
Tak-Wah Lam

ListiofiPublicationsibyiYeariini
DescendingiOrder

Source:ihttps:yyexalyxcomyauthorwpdfy9420297ytakwwahwlamwpublicationswbywyearxpdf

Version:i2024w04w27i

ThisidocumentihasibeenigeneratedibasedionitheipublicationsiandicitationsirecordedibyiexalyxcomxiFori

theilatestiversioniofithisipublicationilistvivisititheilinkigiveniabovex

TheithirdicolumniisitheiimpactifactorirIFsiofitheijournalvianditheifourthicolumniisitheinumberiofi

citationsiofitheiarticlex

128
papers

12,040
citations

22
h-index

109
g-index

151
ext. papers

16,198
ext. citations

3.1
avg, IF

5.95
L-index



l Paper IF Citations

128 HKβoNanNopenNgeneticNvariantNdatabaseNofNgejNHongNKongNcantoneseNexomesccNNARhGenomicshandh
BioinformaticsaN2022aNiaNlqaceej 3.7

127 zxNanooNvNcostbeffectiveNworkflowNforNtargetNenrichmentNsequencingNandNaccurateNvariantNcallingN
onNimeeNclinicallyNsignificantNgenesNusingNaNsingleNMinIONNflowcellccNBMChMedicalhGenomicsaN2022aNfjaNih 3.7 1

126 yetectingNstructuralNvariationsNwithNpreciseNbreakpointsNusingNlowbdepthNWβSNdataNfromNaNsingleN
oxfordNnanoporeNMinIONNflowcellccNScientifichReportsaN2022aNfgaNijfn 4.9 1

125 RzNzTgoNhighbperformanceNfullbtextNgenebdiseaseNrelationNextractionNwithNiterativeNtrainingNdataN
expansioncNNARhGenomicshandhBioinformaticsaN2021aNhaNlqabekg 3.7 0

124 SchedulingNwithNgapsoNnewNmodelsNandNalgorithmscNJournalhofhSchedulingaN2021aNgiaNhmfbieh 1.6

123 wuildingNaNxhineseNpanbgenomeNofNimkNindividualscNCommunicationshBiologyaN2021aNiaNfefk 6.7 2

122 MegaPathoNsensitiveNandNrapidNpathogenNdetectionNusingNmetagenomicNNβSNdatacNBMChGenomicsaN
2020aNgfaNjee 4.5 1

121 zxploringNtheNlimitNofNusingNaNdeepNneuralNnetworkNonNpileupNdataNforNgermlineNvariantNcallingcN
NaturehMachinehIntelligenceaN2020aNgaNggebggl 22.5 40

120 IdentificationNofNxooperativeNβeneNRegulationNvmongNTranscriptionN’actorsaNLncRNvsaNandN
MicroRNvsNinNyiabeticNNephropathyNProgressioncNFrontiershinhGeneticsaN2020aNffaNfeem 4.5 0

119 xONNzToNvccurateNβenomeNxonsensusNinNvssemblingNNanoporeNSequencingNyataNviaNyeepN
LearningcNIScienceaN2020aNghaNfeffgm 6.1 2

118 RzNzToNvNyeepNLearningNvpproachNforNzxtractingNβenebyiseaseNvssociationsNfromNLiteraturecN
LecturehNoteshinhComputerhScienceaN2019aNglgbgmi 0.9 9

117 vNmultibtaskNconvolutionalNdeepNneuralNnetworkNforNvariantNcallingNinNsingleNmoleculeNsequencingcN
NaturehCommunicationsaN2019aNfeaNnnm 17.4 63

116 PotentialNutilityNofNmetagenomicNsequencingNforNimprovingNetiologicNdiagnosisNofNinfectiveN
endocarditiscNFuturehCardiologyaN2019aNfjaNiffbigi 1.3 7

115 yictionaryNMatchingNwithNaNwoundedNβapNinNPatternNorNinNTextcNAlgorithmicaaN2018aNmeaNknmblfh 0.9 5

114 yraftNβenomeNSequenceNofNHelicobacterNcinaediaNxompiledNbyNyirectNWholebβenomeNSequencingNofN
aNwloodNxulturebPositiveNIsolateNinNHongNKongcNMicrobiologyhResourcehAnnouncementsaN2018aNlaN 1.3 1

