaleKbiogasKreactorYKJournalcofcBiotechnologyWK2015WK`hbWKbcXe 3.7 53

316 seeplyKsequencedKmetagenomeKandKmetatranscriptomeKofKaKbiogasXproducingKmicrobialK
communityKfromKanKagriculturalKproductionXscaleKbiogasKplantYKGigaScienceWK2015WKcWKbb 7.6 53

315 venomeXguidedKinsightKintoKtheKmethylotrophyKofKäaracoccusKaminophilusKyr—KfegeYKFrontierscinc
MicrobiologyWK2015WKeWKgda 5.7 24

314
sevelopmentKofKaKβhizoctoniaKsolaniKpv`XxqKSpecificKveneK—odelKtnablesKromparativeKvenomeK
pnalysesKbetweenKähytopathogenicKβYKsolaniKpv`XxpWKpv`XxqWKpvbKandKpvgKxsolatesYKPLoScONEWK2015
WK`_WKe_`ccfeh

3.7 28

313
romparativeKmetagenomicsKofKbiogasXproducingKmicrobialKcommunitiesKfromKproductionXscaleK
biogasKplantsKoperatingKunderKwetKorKdryKfermentationKconditionsYKBiotechnologycforcBiofuelsWK2015WK
gWK`c

7.8 118

312
sraftKvenomeKSequenceKofKäseudomonasKaeruginosaKStrainKWS`beWKaKwighlyKrytotoxicK
txoSXäositiveKWoundKxsolateKβecoveredKfromKäyodermaKvangrenosumYKGenomecAnnouncementsWK
2015WKbWK

2

311 venomeKSequenceKofKtheKUrethralKxsolateKäseudomonasKaeruginosaKβ a`YKGenomecAnnouncementsWK
2015WKbWK 2

310 xnsightsKintoKtheKannotatedKgenomeKsequenceKofK—ethanoculleusKbourgensisK—SaSTTWKrelatedKtoK
dominantKmethanogensKinKbiogasXproducingKplantsYKJournalcofcBiotechnologyWK2015WKa_`WKcbXdb 3.7 25

309 TheKSinorhizobiumKfrediiKww`_bKvenomeiKpKromparativeKpnalysisKWithKSYKfrediiKStrainsKsifferingKinK
TheirKSymbioticKqehaviorKWithKSoybeanYKMolecularcPlantpMicrobecInteractionsWK2015WKagWKg``Xac 3.6 39

308 rompleteKgenomeKsequenceKofKtheKactinobacteriumKStreptomycesKglaucescensKv–pYOKSsS—Kc_haaTK
consistingKofKaKlinearKchromosomeKandKoneKlinearKplasmidYKJournalcofcBiotechnologyWK2015WK`hcWKg`Xb 3.7 5
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307 xdentificationKofKOxygenXβesponsiveKTranscriptsKinKtheKSilageKxnoculantK–actobacillusKbuchneriK
rs_bcKbyKβ pKSequencingYKPLoScONEWK2015WK`_WKe_`bc`ch 3.7 12

306 prchitectureKandKfunctionsKofKaKmultipartiteKgenomeKofKtheKmethylotrophicKbacteriumKäaracoccusK
aminophilusKyr—KfegeWKcontainingKprimaryKandKsecondaryKchromidsYKBMCcGenomicsWK2014WK`dWK`ac 4.5 33

305 rompleteKgenomeKsequenceKofKtheKcyanideXdegradingKbacteriumKäseudomonasKpseudoalcaligenesK
rtrTdbccYKJournalcofcBiotechnologyWK2014WK`fdWKefXg 3.7 18

304 xmprovingKtheKgenomeKannotationKofKtheKacarboseKproducerKpctinoplanesKspYKStd_Z``_KbyK
sequencingKenrichedKdRXendsKofKprimaryKtranscriptsYKJournalcofcBiotechnologyWK2014WK`h_WKgdXhd 3.7 13

303
rompleteKgenomeKsequenceKofKäeptoniphilusKspYKstrainKx vaXs`vKisolatedKfromKaKmesophilicK
labXscaleKcompletelyKstirredKtankKreactorKutilizingKmaizeKsilageKinKcoXdigestionKwithKpigKandKcattleK
manureKforKbiomethanationYKJournalcofcBiotechnologyWK2014WK`haKätKpWKdhXe`

3.7 13

302 rompleteKgenomeKsequenceKofKtheKmethanogenicKneotypeKstrainK—ethanobacteriumKformicicumK
—uSTYTYKJournalcofcBiotechnologyWK2014WK`haKätKpWKc_X` 3.7 17

301 uirstKdraftKgenomeKsequenceKofKtheKamylolyticKqacillusKthermoamylovoransKwildXtypeKstrainK`p`K
isolatedKfromKaKthermophilicKbiogasKplantYKJournalcofcBiotechnologyWK2014WK`haKätKpWK`dcXd 3.7 8

300 rompleteKgenomeKsequenceKofKtheKcellulolyticKthermophileKβuminoclostridiumKcellulosiKwildXtypeK
strainKsvdKisolatedKfromKaKthermophilicKbiogasKplantYKJournalcofcBiotechnologyWK2014WK`ggWK`beXf 3.7 26

299
—etabolicKfluxKpatternKofKglucoseKutilizationKbyKXanthomonasKcampestrisKpvYKcampestrisiKprevalentK
roleKofKtheKtntnerXsoudoroffKpathwayKandKminorKfluxesKthroughKtheKpentoseKphosphateKpathwayK
andKglycolysisYKMolecularcBioSystemsWK2014WK`_WKaeebXfe

22

298 TranscriptomeKanalysisKofKtheKphytopathogenicKfungusKβhizoctoniaKsolaniKpv`XxqKfZbZ`cKapplyingK
highXthroughputKsequencingKofKexpressedKsequenceKtagsKStSTsTYKFungalcBiologyWK2014WK``gWKg__X`b 2.8 27

297 rompleteKgenomeKsequenceKofKtheKactinobacteriumKpctinoplanesKfriuliensisKwpvK_`_hecWKproducerK
ofKtheKlipopeptideKantibioticKfriulimycinYKJournalcofcBiotechnologyWK2014WK`fgWKc`Xa 3.7 13

296 venomeKsequenceKofKtheKacidXtolerantKstrainKβhizobiumKspYK–äUgbYKJournalcofcBiotechnologyWK2014WK
`feWKc_X` 3.7 8

295 xncwXtypeKplasmidKharboringKblaKrTXX—X`dWKblaKswpX`WKandKqnrqcKgenesKrecoveredKfromKanimalK
isolatesYKAntimicrobialcAgentscandcChemotherapyWK2014WKdgWKbfegXfb 5.9 18

294
WholeKgenomeKsequenceKofKrlostridiumKbornimenseKstrainK—aZc_KisolatedKfromKaKlabXscaleK
mesophilicKtwoXphaseKbiogasKreactorKdigestingKmaizeKsilageKandKwheatKstrawYKJournalcofc
BiotechnologyWK2014WK`gcWK`hhXa__

3.7 8

293 ronstructionKofKaKpublicKrwOKcellKlineKtranscriptKdatabaseKusingKversatileKbioinformaticsKanalysisK
pipelinesYKPLoScONEWK2014WKhWKegddeg 3.7 52

292
TheKcrystalKstructuresKofKapoKandKcp—äXboundKvlxβKfromKrorynebacteriumKglutamicumKrevealK
structuralKandKdynamicKchangesKuponKcp—äKbindingKinKrβäZu βKfamilyKtranscriptionKfactorsYKPLoSc
ONEWK2014WKhWKe``baed

3.7 21

291 venomeKSequenceKofKtheKSmallXrolonyKVariantKäseudomonasKaeruginosaK—wafWKxsolatedKfromKaK
rhronicKUrethralKratheterKxnfectionYKGenomecAnnouncementsWK2014WKaWK 7

290 venomeKSequenceKofKtheKpcuteKUrethralKratheterKxsolateKäseudomonasKaeruginosaK—wbgYKGenomec
AnnouncementsWK2014WKaWK 4

(2014-2015)

7



289 sraftKvenomeKSequenceKofKäseudomonasKaeruginosaKStrainKWSbhcWKaK—ultidrugXβesistantKandK
wighlyKrytotoxicKWoundKxsolateKfromKrhronicKUlcusKrrurisYKGenomecAnnouncementsWK2014WKaWK 1

