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MAPK-directed activation of the whitefly transcription factor <i>CREB</i> leads to P450-mediated
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Progress and Prospects of CRISPR/Cas Systems in Insects and Other Arthropods. Frontiers in 0.8 126
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Down-regulation of a novel ABC transporter gene (Pxwhite) is associated with CrylAc resistance in
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Midgut transcriptome response to a Cry toxin in the diamondback moth, Plutella xylostella
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CRISPR/Cas9-mediated knockout of both the PXABCC2 and PxABCC3 genes confers high-level resistance
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Biochemistry and Molecular Biology, 2019, 107, 31-38.

MAPK-dependent hormonal signaling plasticity contributes to overcoming Bacillus thuringiensis
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The novel ABC transporter ABCH1 is a potential target for RNAi-based insect pest control and
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Tissue-Specific Transcriptome Profiling of <i>Plutella Xylostella</i> Third Instar Larval Midgut.
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Insect Transcription Factors: A Landscape of Their Structures and Biological Functions in Drosophila
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The regulation landscape of MAPK signaling cascade for thwarting Bacillus thuringiensis infection in

an insect host. PLoS Pathogens, 2021, 17, ¢1009917. 47 87
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Reduced expression of the Pa€glycoprotein gene <i>PxABCB1</i> is linked to resistance to <i>Bacillus
thuringiensis</i> CrylAc toxin in <i>Plutella xylostella</i> (L.). Pest Management Science, 2020, 76, 3.4 35
712-720.

The mld%ut cadherin- |lhe gene is not associated with resistance to Bacillus thuringiensis toxin CrylAc
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Epitranscriptomic regulation of insecticide resistance. Science Advances, 2021, 7, . 10.3 34

Lack of fitness costs and inheritance of resistance to <i>Bacillus thuringiensis</i> CrylAc toxin in a

near-isogenic strain of <i>Plutella xylostella</i> (Lepidoptera: Plutellidae). Pest Management Science,
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Proteomics-based identification of midgut proteins correlated with CrylAc resistance in Plutella

xylostella (L.). Pesticide Biochemistry and Physiology, 2016, 132, 108-117. 3.6 27
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A versatile contribution of both aminopeptidases N and ABC transporters to Bt CrylAc toxicity in the
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Effects of Heat Shock on the Bradysia odoriphaga (Diptera: Sciaridae). Journal of Economic
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Annual analysis of fielda€evolved insecticide resistance in <scp> <i>Bemisia tabaci«/i> <[scp> across
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MAPK-mediated transcription factor GATAd contributes to CrylAc resistance in diamondback moth by a5 23
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Transcriptome profiling and functional analysis suggest that the constitutive overexpression of four
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Frequencies and mechanisms of pesticide resistance in <i>Tetranychus urticae</i> field populations in
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Analysis of the antennal transcriptome and odorant-binding protein expression profiles of the
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Tissue-specific Proteogenomic Analysis of Plutella xylostella Larval Midgut Using a Multialgorithm
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Reduced Expression of a Novel Midgut Trypsin Gene Involved in Protoxin Activation Correlates with
CrylAc Resistance in a Laboratory-Selected Strain of Plutella xylostella (L.). Toxins, 2020, 12, 76.

Comprehensive analysis of CrylAc protoxin activation mediated by midgut proteases in susceptible and

resistant Plutella xylostella (L.). Pesticide Biochemistry and Physiology, 2020, 163, 23-30. 3.6 17

MAPK-Activated Transcription Factor PxJun Suppresses <i>PXxABCB1<[i> Expression and Confers
Resistance to <i>Bacillus thuringiensis</i> CrylAc Toxin in <i>Plutella xylostella</i> (L.). Applied and
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Genome-Wide Characterization and Expression Profiling of Sugar Transporter Family in the Whitefly,
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Expression of cadherin, aminopeptidase N and alkaline phosphatase genes in CrylAca€susceptible and
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Fused: a promising molecular target for an RNAi-based strategy to manage Bt resistance in Plutella a7 14
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Genome-Wide Analysis of Carboxylesterases (COEs) in the Whitefly, Bemisia tabaci (Gennadius).
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Genome-wide Identification and Expression Analysis of Amino Acid Transporters in the Whitefly,
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Characterization of immune-related PGRP gene expression and phenoloxidase activity in
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A cis-Acting Mutation in the PXxABCG1 Promoter Is Associated with CrylAc Resistance in Plutella

xylostella (L.). International Journal of Molecular Sciences, 2021, 22, 6106. 41 1



ZHAOJIANG Guo

# ARTICLE IF CITATIONS
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control <i>Bemisia tabaci</i> <scp>MED</scp>. Pest Management Science, 2022, 78, 1128-1137.
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Two Deoxythymidine Triphosphate Synthesis-Related Genes Regulate Obligate Symbiont Density and
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