113 TranscriptomeNvnalysisNofNvcuteNPhaseNLiverNβraftNInjuryNinNLiverNTransplantationcNBiomedicinesaN
2018aNkaN 4.8 1

112 vxbyIvMONyNvfoNacceleratingNlargebscaleNyNvbproteinNalignmentcNBioinformaticsaN2018aNhiaNhliibhlik 7.2 1
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111 SerineNpeptidaseNinhibitorNKazalNtypeNfNWSPINKfXNasNnovelNdownstreamNeffectorNofNtheN
cadherinbfld˛†bcateninNaxisNinNhepatocellularNcarcinomacNCellularhOncologyhsDordrechttaN2017aNieaNiihbijk 7.2 9

110 MegaβTvoNaNsensitiveNandNaccurateNmetagenomicNgenebtargetedNassemblerNusingNiterativeNdeNwruijnN
graphscNBMChBioinformaticsaN2017aNfmaNiem 3.6 9

109 vNsimpleNandNeconomicalNmethodNforNimprovingNwholeNgenomeNalignmentcNBMChGenomicsaN2017aNfmaNhkg 4.5 3

108 PnpProbsoNaNbetterNmultipleNsequenceNalignmentNtoolNbyNbetterNhandlingNofNguideNtreescNBMCh
BioinformaticsaN2016aNflNSupplNmaNgmj 3.6 0

107 MzβvHITNvfceoNvNfastNandNscalableNmetagenomeNassemblerNdrivenNbyNadvancedNmethodologiesNandN
communityNpracticescNMethodsaN2016aNfegaNhbff 4.6 529

106 vxbyIvMONyoNvcceleratingNProteinNvlignmentNviaNwetterNSIMyNParallelizationNandNSpacebzfficientN
IndexingcNLecturehNoteshinhComputerhScienceaN2016aNigkbihh 0.9 1

105 wvSzoNaNpracticalNdeNnovoNassemblerNforNlargeNgenomesNusingNlongNNβSNreadscNBMChGenomicsaN2016aN
flNSupplNjaNinn 4.5 5

104 SchedulingNwithNβapsoNNewNModelsNandNvlgorithmscNLecturehNoteshinhComputerhScienceaN2015aNffibfgk 0.9 4

103 βLProbsoNvligningNMultipleNSequencesNvdaptivelycNIEEE/ACMhTransactionshonhComputationalhBiologyh
andhBioinformaticsaN2015aNfgaNklblm 3 13

102 databasecbiooNaNwebNapplicationNforNinterpretingNhumanNvariationscNBioinformaticsaN2015aNhfaNiehjbl 7.2 3

101 NonbclairvoyantNWeightedN’lowNTimeNSchedulingNonNyifferentNMultibprocessorNModelscNTheoryhofh
ComputinghSystemsaN2015aNjkaNmgbnj 0.6 1

100 xompressingNyictionaryNMatchingNIndexNviaNSparsificationNTechniquecNAlgorithmicaaN2015aNlgaNjfjbjhm 0.9 5

99 βuestNzditorsN’orewordcNAlgorithmicaaN2015aNlhaNkgfbkgg 0.9

98 MIxvoNvNfastNshortbreadNalignerNthatNtakesNfullNadvantageNofNManyNIntegratedNxoreNvrchitectureN
WMIxXcNBMChBioinformaticsaN2015aNfkNSupplNlaNSfe 3.6 7

97 ImprovingNmultipleNsequenceNalignmentNbyNusingNbetterNguideNtreescNBMChBioinformaticsaN2015aNfkN
SupplNjaNSi 3.6 4

96 MzβvHIToNanNultrabfastNsinglebnodeNsolutionNforNlargeNandNcomplexNmetagenomicsNassemblyNviaN
succinctNdeNwruijnNgraphcNBioinformaticsaN2015aNhfaNfklibk 7.2 1973

95 ’romNPeerbReviewedNtoNPeerbReproducedNinNScholarlyNPublishingoNTheNxomplementaryNRolesNofN
yataNModelsNandNWorkflowsNinNwioinformaticscNPLoShONEaN2015aNfeaNeefglkfg 3.7 18

94 yictionaryNMatchingNwithNUnevenNβapscNLecturehNoteshinhComputerhScienceaN2015aNgilbgke 0.9 1
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93 ’aSybsomaticoNaNfastNandNaccurateNsomaticNSNVNdetectionNalgorithmNforNcancerNgenomeNsequencingN
datacNBioinformaticsaN2014aNheaNginmbjee 7.2 15