288 dYaKuunctionalKXOmicsKforKrellK–inesKandKärocessesiKTheKXOmicsKTechnologiesKonKtheKtxampleKofK
rwOKrellsK2014WKbaeXbef

287
tffectKofKtheKstrainKqacillusKamyloliquefaciensKuZqcaKonKtheKmicrobialKcommunityKinKtheK
rhizosphereKofKlettuceKunderKfieldKconditionsKanalyzedKbyKwholeKmetagenomeKsequencingYKFrontiersc
incMicrobiologyWK2014WKdWKada

5.7 70

286 βhizobialKplasmidKp–äUgbaKisKableKtoKswitchKbetweenKdifferentKtransferKmachineriesKdependingKonK
itsKgenomicKbackgroundYKFEMScMicrobiologycEcologyWK2014WKggWKdedXfg 4.3 17

285 rarbonKsourceKdependentKbiosynthesisKofKacarvioseKmetabolitesKinKpctinoplanesKspYKStd_Z``_YK
JournalcofcBiotechnologyWK2014WK`h`WK``bXa_ 3.7 17

284 siscoveryKofKtranscriptionKstartKsitesKinKtheKrhineseKhamsterKgenomeKbyKnextXgenerationKβ pK
sequencingYKJournalcofcBiotechnologyWK2014WK`h_WKecXfd 3.7 7

283 SyntheticKqiologyKâ��KTowardsKanKtngineeringKScienceYKEuropeancReviewWK2014WKaaWKS`_aXS``a 0.3

282
TranscriptomeKanalysesKofKrwOKcellsKwithKtheKnextXgenerationKmicroarrayKrwOc`ziKdevelopmentK
andKvalidationKbyKanalysingKtheKinfluenceKofKtheKgrowthKstimulatingKsubstanceKxvuX`KsubstituteK
–ongβSbYTYKJournalcofcBiotechnologyWK2014WK`fgWKabXb`

3.7 12

281
setailedKanalysisKofKmetagenomeKdatasetsKobtainedKfromKbiogasXproducingKmicrobialKcommunitiesK
residingKinKbiogasKreactorsKdoesKnotKindicateKtheKpresenceKofKputativeKpathogenicKmicroorganismsYK
BiotechnologycforcBiofuelsWK2013WKeWKch

7.8 28

280 —etagenomeKanalysesKrevealKtheKinfluenceKofKtheKinoculantK–actobacillusKbuchneriKrs_bcKonKtheK
microbialKcommunityKinvolvedKinKgrassKensilingYKJournalcofcBiotechnologyWK2013WK`efWKbbcXcb 3.7 71

279 rhineseKhamsterKgenomeKsequencedKfromKsortedKchromosomesYKNaturecBiotechnologyWK2013WKb`WKehcXd 44.5 141

278 rompleteKgenomeKsequenceKofKtheKkirromycinKproducerKStreptomycesKcollinusKTˆ…KbedKconsistingKofK
aKlinearKchromosomeKandKtwoKlinearKplasmidsYKJournalcofcBiotechnologyWK2013WK`egWKfbhXc_ 3.7 21

277 —etaSp—SXXaKnovelKsoftwareKplatformKforKtaxonomicKclassificationWKfunctionalKannotationKandK
comparativeKanalysisKofKmetagenomeKdatasetsYKJournalcofcBiotechnologyWK2013WK`efWK`deXed 3.7 17

276
tstablishmentWKinKsilicoKanalysisWKandKexperimentalKverificationKofKaKlargeXscaleKmetabolicKnetworkKofK
theKxanthanKproducingKXanthomonasKcampestrisKpvYKcampestrisKstrainKq`__YKJournalcofc
BiotechnologyWK2013WK`efWK`abXbc

3.7 37

275 sraftKgenomeKsequenceKofKSinorhizobiumKmelilotiKβU``Z__`WKaKmodelKorganismKforKflagellumK
structureWKmotilityKandKchemotaxisYKJournalcofcBiotechnologyWK2013WK`egWKfb`Xb 3.7 8

274 sraftKgenomeKsequenceKofKtheKcellulolyticKrlostridiumKthermocellumKwildXtypeKstrainKqr`KplayingKaK
roleKinKcellulosicKbiomassKdegradationYKJournalcofcBiotechnologyWK2013WK`egWKeaXb 3.7 20

273 venomesKofKStigonemataleanKcyanobacteriaKSsubsectionKVTKandKtheKevolutionKofKoxygenicK
photosynthesisKfromKprokaryotesKtoKplastidsYKGenomecBiologycandcEvolutionWK2013WKdWKb`Xcc 3.9 182

272 romparativeKβ pXsequencingKofKtheKacarboseKproducerKpctinoplanesKspYKStd_Z``_KcultivatedKinK
differentKgrowthKmediaYKJournalcofcBiotechnologyWK2013WK`efWK`eeXff 3.7 16

Alfred Pˆ…hler
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271 TheKcytosolicKandKextracellularKproteomesKofKpctinoplanesKspYKStd_Z``_KledKtoKtheKidentificationKofK
geneKproductsKinvolvedKinKacarboseKmetabolismYKJournalcofcBiotechnologyWK2013WK`efWK`fgXgh 3.7 23

270 sraftKwholeKgenomeKsequenceKofKtheKcyanideXdegradingKbacteriumKäseudomonasK
pseudoalcaligenesKrtrTdbccYKEnvironmentalcMicrobiologyWK2013WK`dWKadbXf_ 5.2 27

269 wighXresolutionKdetectionKofKs pKbindingKsitesKofKtheKglobalKtranscriptionalKregulatorKvlxβKinK
rorynebacteriumKglutamicumYKMicrobiologyckUnitedcKingdomlWK2013WK`dhWK`aXaa 2.9 35

268 tstablishmentKandKinterpretationKofKtheKgenomeKsequenceKofKtheKphytopathogenicKfungusK
βhizoctoniaKsolaniKpv`XxqKisolateKfZbZ`cYKJournalcofcBiotechnologyWK2013WK`efWK`caXdd 3.7 68

267 rompleteKgenomeKsequenceKofKtheKhydrogenotrophicKprchaeonK—ethanobacteriumKspYK—b`K
isolatedKfromKaKproductionXscaleKbiogasKplantYKJournalcofcBiotechnologyWK2013WK`egWKfbcXe 3.7 37

266 rompleteKgenomeKsequenceKofKäseudomonasKspYKstrainKV–q`a_KaKsolventKtolerantWKstyreneK
degradingKbacteriumWKisolatedKfromKforestKsoilYKJournalcofcBiotechnologyWK2013WK`egWKfahXb_ 3.7 40

265
TheKxncuKplasmidKpβSqaadKisolatedKfromKaKmunicipalKwastewaterKtreatmentKplantRsKonXsiteK
preflooderKcombiningKantibioticKresistanceKandKputativeKvirulenceKfunctionsKisKhighlyKrelatedKtoK
virulenceKplasmidsKidentifiedKinKpathogenicKtYKcoliKisolatesYKPlasmidWK2013WKehWK`afXbf

3.3 30

264
pKpropionateXinducibleKexpressionKsystemKbasedKonKtheKrorynebacteriumKglutamicumKprpsaK
promoterKandKärpβKactivatorKandKitsKapplicationKforKtheKredirectionKofKaminoKacidKbiosynthesisK
pathwaysYKJournalcofcBiotechnologyWK2013WK`ebWKaadXba

3.7 12

263
—etagenomeKandKmetaproteomeKanalysesKofKmicrobialKcommunitiesKinKmesophilicK
biogasXproducingKanaerobicKbatchKfermentationsKindicateKconcertedKplantKcarbohydrateK
degradationYKSystematiccandcAppliedcMicrobiologyWK2013WKbeWKbb_Xg

4.2 128

262 romprehensiveKdiscoveryKandKcharacterizationKofKsmallKβ psKinKrorynebacteriumKglutamicumK
pTrrK`b_baYKBMCcGenomicsWK2013WK`cWKf`c 4.5 52

261 venomeKSequenceKofKSinorhizobiumKmelilotiKβmc`YKGenomecAnnouncementsWK2013WK`WK 17

