9

papers

12

all docs

1163117

1,274 8
citations h-index
12 12
docs citations times ranked

1474206

g-index

3031

citing authors



ARTICLE IF CITATIONS

Recurrent inversion polymorphisms in humans associate with genetic instability and genomic
disorders. Cell, 2022, 185, 1986-2005.e26.

Haplotype-resolved diverse human genomes and integrated analysis of structural variation. Science,
2021,372,. 12.6 358

Subclone Eradication Analysis Identifies Targets for Enhanced Cancer Therapy and Reveals L1
Retrotransposition as a Dynamic Source of Cancer Heterogeneity. Cancer Research, 2021, 81, 4901-4909.

&lt;i&gt; CDKN2ARIL; [i&gt; deletion is a frequent event associated with poor outcome in patients with

peripheral T-cell lymphoma not otherwise specified (PTCL-NOS). Haematologica, 2021, 106, 2918-2926. 3.5 18

Aberrant integration of Hepatitis B virus DNA promotes major restructuring of human hepatocellular
carcinoma genome architecture. Nature Communications, 2021, 12, 6910.

Pan-cancer analysis of whole genomes identifies driver rearrangements promoted by LINE-1

retrotransposition. Nature Genetics, 2020, 52, 306-319. 214 275

Genomic landscape and chronological reconstruction of driver events in multiple myeloma. Nature
Communications, 2019, 10, 3835.

Characterizing Mutational Signatures in Human Cancer Cell Lines Reveals Episodic APOBEC

Mutagenesis. Cell, 2019, 176, 1282-1294.20. 289 298

ChimPipe: accurate detection of fusion genes and transcription-induced chimeras from RNA-seq data.

BMC Genomics, 2017, 18, 7.