92 SOvPdenovobTransoNdeNnovoNtranscriptomeNassemblyNwithNshortNRNvbSeqNreadscNBioinformaticsaN
2014aNheaNfkkebk 7.2 621

91 wvLSvoNintegratedNsecondaryNanalysisNforNwholebgenomeNandNwholebexomeNsequencingaN
acceleratedNbyNβPUcNPeerJaN2014aNgaNeigf 3.1 11

90 OnlineNSpeedNScalingNwasedNonNvctiveNJobNxountNtoNMinimizeN’lowNPlusNznergycNAlgorithmicaaN2013aN
kjaNkejbkhh 0.9 6

89 vssemblathonNgoNevaluatingNdeNnovoNmethodsNofNgenomeNassemblyNinNthreeNvertebrateNspeciescN
GigaScienceaN2013aNgaNfe 7.6 461

88 SchedulingNforNweightedNflowNtimeNandNenergyNwithNrejectionNpenaltycNTheoreticalhComputerhScienceaN
2013aNileaNnhbfei 1.1 4

87 SOvPfusionoNaNrobustNandNeffectiveNcomputationalNfusionNdiscoveryNtoolNforNRNvbseqNreadscN
BioinformaticsaN2013aNgnaNgnlfbm 7.2 22

86 NonclairvoyantNsleepNmanagementNandNflowbtimeNschedulingNonNmultipleNprocessorsN2013aN 3

85 SOvPhbdpoNfastaNaccurateNandNsensitiveNβPUbbasedNshortNreadNalignercNPLoShONEaN2013aNmaNekjkhg 3.7 76

84 LxR_’inderoNvNdeNNovoNLowNxopyNRepeatN’inderNforNHumanNβenomecNLecturehNoteshinhComputerh
ScienceaN2013aNfgjbfhk 0.9

83 ImprovedNmultibprocessorNschedulingNforNflowNtimeNandNenergycNJournalhofhSchedulingaN2012aNfjaNfejbffk 1.6 9

82 xontinuousNMonitoringNofNyistributedNyataNStreamsNoverNaNTimebwasedNSlidingNWindowcN
AlgorithmicaaN2012aNkgaNfemmbffff 0.9 15

81 xOPzoNanNaccurateNkbmerbbasedNpairbendNreadsNconnectionNtoolNtoNfacilitateNgenomeNassemblycN
BioinformaticsaN2012aNgmaNgmlebi 7.2 118

80 SOvPhoNultrabfastNβPUbbasedNparallelNalignmentNtoolNforNshortNreadscNBioinformaticsaN2012aNgmaNmlmbn 7.2 158

79 SOvPdenovogoNanNempiricallyNimprovedNmemorybefficientNshortbreadNdeNnovoNassemblercN
GigaScienceaN2012aNfaNfm 7.6 3152

78 NonbclairvoyantNweightedNflowNtimeNschedulingNwithNrejectionNpenaltyN2012aN 1

77 OnlineN’lowNTimeNSchedulingNinNtheNPresenceNofNPreemptionNOverheadcNLecturehNoteshinhComputerh
ScienceaN2012aNmjbnl 0.9 1

76 NonbclairvoyantNWeightedN’lowNTimeNSchedulingNonNyifferentNMultibprocessorNModelscNLectureh
NoteshinhComputerhScienceaN2012aNfhlbfin 0.9 1
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75 NextNgenerationNsequencingNhasNlowerNsequenceNcoverageNandNpoorerNSNPbdetectionNcapabilityNinN
theNregulatoryNregionscNScientifichReportsaN2011aNfaNjj 4.9 61

74 vpproximatingN’requentNItemsNinNvsynchronousNyataNStreamNoverNaNSlidingNWindowcNAlgorithmsaN
2011aNiaNgeebggg 1.8 3

73 SOvPspliceoNβenomebWideNabNinitioNyetectionNofNSpliceNJunctionsNfromNRNvbSeqNyatacNFrontiershinh
GeneticsaN2011aNgaNik 4.5 82

72 TradeoffNbetweenNenergyNandNthroughputNforNonlineNdeadlineNschedulingcNSustainablehComputing:h
InformaticshandhSystemsaN2011aNfaNfmnbfnj 3 2

71 vNlinearNsizeNindexNforNapproximateNpatternNmatchingcNJournalhofhDiscretehAlgorithmsaN2011aNnaNhjmbhki 9