260 rompleteKsequenceKofKbroadXhostXrangeKplasmidKp OβXa___KharbouringKtheKmetalloX˛†XlactamaseK
geneKblaVx—XaKfromKäseudomonasKaeruginosaYKJournalcofcAntimicrobialcChemotherapyWK2013WKegWK`_e_Xd 5.1 28

259 TheKcompleteKgenomeKsequencesKofKfourKnewKxnc KplasmidsKfromKwastewaterKtreatmentKplantK
effluentKprovideKnewKinsightsKintoKxnc KplasmidKdiversityKandKevolutionYKPlasmidWK2012WKegWK`bXac 3.3 52

258 —olecularKcharacterizationKofKärpβWKtheKtranscriptionalKactivatorKofKpropionateKcatabolismKinK
rorynebacteriumKglutamicumYKJournalcofcBiotechnologyWK2012WK`dhWK`X`` 3.7 23

257 romputationalKidentificationKofKmicroβ pKgeneKlociKandKprecursorKmicroβ pKsequencesKinKrwOKcellK
linesYKJournalcofcBiotechnologyWK2012WK`dgWK`d`Xd 3.7 37

256 ärofilingKofKtheKmetabolicallyKactiveKcommunityKfromKaKproductionXscaleKbiogasKplantKbyKmeansKofK
highXthroughputKmetatranscriptomeKsequencingYKJournalcofcBiotechnologyWK2012WK`dgWKacgXdg 3.7 170

255 xnsightsKintoKtheKcompletelyKannotatedKgenomeKofK–actobacillusKbuchneriKrs_bcWKaKstrainKisolatedK
fromKstableKgrassKsilageYKJournalcofcBiotechnologyWK2012WK`e`WK`dbXee 3.7 73

254 OnKtheKtrailKofKtwtrZtptrXXunravelingKtheKgeneKregulatoryKnetworksKofKhumanKpathogenicK
tscherichiaKcoliKbacteriaYKIntegrativecBiologyckUnitedcKingdomlWK2012WKcWKfagXbb 3.7 6

(2012-2013)
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253 TheKcompleteKgenomeKsequenceKofKtheKacarboseKproducerKpctinoplanesKspYKStd_Z``_YKBMCc
GenomicsWK2012WK`bWK``a 4.5 61

252 romparativeKgenomicsKandKtranscriptomicsKofKlineagesKxWKxxWKandKxxxKstrainsKofK–isteriaK
monocytogenesYKBMCcGenomicsWK2012WK`bWK`cc 4.5 60

251 rompleteKgenomeKsequenceKofKSaccharothrixKespanaensisKsS—KccaahSTTKandKcomparisonKtoKtheK
otherKcompletelyKsequencedKäseudonocardiaceaeYKBMCcGenomicsWK2012WK`bWKced 4.5 24

250
xnvolvementKofKbacterialKTonqXdependentKsignalingKinKtheKgenerationKofKanKoligogalacturonideK
damageXassociatedKmolecularKpatternKfromKplantKcellKwallsKexposedKtoKXanthomonasKcampestrisK
pvYKcampestrisKpectateKlyasesYKBMCcMicrobiologyWK2012WK`aWKabh

4.5 28

249 rharacterizationKofKmicrobialKbiofilmsKinKaKthermophilicKbiogasKsystemKbyKhighXthroughputK
metagenomeKsequencingYKFEMScMicrobiologycEcologyWK2012WKfhWKfgdXhh 4.3 101

248 venomeKsequenceKofKaK eisseriaKmeningitidisKcapsuleKnullKlocusKstrainKfromKtheKclonalKcomplexKofK
sequenceKtypeK`hgYKJournalcofcBacteriologyWK2012WK`hcWKd`ccXd 3.5 7

247 venomeKsequenceKofKtheKsoybeanKsymbiontKSinorhizobiumKfrediiKww`_bYKJournalcofcBacteriologyWK
2012WK`hcWK`e`fXg 3.5 43

246
rompleteKgenomeKsequenceKofKtheKhydrogenotrophicWKmethanogenicKarchaeonK—ethanoculleusK
bourgensisKstrainK—SaSTTWKxsolatedKfromKaKsewageKsludgeKdigesterYKJournalcofcBacteriologyWK2012WK
`hcWKdcgfXg

3.5 32

245 sraftKgenomeKsequenceKofKWickerhamomycesKciferriiK ββ–KYX`_b`KuXe_X`_YKEukaryoticcCellWK2012WK
``WK`dgaXb 11

244 pnalysisKofKtheK—etagenomeKfromKaKqiogasXäroducingK—icrobialKrommunityKbyK—eansKofK
qioinformaticsK—ethodsK2011WKc_bXc`c 2

243 romparativeKandKjointKanalysisKofKtwoKmetagenomicKdatasetsKfromKaKbiogasKfermenterKobtainedKbyK
cdcXpyrosequencingYKPLoScONEWK2011WKeWKe`cd`h 3.7 187

242 UnravelingKtheKrhineseKhamsterKovaryKcellKlineKtranscriptomeKbyKnextXgenerationKsequencingYK
JournalcofcBiotechnologyWK2011WK`deWKaafXbd 3.7 88

241 TheKubiquitousKplasmidKpXapc`KinKtheKinvasiveKphytopathogenKXanthomonasKarboricolaKpvYKpruniiK
completeKsequenceKandKcomparativeKgenomicKanalysisYKFEMScMicrobiologycLettersWK2011WKbabWKdaXe_ 2.9 27

240
βelationshipKofKqacillusKamyloliquefaciensKcladesKassociatedKwithKstrainsKsS—KfTKandKuZqcaTiKaK
proposalKforKqacillusKamyloliquefaciensKsubspYKamyloliquefaciensKsubspYKnovYKandKqacillusK
amyloliquefaciensKsubspYKplantarumKsubspYKnovYKbasedKonKcompleteKgenomeKsequenceK
comparisonsYKInternationalcJournalcofcSystematiccandcEvolutionarycMicrobiologyWK2011WKe`WK`fgeX`g_`

2.2 200

239
venomeXenabledKdeterminationKofKaminoKacidKbiosynthesisKinKXanthomonasKcampestrisKpvYK
campestrisKandKidentificationKofKbiosyntheticKpathwaysKforKalanineWKglycineWKandKisoleucineKbyK
`brXisotopologueKprofilingYKMolecularcGeneticscandcGenomicsWK2011WKageWKacfXdh

3.1 15

238  extXgenerationKsequencingKofKtheKrwOKcellKtranscriptomeYKBMCcProceedingsWK2011WKdKSupplKgWKäe 2.3 10

237 veneKdiscoveryKbyKgenomeXwideKrsSKreXpredictionKandKmicroarrayXbasedKtranscriptionalKanalysisKinK
phytopathogenKXanthomonasKcampestrisYKBMCcGenomicsWK2011WK`aWKbdh 4.5 9

236 SizeKexclusionKchromatographyiKanKimprovedKmethodKtoKharvestKrorynebacteriumKglutamicumKcellsK
forKtheKanalysisKofKcytosolicKmetabolitesYKJournalcofcBiotechnologyWK2011WK`dcWK`f`Xg 3.7 6

Alfred Pˆ…hler
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235 TheKcompleteKgenomeKsequenceKofKtheKdominantKSinorhizobiumKmelilotiKfieldKisolateKS—``KextendsK
theKSYKmelilotiKpanXgenomeYKJournalcofcBiotechnologyWK2011WK`ddWKa_Xbb 3.7 52

234
rompleteKgenomeKsequencingKofKpgrobacteriumKspYKw`bXbWKtheKformerKβhizobiumKlupiniKw`bXbWK
revealsKaKtripartiteKgenomeKconsistingKofKaKcircularKandKaKlinearKchromosomeKandKanKaccessoryK
plasmidKbutKlackingKaKtumorXinducingKTiXplasmidYKJournalcofcBiotechnologyWK2011WK`ddWKd_Xea

3.7 90

233
 extXgenerationKsequencingKofKtheKrhineseKhamsterKovaryKmicroβ pKtranscriptomeiKxdentificationWK
annotationKandKprofilingKofKmicroβ psKasKtargetsKforKcellularKengineeringYKJournalcofcBiotechnologyWK
2011WK`dbWKeaXfd

3.7 95

232 SequencingKofKhighKvVrKmicrobialKgenomesKusingKtheKultrafastKpyrosequencingKtechnologyYKJournalc
ofcBiotechnologyWK2011WK`ddWKegXff 3.7 29

231 xnsightsKintoKtheKgenomeKofKtheKxanthanXproducingKphytopathogenKXanthomonasKarboricolaKpvYK
pruniK`_hKbyKcomparativeKgenomicKhybridizationYKJournalcofcBiotechnologyWK2011WK`ddWKc_Xh 3.7 9

230 wighXqualityKgenomeKsequenceKofKäichiaKpastorisKrqSfcbdYKJournalcofcBiotechnologyWK2011WK`dcWKb`aXa_ 3.7 123

229 TheKnodulationKofKalfalfaKbyKtheKacidXtolerantKβhizobiumKspYKstrainK–äUgbKdoesKnotKrequireKsulfatedK
formsKofKlipochitooligosaccharideKnodulationKsignalsYKJournalcofcBacteriologyWK2011WK`hbWKb_Xh 3.5 13

228 rompleteKgenomeKsequenceKofK–isteriaKseeligeriWKaKnonpathogenicKmemberKofKtheKgenusK–isteriaYK
JournalcofcBacteriologyWK2010WK`haWK`cfbXc 3.5 21

227
rompleteKgenomeKsequenceKandKlifestyleKofKblackXpigmentedKrorynebacteriumKaurimucosumKpTrrK
f__hfdKSformerlyKrYKnigricansKr X`TKisolatedKfromKaKvaginalKswabKofKaKwomanKwithKspontaneousK
abortionYKBMCcGenomicsWK2010WK``WKh`

4.5 30

226 TheKroleKofKsigmaKfactorKβpow`KinKtheKpwKstressKresponseKofKSinorhizobiumKmelilotiYKBMCc
MicrobiologyWK2010WK`_WKaed 4.5 42

225
TheKtranscriptionalKregulatoryKrepertoireKofKrorynebacteriumKglutamicumiKreconstructionKofKtheK
networkKcontrollingKpathwaysKinvolvedKinKlysineKandKglutamateKproductionYKJournalcofc
BiotechnologyWK2010WK`chWK`fbXga

3.7 28

224
setectionKofK`c_KclinicallyKrelevantKantibioticXresistanceKgenesKinKtheKplasmidKmetagenomeKofK
wastewaterKtreatmentKplantKbacteriaKshowingKreducedKsusceptibilityKtoKselectedKantibioticsYK
MicrobiologyckUnitedcKingdomlWK2009WK`ddWKab_eXab`h

2.9 330

223 rharacterizationKofKtheK–acxXtypeKtranscriptionalKrepressorKβbsβKcontrollingKriboseKtransportKinK
rorynebacteriumKglutamicumKpTrrK`b_baYKMicrobiologyckUnitedcKingdomlWK2009WK`ddWK`d_X`ec 2.9 34

222 tsvpβiKaKsoftwareKframeworkKforKtheKcomparativeKanalysisKofKprokaryoticKgenomesYKBMCc
BioinformaticsWK2009WK`_WK`dc 3.6 317

221 t——pKaXXaK—pvtXcompliantKsystemKforKtheKcollaborativeKanalysisKandKintegrationKofKmicroarrayK
dataYKBMCcBioinformaticsWK2009WK`_WKd_ 3.6 62

220 TheKtimeKcourseKofKtheKtranscriptomicKresponseKofKSinorhizobiumKmelilotiK`_a`KfollowingKaKshiftKtoK
acidicKpwYKBMCcMicrobiologyWK2009WKhWKbf 4.5 63

219 venomeKsequenceKofKsesulfobacteriumKautotrophicumKwβ—aWKaKmarineKsulfateKreducerKoxidizingK
organicKcarbonKcompletelyKtoKcarbonKdioxideYKEnvironmentalcMicrobiologyWK2009WK``WK`_bgXdd 5.2 89

218 pKportalKforKrhizobialKgenomesiKβhizovpTtKintegratesKaKSinorhizobiumKmelilotiKgenomeKannotationK
updateKwithKpostgenomeKdataYKJournalcofcBiotechnologyWK2009WK`c_WKcdXd_ 3.7 31

(2009-2011)
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217
TheKSequenceKpnalysisKandK—anagementKSystemKXXKSp—SXaY_iKdataKmanagementKandKsequenceK
analysisKadaptedKtoKchangingKrequirementsKfromKtraditionalKsangerKsequencingKtoKultrafastK
sequencingKtechnologiesYKJournalcofcBiotechnologyWK2009WK`c_WKbX`a

3.7 36

216
ähylogeneticKcharacterizationKofKaKbiogasKplantKmicrobialKcommunityKintegratingKcloneKlibraryK
`eSXrs pKsequencesKandKmetagenomeKsequenceKdataKobtainedKbyKcdcXpyrosequencingYKJournalcofc
BiotechnologyWK2009WK`caWKbgXch

3.7 209

215 veneticKmakeupKofKtheKrorynebacteriumKglutamicumK–expKregulonKdeducedKfromKcomparativeK
transcriptomicsKandKinKvitroKs pKbandKshiftKassaysYKMicrobiologyckUnitedcKingdomlWK2009WK`ddWK`cdhX`cff2.9 38

214 TheKmissingKlinkiKqordetellaKpetriiKisKendowedKwithKbothKtheKmetabolicKversatilityKofKenvironmentalK
bacteriaKandKvirulenceKtraitsKofKpathogenicKqordetellaeYKBMCcGenomicsWK2008WKhWKcch 4.5 65

213
TheKdualKtranscriptionalKregulatorKrysβKinKrorynebacteriumKglutamicumKpTrrK`b_baKcontrolsKaK
subsetKofKgenesKofKtheK—cbβKregulonKinKresponseKtoKtheKavailabilityKofKsulphideKacceptorKmoleculesYK
BMCcGenomicsWK2008WKhWKcgb

4.5 39

212 TheKgenomeKofKXanthomonasKcampestrisKpvYKcampestrisKq`__KandKitsKuseKforKtheKreconstructionKofK
metabolicKpathwaysKinvolvedKinKxanthanKbiosynthesisYKJournalcofcBiotechnologyWK2008WK`bcWKbbXcd 3.7 202

211 xdentificationKofKXanthomonasKcampestrisKpvYKcampestrisKgalactoseKutilizationKgenesKfromK
transcriptomeKdataYKJournalcofcBiotechnologyWK2008WK`bdWKb_hX`f 3.7 35

210
TheKvlxβKregulonKofKtheKaminoKacidKproducerKrorynebacteriumKglutamicumiKinKsilicoKandKinKvitroK
detectionKofKs pKbindingKsitesKofKaKglobalKtranscriptionKregulatorYKJournalcofcBiotechnologyWK2008WK
`bdWKbc_Xd_

3.7 84

209 pminoKacidKproductionKbyKrorynebacteriumKglutamicumKinKtheKlightKofKmodernKgenomeKresearchYK
JournalcofcBiotechnologyWK2008WK`beWKSafh 3.7

208 qacteriophageKagd`KisKaKprototypeKphageKforKdisseminationKofKtheKShigaKtoxinKvariantKgeneKacKinK
tscherichiaKcoliKO`dfiwfYKInfectioncandcImmunityWK2008WKfeWKdceeXff 3.7 46

207
TheK–acxZvalβKfamilyKtranscriptionalKregulatorKUriβKnegativelyKcontrolsKuridineKutilizationKofK
rorynebacteriumKglutamicumKbyKbindingKtoKcataboliteXresponsiveKelementKScreTXlikeKsequencesYK
MicrobiologyckUnitedcKingdomlWK2008WK`dcWK`_egX`_g`

2.9 28

206
TheKgenomeKsequenceKofKtheKtomatoXpathogenicKactinomyceteKrlavibacterKmichiganensisKsubspYK
michiganensisK rääqbgaKrevealsKaKlargeKislandKinvolvedKinKpathogenicityYKJournalcofcBacteriologyWK
2008WK`h_WKa`bgXch

3.5 130

205
wostKgenesKinvolvedKinKnodulationKpreferenceKinKcommonKbeanKSähaseolusKvulgarisTXrhizobiumKetliK
symbiosisKrevealedKbyKsuppressiveKsubtractiveKhybridizationYKMolecularcPlantpMicrobecInteractionsWK
2008WKa`WKcdhXeg