70 NonclairvoyantNSpeedNScalingNforN’lowNandNznergycNAlgorithmicaaN2011aNkfaNjelbjfl 0.9 17

69 StructuralNalignmentNofNRNvNwithNcomplexNpseudoknotNstructurecNJournalhofhComputationalhBiologyaN
2011aNfmaNnlbfem 1.7 11

68 xachebobliviousNindexNforNapproximateNstringNmatchingcNTheoreticalhComputerhScienceaN2011aNifgaNhjlnbhjmm1.1 3

67 SleepNManagementNonNMultipleNMachinesNforNznergyNandN’lowNTimecNLecturehNoteshinhComputerh
ScienceaN2011aNgfnbghf 0.9 5

66 RNvSvlignoNRNvNstructuralNalignmentNsystemcNBioinformaticsaN2011aNglaNgfjfbg 7.2 5

65 zditNyistanceNtoNMonotonicityNinNSlidingNWindowscNLecturehNoteshinhComputerhScienceaN2011aNjkibjlh 0.9 2

64 OnlineNTrackingNofNtheNyominanceNRelationshipNofNyistributedNMultibdimensionalNyatacNLectureh
NoteshinhComputerhScienceaN2011aNflmbfmn 0.9 2

63 znergybzfficientNyueNyateNSchedulingcNLecturehNoteshinhComputerhScienceaN2011aNknbme 0.9

62 TradeoffNbetweenNznergyNandNThroughputNforNOnlineNyeadlineNSchedulingcNLecturehNoteshinh
ComputerhScienceaN2011aNjnble 0.9 4

61 TheNsequenceNandNdeNnovoNassemblyNofNtheNgiantNpandaNgenomecNNatureaN2010aNikhaNhffbl 50.4 864

60 xompressedNIndexesNforNvpproximateNStringNMatchingcNAlgorithmicaaN2010aNjmaNgkhbgmf 0.9 12

59 yeadlineNschedulingNandNpowerNmanagementNforNspeedNboundedNprocessorscNTheoreticalhComputerh
ScienceaN2010aNiffaNhjmlbhkee 1.1 20

58 vpproximatingN’requentNItemsNinNvsynchronousNyataNStreamNoverNaNSlidingNWindowcNLecturehNotesh
inhComputerhScienceaN2010aNinbkf 0.9 2

(2010-2011)

5



57 NonbclairvoyantNSpeedNScalingNforNWeightedN’lowNTimecNLecturehNoteshinhComputerhScienceaN2010aNghbhj 0.9 9

56 vdjacentNnucleotideNdependenceNinNncRNvNandNorderbfNSx’βNforNncRNvNidentificationcNPLoShONEaN
2010aNjaNefgmim 3.7 1

55 OptimizingNthroughputNandNenergyNinNonlineNdeadlineNschedulingcNACMhTransactionshonhAlgorithmsaN
2009aNkaNfbgg 1.2 21

54 SOvPgoNanNimprovedNultrafastNtoolNforNshortNreadNalignmentcNBioinformaticsaN2009aNgjaNfnkkbl 7.2 2784

53 SleepNwithNβuiltNandNWorkN’asterNtoNMinimizeN’lowNPlusNznergycNLecturehNoteshinhComputerhScienceaN
2009aNkkjbklk 0.9 12

52 SuccinctNTextNIndexingNwithNWildcardscNLecturehNoteshinhComputerhScienceaN2009aNhnbje 0.9 18

51 SuccinctNIndexNforNyynamicNyictionaryNMatchingcNLecturehNoteshinhComputerhScienceaN2009aNfehibfeih 0.9 11

50 xompressedNIndexNforNyictionaryNMatchingN2008aN 20

49 zxtraNUnitbSpeedNMachinesNvreNvlmostNasNPowerfulNasNSpeedyNMachinesNforN’lowNTimeNSchedulingcN
SIAMhJournalhonhComputingaN2008aNhlaNfjnjbfkfg 1.1 1

48 NonmigratoryNMultiprocessorNSchedulingNforNResponseNTimeNandNznergycNIEEEhTransactionshonh
ParallelhandhDistributedhSystemsaN2008aNfnaNfjglbfjhn 3.7 6

47 ’indingNalternativeNsplicingNpatternsNwithNstrongNsupportNfromNexpressedNsequencesNonNindividualN
exonsdintronscNJournalhofhBioinformaticshandhComputationalhBiologyaN2008aNkaNfegfbhh 1 3