3.6 34

204 TheKlifestyleKofKrorynebacteriumKurealyticumKderivedKfromKitsKcompleteKgenomeKsequenceK
establishedKbyKpyrosequencingYKJournalcofcBiotechnologyWK2008WK`beWK``Xa` 3.7 73

203
UltrafastKpyrosequencingKofKrorynebacteriumKkroppenstedtiiKsS—ccbgdKrevealedKinsightsKintoKtheK
physiologyKofKaKlipophilicKcorynebacteriumKthatKlacksKmycolicKacidsYKJournalcofcBiotechnologyWK2008WK
`beWKaaXb_

3.7 63

202 veneticKdiversityKandKcompositionKofKaKplasmidKmetagenomeKfromKaKwastewaterKtreatmentKplantYK
JournalcofcBiotechnologyWK2008WK`beWKedXfe 3.7 74

201
xnsightKintoKtheKplasmidKmetagenomeKofKwastewaterKtreatmentKplantKbacteriaKshowingKreducedK
susceptibilityKtoKantimicrobialKdrugsKanalysedKbyKtheKcdcXpyrosequencingKtechnologyYKJournalcofc
BiotechnologyWK2008WK`beWKdcXec

3.7 69

200
romparativeKgenomicKhybridisationKandKultrafastKpyrosequencingKrevealedKremarkableKdifferencesK
betweenKtheKSinorhizobiumKmelilotiKgenomesKofKtheKmodelKstrainKβm`_a`KandKtheKfieldKisolateK
S—``YKJournalcofcBiotechnologyWK2008WK`beWKb`Xf

3.7 17

Alfred Pˆ…hler
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199 TheKmetagenomeKofKaKbiogasXproducingKmicrobialKcommunityKofKaKproductionXscaleKbiogasKplantK
fermenterKanalysedKbyKtheKcdcXpyrosequencingKtechnologyYKJournalcofcBiotechnologyWK2008WK`beWKffXh_ 3.7 280

198 TaxonomicKcompositionKandKgeneKcontentKofKaKmethaneXproducingKmicrobialKcommunityKisolatedK
fromKaKbiogasKreactorYKJournalcofcBiotechnologyWK2008WK`beWKh`X`_` 3.7 177

197
TripleKtranscriptionalKcontrolKofKtheKresuscitationKpromotingKfactorKaKSrpfaTKgeneKofK
rorynebacteriumKglutamicumKbyKtheKregulatorsKofKacetateKmetabolismKβampKandKβamqKandKtheK
cp—äXdependentKregulatorKvlxβYKFEMScMicrobiologycLettersWK2008WKag`WK`h_Xf

2.9 58

196
ärevalenceKofKpSmeS—``aXlikeKplasmidsKinKindigenousKSinorhizobiumKmelilotiKstrainsKisolatedKinKtheK
courseKofKaKfieldKreleaseKexperimentKwithKgeneticallyKmodifiedKSYKmelilotiKstrainsYKFEMScMicrobiologyc
EcologyWK2008WKebWK``gXb`

4.3 19

195 sevelopmentKofKbioinformaticKtoolsKtoKsupportKtSTXsequencingWKinKsilicoXKandKmicroarrayXbasedK
transcriptomeKprofilingKinKmycorrhizalKsymbiosesYKPhytochemistryWK2007WKegWK`hXba 4 44

194
TheKseoβXtypeKtranscriptionalKregulatorKSugβKactsKasKaKrepressorKforKgenesKencodingKtheK
phosphoenolpyruvateisugarKphosphotransferaseKsystemKSäTSTKinKrorynebacteriumKglutamicumYK
BMCcMolecularcBiologyWK2007WKgWK`_c

4.5 79

193 pKcomprehensiveKproteomeKmapKofKtheKlipidXrequiringKnosocomialKpathogenKrorynebacteriumK
jeikeiumKzc``YKProteomicsWK2007WKfWK`_feXhe 4.8 24

192 rompleteKgenomeKsequenceKofKtheKmyxobacteriumKSorangiumKcellulosumYKNaturecBiotechnologyWK
2007WKadWK`ag`Xh 44.5 307

191
SequenceKanalysisKofKtheK`g`XkbKaccessoryKplasmidKpSmeS—``bWKisolatedKfromKaKdominantK
SinorhizobiumKmelilotiKstrainKidentifiedKduringKaKlongXtermKfieldKreleaseKexperimentYKFEMSc
MicrobiologycLettersWK2007WKaf`WKahfXb_h

2.9 25

190
venomicsKofKxncäX`KantibioticKresistanceKplasmidsKisolatedKfromKwastewaterKtreatmentKplantsK
providesKevidenceKforKaKwidelyKaccessibleKdrugKresistanceKgeneKpoolYKFEMScMicrobiologycReviewsWK
2007WKb`WKcchXff

15.1 274

189 rorynerenterKXKanKonlineKresourceKforKtheKintegratedKanalysisKofKcorynebacterialKgenomeKandK
transcriptomeKdataYKBMCcSystemscBiologyWK2007WK`WKdd 3.5 10

188
TheKxclβXtypeKtranscriptionalKrepressorK–tbβKregulatesKtheKexpressionKofKleucineKandKtryptophanK
biosynthesisKgenesKinKtheKaminoKacidKproducerKrorynebacteriumKglutamicumYKJournalcofc
BacteriologyWK2007WK`ghWKafa_Xbb

3.5 44

187  ovelKmacrolideKresistanceKmoduleKcarriedKbyKtheKxncäX`betaKresistanceKplasmidKpβSq```WKisolatedK
fromKaKwastewaterKtreatmentKplantYKAntimicrobialcAgentscandcChemotherapyWK2007WKd`WKefbXg 5.9 30

186
xncäX`XbetaKplasmidKpv q`KisolatedKfromKaKbacterialKcommunityKfromKaKwastewaterKtreatmentK
plantKmediatesKdecolorizationKofKtriphenylmethaneKdyesYKAppliedcandcEnvironmentalcMicrobiologyWK
2007WKfbWKebcdXd_

4.8 23

185
TheKextracytoplasmicKfunctionXtypeKsigmaKfactorKSig—KofKrorynebacteriumKglutamicumKpTrrK
`b_baKisKinvolvedKinKtranscriptionKofKdisulfideKstressXrelatedKgenesYKJournalcofcBacteriologyWK2007WK
`ghWKceheXf_f

3.5 58

184 vxS—OXXgeneKidentificationKusingKaKsupportKvectorKmachineKforKOβuKclassificationYKNucleiccAcidsc
ResearchWK2007WKbdWKdc_Xh 20.1 40

183
βandomKmutagenesisKinKrorynebacteriumKglutamicumKpTrrK`b_baKusingKanKxSe`__XbasedK
transposonKvectorKidentifiedKtheKlastKunknownKgeneKinKtheKhistidineKbiosynthesisKpathwayYKBMCc
GenomicsWK2006WKfWKa_d

4.5 29

182 TheKstxβKproteinKactingKasKdualKtranscriptionalKregulatorKdirectsKaKglobalKregulatoryKnetworkK
involvedKinKironKmetabolismKofKrorynebacteriumKglutamicumYKBMCcGenomicsWK2006WKfWKa` 4.5 98

(2006-2008)

13



181
TheKsurfaceKSSTXlayerKgeneKcspqKofKrorynebacteriumKglutamicumKisKtranscriptionallyKactivatedKbyKaK
–uxβXtypeKregulatorKandKlocatedKonKaKeKkbKgenomicKislandKabsentKfromKtheKtypeKstrainKpTrrK`b_baYK
MicrobiologyckUnitedcKingdomlWK2006WK`daWKhabXhbd

2.9 43

180 uindingKnovelKgenesKinKbacterialKcommunitiesKisolatedKfromKtheKenvironmentYKBioinformaticsWK2006WK
aaWKeag`Xh 7.2 61

179 WholeXgenomeKsequenceKofK–isteriaKwelshimeriKrevealsKcommonKstepsKinKgenomeKreductionKwithK
–isteriaKinnocuaKasKcomparedKtoK–isteriaKmonocytogenesYKJournalcofcBacteriologyWK2006WK`ggWKfc_dX`d 3.5 77

178
—obilizableKxncüXrelatedKplasmidKcarryingKaKnewKquinoloneKresistanceKgeneWKqnrSaWKisolatedKfromK
theKbacterialKcommunityKofKaKwastewaterKtreatmentKplantYKAntimicrobialcAgentscandcChemotherapyWK
2006WKd_WKb_fdXg_

5.9 83

177 TheKclcKelementKofKäseudomonasKspYKstrainKq`bWKaKgenomicKislandKwithKvariousKcatabolicKpropertiesYK
JournalcofcBacteriologyWK2006WK`ggWK`hhhXa_`b 3.5 112

176
UnderKtheKinfluenceKofKtheKactiveKdeodorantKingredientKcXhydroxyXbXmethoxybenzylKalcoholWKtheK
skinKbacteriumKrorynebacteriumKjeikeiumKmoderatelyKrespondsKwithKdifferentialKgeneKexpressionYK
JournalcofcBiotechnologyWK2006WK`afWKa`Xbb

3.7 20

175
TheKcytosolicWKcellKsurfaceKandKextracellularKproteomesKofKtheKbiotechnologicallyKimportantKsoilK
bacteriumKrorynebacteriumKefficiensKYSXb`cKinKcomparisonKtoKthoseKofKrorynebacteriumK
glutamicumKpTrrK`b_baYKProteomicsWK2006WKeWKabbXd_

4.8 49

174 —appingKandKcomprehensiveKanalysisKofKtheKextracellularKandKcellKsurfaceKproteomeKofKtheKhumanK
pathogenKrorynebacteriumKdiphtheriaeYKProteomicsWK2006WKeWKacedXfe 4.8 41

173
TheKrorynebacteriumKglutamicumKgeneKpmtKencodingKaKglycosyltransferaseKrelatedKtoKeukaryoticK
proteinXOXmannosyltransferasesKisKessentialKforKglycosylationKofKtheKresuscitationKpromotingKfactorK
SβpfaTKandKotherKsecretedKproteinsYKFEMScMicrobiologycLettersWK2006WKadhWKaaeXbb

2.9 43

172 venomeKsequenceKofKtheKubiquitousKhydrocarbonXdegradingKmarineKbacteriumKplcanivoraxK
borkumensisYKNaturecBiotechnologyWK2006WKacWKhhfX`__c 44.5 350

171 rompleteKgenomeKofKtheKmutualisticWK aXfixingKgrassKendophyteKpzoarcusKspYKstrainKqwfaYKNaturec
BiotechnologyWK2006WKacWK`bgdXh` 44.5 199

170 s pKmicroarrayKanalysisKofKtheKnitrogenKstarvationKresponseKofKrorynebacteriumKglutamicumYK
JournalcofcBiotechnologyWK2005WK``hWKbdfXef 3.7 41

169 pdaptationKofKrorynebacteriumKglutamicumKtoKammoniumKlimitationiKaKglobalKanalysisKusingK
transcriptomeKandKproteomeKtechniquesYKAppliedcandcEnvironmentalcMicrobiologyWK2005WKf`WKabh`Xc_a 4.8 61

168 βoleKofKtheKregulatoryKgeneKrirpKinKtheKtranscriptionalKresponseKofKSinorhizobiumKmelilotiKtoKironK
limitationYKAppliedcandcEnvironmentalcMicrobiologyWK2005WKf`WKdhehXga 4.8 70

167
xnsightsKintoKgenomeKplasticityKandKpathogenicityKofKtheKplantKpathogenicKbacteriumKXanthomonasK
campestrisKpvYKvesicatoriaKrevealedKbyKtheKcompleteKgenomeKsequenceYKJournalcofcBacteriologyWK
2005WK`gfWKfadcXee

3.5 286

166
rharacterizationKofKtheKXanthomonasKcampestrisKpvYKcampestrisKlipopolysaccharideKsubstructuresK
essentialKforKelicitationKofKanKoxidativeKburstKinKtobaccoKcellsYKMolecularcPlantpMicrobecInteractionsWK
2005WK`gWKefcXg`

3.6 48

165 rombinedKtranscriptomeKprofilingKrevealsKaKnovelKfamilyKofKarbuscularKmycorrhizalXspecificK
—edicagoKtruncatulaKlectinKgenesYKMolecularcPlantpMicrobecInteractionsWK2005WK`gWKff`Xga 3.6 60

164
TheK—cbβKrepressorKmodulatedKbyKtheKeffectorKsubstanceKSXadenosylhomocysteineKcontrolsK
directlyKtheKtranscriptionKofKaKregulonKinvolvedKinKsulphurKmetabolismKofKrorynebacteriumK
glutamicumKpTrrK`b_baYKMolecularcMicrobiologyWK2005WKdeWKgf`Xgf

4.1 86
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163 TheKtranscriptionalKregulatorKSsuβKactivatesKexpressionKofKtheKrorynebacteriumKglutamicumK
sulphonateKutilizationKgenesKinKtheKabsenceKofKsulphateYKMolecularcMicrobiologyWK2005WKdgWKcg_Xhc 4.1 27

162
SequenceKofKtheKegWgehKbpKxncäX`alphaKplasmidKpTq``KfromKaKwasteXwaterKtreatmentKplantKrevealsK
aKhighlyKconservedKbackboneWKaKTnc_aXlikeKintegronKandKotherKtransposableKelementsYKPlasmidWK
2005WKdbWKa`gXbg

3.3 88

161
älasmidKpqgKisKcloselyKrelatedKtoKtheKprototypeKxncäX`betaKplasmidKβfd`KbutKtransfersKpoorlyKtoK
tscherichiaKcoliKandKcarriesKaKnewKtransposonKencodingKaKsmallKmultidrugKresistanceKeffluxKproteinYK
PlasmidWK2005WKdcWK`bdXcg

3.3 53

160 uunctionalKgenomicsKandKexpressionKanalysisKofKtheKrorynebacteriumKglutamicumKfpraXcysxXws YZK
geneKclusterKinvolvedKinKassimilatoryKsulphateKreductionYKBMCcGenomicsWK2005WKeWK`a` 4.5 49

159
TheKindividualKandKcommonKrepertoireKofKs pXbindingKtranscriptionalKregulatorsKofK
rorynebacteriumKglutamicumWKrorynebacteriumKefficiensWKrorynebacteriumKdiphtheriaeKandK
rorynebacteriumKjeikeiumKdeducedKfromKtheKcompleteKgenomeKsequencesYKBMCcGenomicsWK2005WKeWKge

4.5 98

158 tSTKsequencingKandKtimeKcourseKmicroarrayKhybridizationsKidentifyKmoreKthanKf__K—edicagoK
truncatulaKgenesKwithKdevelopmentalKexpressionKregulationKinKflowersKandKpodsYKPlantaWK2005WKaaaWKaehXgb4.7 34

157
TheKpromoterKofKtheKleghaemoglobinKgeneKVf–bahiKfunctionalKanalysisKandKidentificationKofK
modulesKnecessaryKforKitsKactivationKinKtheKinfectedKcellsKofKrootKnodulesKandKinKtheK
arbusculeXcontainingKcellsKofKmycorrhizalKrootsYKJournalcofcExperimentalcBotanyWK2005WKdeWKfhhXg_e

7 57

156
βationalKdesignKofKaKrorynebacteriumKglutamicumKpantothenateKproductionKstrainKandKitsK
characterizationKbyKmetabolicKfluxKanalysisKandKgenomeXwideKtranscriptionalKprofilingYKAppliedcandc
EnvironmentalcMicrobiologyWK2005WKf`WKbaddXeg

4.8 85

155
rompleteKgenomeKsequenceKandKanalysisKofKtheKmultiresistantKnosocomialKpathogenK
rorynebacteriumKjeikeiumKzc``WKaKlipidXrequiringKbacteriumKofKtheKhumanKskinKfloraYKJournalcofc
BacteriologyWK2005WK`gfWKcef`Xga

3.5 168

154
OverlapsKinKtheKtranscriptionalKprofilesKofK—edicagoKtruncatulaKrootsKinoculatedKwithKtwoKdifferentK
vlomusKfungiKprovideKinsightsKintoKtheKgeneticKprogramKactivatedKduringKarbuscularKmycorrhizaYK
PlantcPhysiologyWK2005WK`bfWK`agbXb_`

6.6 289

153 qprrardxXXaKtoolKforKtheKvalidationKofKgenomicKassembliesWKassistingKgenomeKfinishingKandK
intergenomeKcomparisonYKBioinformaticsWK2005WKa`WKgdbXh 7.2 32