46 xompetitiveNnonbmigratoryNschedulingNforNflowNtimeNandNenergyN2008aN 19

45 ImprovedNvpproximateNStringNMatchingNUsingNxompressedNSuffixNyataNStructurescNAlgorithmicaaN
2008aNjfaNgnmbhfi 0.9 8

44 SchedulingNforNSpeedNwoundedNProcessorscNLecturehNoteshinhComputerhScienceaN2008aNienbige 0.9 55

43 SpeedNScalingN’unctionsNforN’lowNTimeNSchedulingNwasedNonNvctiveNJobNxountcNLecturehNoteshinh
ComputerhScienceaN2008aNkilbkjn 0.9 41

42 vNSpaceNandNTimeNzfficientNvlgorithmNforNxonstructingNxompressedNSuffixNvrrayscNAlgorithmicaaN
2007aNimaNghbhk 0.9 45

41 xompressedNindexesNforNdynamicNtextNcollectionscNACMhTransactionshonhAlgorithmsaN2007aNhaNgf 1.2 52

40 vNMzMORYNz’’IxIzNTNvLβORITHMN’ORNSTRUxTURvLNvLIβNMzNTNO’NRNvsNWITHNzMwzyyzyN
SIMPLzNPSzUyOKNOTSN2007aN 2
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39 xachebObliviousNIndexNforNvpproximateNStringNMatchingcNLecturehNoteshinhComputerhScienceaN2007aNiebjf 0.9

38 SpaceNzfficientNIndexesNforNStringNMatchingNwithNyonâ��tNxaresN2007aNmikbmjl 15

37 ReconstructingNanNultrametricNgalledNphylogeneticNnetworkNfromNaNdistanceNmatrixcNJournalhofh
BioinformaticshandhComputationalhBiologyaN2006aNiaNmelbhg 1 17

36 vNLinearNSizeNIndexNforNvpproximateNPatternNMatchingcNLecturehNoteshinhComputerhScienceaN2006aNinbjn 0.9 14

35 xompressedNIndexesNforNvpproximateNStringNMatchingcNLecturehNoteshinhComputerhScienceaN2006aNgembgfn0.9 1

34 OnblineNStreamNMergingNwithNMaxNSpanNandNMinNxoveragecNTheoryhofhComputinghSystemsaN2005aNhmaNikfbiln0.6 1

33 vNTighterNzxtrabResourceNvnalysisNofNOnlineNyeadlineNSchedulingcNJournalhofhCombinatorialh
OptimizationaN2005aNnaNfjlbfkj 0.9 1

32 NonmigratoryNOnlineNyeadlineNSchedulingNonNMultiprocessorscNSIAMhJournalhonhComputingaN2005aN
hiaNkknbkmg 1.1 11

31 ImprovedNvpproximateNStringNMatchingNUsingNxompressedNSuffixNyataNStructurescNLecturehNoteshinh
ComputerhScienceaN2005aNhhnbhim 0.9 9

30 vpproximateNStringNMatchingNUsingNxompressedNSuffixNvrrayscNLecturehNoteshinhComputerhScienceaN
2004aNihibiii 0.9 13

29 SUwTRzzNTRvNS’zRNyISTvNxzN’ORNyzβRzzbyNPHYLOβzNIzScNInternationalhJournalhofhFoundationsh
ofhComputerhScienceaN2004aNfjaNmnhbnen 0.6 1

28 vggressiveNOnlineNyeadlineNSchedulingcNElectronichNoteshinhTheoreticalhComputerhScienceaN2004aNnfaNfimbfjl0.7

27 zxtraNProcessorsNversusN’utureNInformationNinNOptimalNyeadlineNSchedulingcNTheoryhofhComputingh
SystemsaN2004aNhlaNhghbhif 0.6 4

26 PerformanceNguaranteeNforNedfNunderNoverloadcNJournalhofhAlgorithmsaN2004aNjgaNfnhbgek 7

25 NonbsharedNedgesNandNnearestNneighborNinterchangesNrevisitedcNInformationhProcessinghLettersaN
2004aNnfaNfgnbfhi 0.8 2

24 xompetitiveNyeadlineNSchedulingNviaNvdditionalNorN’asterNProcessorscNJournalhofhSchedulingaN2003aNkaNgfhbggh1.6 1

23 ImprovingNtheNefficiencyNofNparallelNminimumNspanningNtreeNalgorithmscNDiscretehAppliedh
MathematicsaN2003aNfgkaNhhbji 1 4