152 vlobalKchangesKinKgeneKexpressionKinKSinorhizobiumKmelilotiK`_a`KunderKmicrooxicKandKsymbioticK
conditionsYKMolecularcPlantpMicrobecInteractionsWK2004WK`fWKahaXb_b 3.6 204

151
pntibioticKmultiresistanceKplasmidKpβSq`_`KisolatedKfromKaKwastewaterKtreatmentKplantKisKrelatedK
toKplasmidsKresidingKinKphytopathogenicKbacteriaKandKcarriesKeightKdifferentKresistanceK
determinantsKincludingKaKmultidrugKtransportKsystemYKMicrobiologyckUnitedcKingdomlWK2004WK`d_WKbe`bXbeb_

2.9 120

150 TheKSinorhizobiumKmelilotiKfurKgeneKregulatesWKwithKdependenceKonK—nSxxTWKtranscriptionKofKtheK
sitpqrsKoperonWKencodingKaKmetalXtypeKtransporterYKJournalcofcBacteriologyWK2004WK`geWKbe_hXa_ 3.5 68

149
txpressionKprofilingKinK—edicagoKtruncatulaKidentifiesKmoreKthanKfd_KgenesKdifferentiallyKexpressedK
duringKnodulationWKincludingKmanyKpotentialKregulatorsKofKtheKsymbioticKprogramYKPlantcPhysiologyWK
2004WK`beWKb`dhXfe

6.6 236

148 WhatKcanKbacterialKgenomeKresearchKteachKusKaboutKbacteriaXplantKinteractionsnYKCurrentcOpinioncinc
PlantcBiologyWK2004WKfWK`bfXcf 9.9 55

147
romparativeKgenomicsKidentifiedKtwoKconservedKs pKmodulesKinKaKcorynebacterialKplasmidKfamilyK
presentKinKclinicalKisolatesKofKtheKopportunisticKhumanKpathogenKrorynebacteriumKjeikeiumYKPlasmid
WK2004WKdaWK`_aX`g

3.3 23

146
TheKglycosylatedKcellKsurfaceKproteinKβpfaWKcontainingKaKresuscitationXpromotingKfactorKmotifWKisK
involvedKinKintercellularKcommunicationKofKrorynebacteriumKglutamicumYKArchivescofcMicrobiologyWK
2004WK`gaWKahhXb`a

3 59

(2004-2005)

15



145
sifferentKmolecularKrearrangementsKinKtheKintegronKofKtheKxncäX`KbetaKresistanceKplasmidKpq`_K
isolatedKfromKaKwastewaterKtreatmentKplantKresultKinKelevatedKbetaXlactamKresistanceKlevelsYK
ArchivescofcMicrobiologyWK2004WK`gaWKcahXbd

3 14

144 romparingKexpressionKlevelXdependentKfeaturesKinKcodonKusageKwithKproteinKabundanceiKanK
analysisKofKRpredictiveKproteomicsRYKProteomicsWK2004WKcWKceXdg 4.8 15

143 romparisonKofKaKprototypeKmagnetoresistiveKbiosensorKtoKstandardKfluorescentKs pKdetectionYK
BiosensorscandcBioelectronicsWK2004WK`hWK``chXde 11.8 209

142
TranscriptomeKprofilingKinKrootKnodulesKandKarbuscularKmycorrhizaKidentifiesKaKcollectionKofKnovelK
genesKinducedKduringK—edicagoKtruncatulaKrootKendosymbiosesYKMolecularcPlantpMicrobec
InteractionsWK2004WK`fWK`_ebXff

3.6 142

141 ronstructionKandKvalidationKofKcs pXbasedK—tekXβxTKmacroXKandKmicroarraysKtoKexploreKrootK
endosymbiosesKinKtheKmodelKlegumeK—edicagoKtruncatulaYKJournalcofcBiotechnologyWK2004WK`_gWKhdX``b 3.7 98

140 rlassificationKofKhyperXvariableKrorynebacteriumKglutamicumKsurfaceXlayerKproteinsKbyKsequenceK
analysesKandKatomicKforceKmicroscopyYKJournalcofcBiotechnologyWK2004WK``aWK`ffXhb 3.7 33

139 SingleKmoleculeKforceKspectroscopyKonKligandXs pKcomplexesiKfromKmolecularKbindingKmechanismsK
toKbiosensorKapplicationsYKJournalcofcBiotechnologyWK2004WK``aWKdX`a 3.7 28

138 sevelopmentKofKjointKapplicationKstrategiesKforKtwoKmicrobialKgeneKfindersYKBioinformaticsWK2004WK
a_WK`eaaXb` 7.2 71

137
TheKpromoterKofKtheKViciaKfabaK–YKleghemoglobinKgeneKVf–bahKisKspecificallyKactivatedKinKtheK
infectedKcellsKofKrootKnodulesKandKinKtheKarbusculeXcontainingKcellsKofKmycorrhizalKrootsKfromK
differentKlegumeKandKnonlegumeKplantsYKMolecularcPlantpMicrobecInteractionsWK2004WK`fWKeaXh

3.6 109

136
TheK—edicagoKtruncatulaKsucroseKsynthaseKgeneK—tSucS`KisKactivatedKbothKinKtheKinfectedKregionKofK
rootKnodulesKandKinKtheKcortexKofKrootsKcolonizedKbyKarbuscularKmycorrhizalKfungiYKMolecularc
PlantpMicrobecInteractionsWK2003WK`eWKh_bX`d

3.6 95

135
xdentificationKandKfunctionalKanalysisKofKsixKmycolyltransferaseKgenesKofKrorynebacteriumK
glutamicumKpTrrK`b_baiKtheKgenesKcop`WKcmt`WKandKcmtaKcanKreplaceKeachKotherKinKtheKsynthesisKofK
trehaloseKdicorynomycolateWKaKcomponentKofKtheKmycolicKacidKlayerKofKtheKcellKenvelopeYKArchivescofc
MicrobiologyWK2003WK`g_WKbbXcc

3 53

134 OccurrenceKofKintegronXassociatedKresistanceKgeneKcassettesKlocatedKonKantibioticKresistanceK
plasmidsKisolatedKfromKaKwastewaterKtreatmentKplantYKFEMScMicrobiologycEcologyWK2003WKcdWKabhXda 4.3 157

133 venomicsKinsightsKintoKsymbioticKnitrogenKfixationYKCurrentcOpinioncincBiotechnologyWK2003WK`cWKa__Xd 11.4 38

132
TheKputativeKtranscriptionalKrepressorK—cbβWKmemberKofKtheKTetβXfamilyWKisKinvolvedKinKtheK
regulationKofKtheKmetabolicKnetworkKdirectingKtheKsynthesisKofKsulfurKcontainingKaminoKacidsKinK
rorynebacteriumKglutamicumYKJournalcofcBiotechnologyWK2003WK`_bWKd`Xed

3.7 81

131 TheKcompleteKrorynebacteriumKglutamicumKpTrrK`b_baKgenomeKsequenceKandKitsKimpactKonKtheK
productionKofK–XaspartateXderivedKaminoKacidsKandKvitaminsYKJournalcofcBiotechnologyWK2003WK`_cWKdXad 3.7 750

130
xdentificationKandKcharacterizationKofKtheKlastKtwoKunknownKgenesWKdaprKandKdapuWKinKtheK
succinylaseKbranchKofKtheK–XlysineKbiosynthesisKofKrorynebacteriumKglutamicumYKJournalcofc
BiotechnologyWK2003WK`_cWK`hhXa``

3.7 36

129 älasmidsKinKrorynebacteriumKglutamicumKandKtheirKmolecularKclassificationKbyKcomparativeK
genomicsYKJournalcofcBiotechnologyWK2003WK`_cWKafXc_ 3.7 43

128 venomeXwideKanalysisKofKtheK–XmethionineKbiosyntheticKpathwayKinKrorynebacteriumKglutamicumK
byKtargetedKgeneKdeletionKandKhomologousKcomplementationYKJournalcofcBiotechnologyWK2003WK`_cWKa`bXag3.7 76
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127 venomeXbasedKanalysisKofKbiosyntheticKaminotransferaseKgenesKofKrorynebacteriumKglutamicumYK
JournalcofcBiotechnologyWK2003WK`_cWKaahXc_ 3.7 32

126 vensqXXanKopenKsourceKgenomeKannotationKsystemKforKprokaryoteKgenomesYKNucleiccAcidscResearch
WK2003WKb`WKa`gfXhd 20.1 587

125 venomeKsequenceKcompletedKofKplcanivoraxKborkumensisWKaKhydrocarbonXdegradingKbacteriumK
thatKplaysKaKglobalKroleKinKoilKremovalKfromKmarineKsystemsYKJournalcofcBiotechnologyWK2003WK`_eWKa`dXa_ 3.7 107

124 ronstructionKandKvalidationKofKaKSinorhizobiumKmelilotiKwholeKgenomeKs pKmicroarrayiK
genomeXwideKprofilingKofKosmoadaptiveKgeneKexpressionYKJournalcofcBiotechnologyWK2003WK`_eWKaddXeg 3.7 98

123
sevelopmentKofKaKrorynebacteriumKglutamicumKs pKmicroarrayKandKvalidationKbyKgenomeXwideK
expressionKprofilingKduringKgrowthKwithKpropionateKasKcarbonKsourceYKJournalcofcBiotechnologyWK
2003WK`_eWKaehXge

3.7 79

122 quildingKaKqβxsvtKforKtheKintegrationKofKheterogeneousKdataKfromKfunctionalKgenomicsKintoKaK
platformKforKsystemsKbiologyYKJournalcofcBiotechnologyWK2003WK`_eWK`dfXef 3.7 22

121 WholeKgenomeKshotgunKsequencingKguidedKbyKbioinformaticsKpipelinesXXanKoptimizedKapproachKforK
anKestablishedKtechniqueYKJournalcofcBiotechnologyWK2003WK`_eWK`a`Xbb 3.7 25

120 qioinformaticsKsupportKforKhighXthroughputKproteomicsYKJournalcofcBiotechnologyWK2003WK`_eWK`cfXde 3.7 29

119 t——piKaKplatformKforKconsistentKstorageKandKefficientKanalysisKofKmicroarrayKdataYKJournalcofc
BiotechnologyWK2003WK`_eWK`bdXce 3.7 99

118
TheKafYgXkbKβXplasmidKpTtTbKfromKrorynebacteriumKglutamicumKencodesKtheKaminoglycosideK
adenyltransferaseKgeneKcassetteKaadphKandKtheKregulatedKtetracyclineKeffluxKsystemKTetKbbKflankedK
byKactiveKcopiesKofKtheKwidespreadKinsertionKsequenceKxSe`__YKPlasmidWK2002WKcgWK``fXah

3.3 108

117 tfficientKelectrotransformationKofKcorynebacteriumKdiphtheriaeKwithKaKminiXrepliconKderivedKfromK
theKrorynebacteriumKglutamicumKplasmidKpvp`YKCurrentcMicrobiologyWK2002WKcdWKbeaXf 2.4 212

116 xdentificationKofKtwoKprpsqrKgeneKclustersKinKrorynebacteriumKglutamicumKandKtheirKinvolvementK
inKpropionateKdegradationKviaKtheKaXmethylcitrateKcycleYKJournalcofcBacteriologyWK2002WK`gcWKafagXbh 3.5 107

115 StrategyKtoKsequenceKtheKgenomeKofKrorynebacteriumKglutamicumKpTrrK`b_baiKuseKofKaKcosmidK
andKaKbacterialKartificialKchromosomeKlibraryYKJournalcofcBiotechnologyWK2002WKhdWKadXbg 3.7 67

114 TheKalanineKracemaseKgeneKalrKisKanKalternativeKtoKantibioticKresistanceKgenesKinKcloningKsystemsKforK
industrialKrorynebacteriumKglutamicumKstrainsYKJournalcofcBiotechnologyWK2002WKhhWKfhXh` 3.7 34

113 rharacterizationKofK VfbaiKaKnarboninXlikeKnodulinKofKhighKabundanceKinKViciaKfabaK–YKPlantcScienceWK
2002WK`eaWKc_`Xc`` 5.3 2

112 pKrorynebacteriumKälasmidKromposedKofKtlementsKfromKThroughoutKtheKtubacteriaKzingdomK
2002WKahXbe 2

111
TheKcompleteKnucleotideKsequenceKandKenvironmentalKdistributionKofKtheKcrypticWKconjugativeWK
broadXhostXrangeKplasmidKpxäOaKisolatedKfromKbacteriaKofKtheKwheatKrhizosphereYKMicrobiologyc
kUnitedcKingdomlWK2002WK`cgWK`ebfX`edb

2.9 71

110 βegulationKofKsuccinoglycanKandKgalactoglucanKbiosynthesisKinKSinorhizobiumKmelilotiYKJournalcofc
MolecularcMicrobiologycandcBiotechnologyWK2002WKcWK`gfXh_ 0.9 24

(2002-2003)

17



109 TheKlipopolysaccharidesKofKtheKphytopathogenKXanthomonasKcampestrisKpvYKcampestrisKinduceKanK
oxidativeKburstKreactionKinKcellKculturesKofK icotianaKtabacumYKPlantaWK2001WKa`bWKa`cXaa 4.7 105

108 SuppressionKofKanKelicitorXinducedKoxidativeKburstKreactionKinK—edicagoKsativaKcellKculturesKbyK
SinorhizobiumKmelilotiKlipopolysaccharidesYKNewcPhytologistWK2001WK`d`WKdhfXe_e 9.8 61

107 äroteomeKanalysisKofKrorynebacteriumKglutamicumYKElectrophoresisWK2001WKaaWK`f`aXab 3.6 94

106 TheKnodulinKvft Os`gKisKanKpTäXbindingKproteinKinKinfectedKcellsKofKViciaKfabaK–YKnodulesYKPlantc
MolecularcBiologyWK2001WKcfWKfchXdh 4.6 15

105 pKrorynebacteriumKglutamicumKmutantKwithKaKdefinedKdeletionKwithinKtheKrplzKgeneKisKimpairedKinK
SpTppvppKaccumulationKuponKaminoKacidKstarvationYKMicrobiologyckUnitedcKingdomlWK2001WK`cfWKeh`Xf__ 2.9 31

104 pnalysisKofKtheKchromosomeKsequenceKofKtheKlegumeKsymbiontKSinorhizobiumKmelilotiKstrainK`_a`YK
ProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaWK2001WKhgWKhgffXga 11.5 279

103
TheKgeneticKorganizationKandKevolutionKofKtheKbroadKhostKrangeKmercuryKresistanceKplasmidKpSq`_aK
isolatedKfromKaKmicrobialKpopulationKresidingKinKtheKrhizosphereKofKalfalfaYKNucleiccAcidscResearchWK
2001WKahWKd`ehXg`

20.1 89

102 TheKcompositeKgenomeKofKtheKlegumeKsymbiontKSinorhizobiumKmelilotiYKScienceWK2001WKahbWKeegXfa 33.3 984

101
TheKcompleteKsequenceKofKtheK`WegbXkbKpSymqKmegaplasmidKfromKtheK aXfixingKendosymbiontK
SinorhizobiumKmelilotiYKProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofc
AmericaWK2001WKhgWKhgghXhc

11.5 263

100 TetZWKaKnewKtetracyclineKresistanceKdeterminantKdiscoveredKinKgramXpositiveKbacteriaWKshowsKhighK
homologyKtoKgramXnegativeKregulatedKeffluxKsystemsYKPlasmidWK2000WKccWKagdXh` 3.3 58

99 ähenotypicKandKmolecularKcharacterizationKofKconjugativeKantibioticKresistanceKplasmidsKisolatedK
fromKbacterialKcommunitiesKofKactivatedKsludgeYKMolecularcGeneticscandcGenomicsWK2000WKaebWKcf`Xga 105

98
TheKexbsaKgeneKasKwellKasKtheKironXuptakeKgenesKtonqWKexbqKandKexbs`KofKXanthomonasK
campestrisKpvYKcampestrisKareKessentialKforKtheKinductionKofKaKhypersensitiveKresponseKonKpepperK
SrapsicumKannuumTYKMicrobiologyckUnitedcKingdomlWK2000WK`ceKSKätKdTWK`_dbX`_e_

2.9 34

97 venomicKorganizationKandKexpressionKpropertiesKofKtheKVft OsdKgeneKfromKbroadKbeanKSViciaKfabaK
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