22 OnblineNstreamNmergingNinNaNgeneralNsettingcNTheoreticalhComputerhScienceaN2003aNgnkaNglbik 1.1 5

(2003-2007)
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21 PredictingNRNvNsecondaryNstructuresNwithNarbitraryNpseudoknotsNbyNmaximizingNtheNnumberNofN
stackingNpairscNJournalhofhComputationalhBiologyaN2003aNfeaNnmfbnj 1.7 31

20 zxtraNprocessorsNversusNfutureNinformationNinNoptimalNdeadlineNschedulingN2002aN 7

19 vutomaticNconstructionNofNonlineNcatalogNtopologiescNIEEEhTransactionshonhSystemswhManhandh
CyberneticswhParthC:hApplicationshandhReviewsaN2002aNhgaNhmgbhnf 4

18 vnNzvenN’asterNandNMoreNUnifyingNvlgorithmNforNxomparingNTreesNviaNUnbalancedNwipartiteN
MatchingscNJournalhofhAlgorithmsaN2001aNieaNgfgbghh 39

17 vPPROXIMvTINβNTHzNNzvRzSTNNzIβHwORNINTzRxHvRβzNyISTvNxzN’ORNNONbUNI’ORMbyzβRzzN
zVOLUTIONvRYNTRzzScNInternationalhJournalhofhFoundationshofhComputerhScienceaN2001aNfgaNjhhbjje 0.6 1

16 OptimalNzdgeNRankingNofNTreesNinNLinearNTimecNAlgorithmicaaN2001aNheaNfgbhh 0.9 14

15 vNyecompositionNTheoremNforNMaximumNWeightNwipartiteNMatchingscNSIAMhJournalhonhComputingaN
2001aNhfaNfmbgk 1.1 32

14 PredictingNRNvNsecondaryNstructuresNwithNarbitraryNpseudoknotsNbyNmaximizingNtheNnumberNofN
stackingNpairsN2001aN 4

13 xavityNMatchingsaNLabelNxompressionsaNandNUnrootedNzvolutionaryNTreescNSIAMhJournalhonh
ComputingaN2000aNheaNkegbkgi 1.1 8

12 UnbalancedNandNHierarchicalNwipartiteNMatchingsNwithNvpplicationsNtoNLabeledNTreeNxomparisoncN
LecturehNoteshinhComputerhScienceaN2000aNilnbine 0.9

11 ImprovedNPhylogenyNxomparisonsoNNonbsharedNzdgesaNNearestNNeighborNInterchangesaNandNSubtreeN
TransferscNLecturehNoteshinhComputerhScienceaN2000aNjglbjhm 0.9

10 vpproximatingNtheNNearestNNeighborNInterchangeNyistanceNforNzvolutionaryNTreesNwithN
NonbuniformNyegreescNLecturehNoteshinhComputerhScienceaN1999aNkfble 0.9 2

9 vNyecompositionNTheoremNforNMaximumWeightNwipartiteNMatchingsNwithNvpplicationsNtoN
zvolutionaryNTreescNLecturehNoteshinhComputerhScienceaN1999aNihmbiin 0.9 13

8 βeneralNtechniquesNforNcomparingNunrootedNevolutionaryNtreesN1997aN 9

7 ’indingNxonnectedNxomponentsNinNOWlogNnNlogNlogNnXNTimeNonNtheNzRzWNPRvMcNJournalhofh
AlgorithmsaN1995aNfmaNhlmbieg 19

6 ResultsNonNcommunicationNcomplexityNclassescNJournalhofhComputerhandhSystemhSciencesaN1992aNiiaNhgibhig1 11

5 TradeboffsNbetweenNcommunicationNandNspacecNJournalhofhComputerhandhSystemhSciencesaN1992aNijaNgnkbhfj1 6

4 ’indingNleastbweightNsubsequencesNwithNfewerNprocessorscNLecturehNoteshinhComputerhScienceaN1990aNhfmbhgl0.9 2
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3 xlairvoyanteoNaNmultibtaskNconvolutionalNdeepNneuralNnetworkNforNvariantNcallingNinNSingleNMoleculeNSequencing 11

2 SkyhawkoNvnNvrtificialNNeuralNNetworkbbasedNdiscriminatorNforNreviewingNclinicallyNsignificantN
genomicNvariants 3

1 xlairoNzxploringNtheNlimitNofNusingNaNdeepNneuralNnetworkNonNpileupNdataNforNgermlineNvariantNcalling 5
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