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l Paper IF Citations

87 zetectionPofPaPSwRScyoVchPvariantPofPconcernPinPSouthPwfricadPNaturebP2021bPkohbPjincjji 50.4 685

86 βmergencePandPrapidPspreadPofPaPnewPseverePacutePrespiratoryPsyndromecrelatedPcoronavirusPhP
YSwRScyoVchZPlineagePwithPmultiplePspikePmutationsPinPSouthPwfrica 446

85 SixteenPnovelPlineagesPofPSwRScyoVchPinPSouthPwfricadPNaturelMedicinebP2021bPhmbPjjfcjjl 50.5 206

84 RapidPepidemicPexpansionPofPthePSwRScyoVchPOmicronPvariantPinPsouthernPwfricaddPNaturebP2022bP 50.4 205

83 βarlyPassessmentPofPthePclinicalPseverityPofPthePSwRScyoVchPomicronPvariantPinPSouthPwfricapPaPdataP
linkagePstudyddPLancetzlThebP2022bP 40 152

82 OutbreakPofPinPSouthPwfricabPhfgmchfgnpPLaboratoryPwctivitiesPandPβxperiencesPwssociatedPwithP
WholecGenomePSequencingPwnalysisPofPIsolatesdPFoodbornelPathogenslandlDiseasebP2019bPglbPkhjckif 3.8 71

81 OutbreakPofPListeriosisPinPSouthPwfricaPwssociatedPwithPProcessedPMeatdPNewlEnglandlJournallofl
MedicinebP2020bPinhbPlihclji 59.2 65

80 wbilityPtoPdevelopPbroadlyPneutralizingPHIVcgPantibodiesPisPnotPrestrictedPbyPthePgermlinePIgPgeneP
repertoiredPJournalloflImmunologybP2015bPgojbPjimgcn 5.3 58

79 wPyearPofPgenomicPsurveillancePrevealsPhowPthePSwRScyoVchPpandemicPunfoldedPinPwfricadPSciencebP
2021bPimjbPjhicjig 33.3 35

78 GenomePSequencingPofPβxtendedcSpectrumP˛†cLactamasePYβSxLZcProducingPIsolatedPfromPPigsPandP
wbattoirPWorkersPinPyameroondPFrontierslinlMicrobiologybP2018bPobPgnn 5.7 26

77 WholecGenomePSequencesPofPListeriaPmonocytogenesPSequencePTypePlPIsolatesPwssociatedPwithPaP
LargePFoodbornePOutbreakPinPSouthPwfricabPhfgmPtoPhfgndPGenomelAnnouncementsbP2018bPlbP 23

76 βmergencePandPphenotypicPcharacterizationPofPydgdhbPaPgloballyPdetectedPlineagePthatPrapidlyP
accumulatedPmutationsPofPconcern 23

75
GenomicPanalysisPofPmethicillincresistantPStaphylococcusPaureusPisolatedPfromPpoultryPandP
occupationalPfarmPworkersPinPUmgungundlovuPzistrictbPSouthPwfricadPScienceloflthelTotall
EnvironmentbP2019bPlmfbPmfjcmgl

10.2 21

74 RapidPepidemicPexpansionPofPthePSwRScyoVchPOmicronPvariantPinPsouthernPwfricadPNatureb 50.4 20

73 HumanPxlastomycosisPinPSouthPwfricaPyausedPbyPandPspdPnovdbPgolmPtoPhfgjdPJournalloflClinicall
MicrobiologybP2020bPknbP 9.7 20

72 HIVcgPandPSwRScyoVchpPPatternsPinPthePevolutionPofPtwoPpandemicPpathogensdPCelllHostlandlMicrobebP
2021bPhobPgfoicgggf 23.4 19

71
WholePGenomePSequencingPofPβxtendedPSpectrumP˛†clactamasePYβSxLZcproducingPKlebsiellaP
pneumoniaePIsolatedPfromPHospitalizedPPatientsPinPKwaZulucNatalbPSouthPwfricadPScientificlReportsbP
2019bPobPlhll

4.9 17
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70 VhczirectedPVaccineclikePwntibodiesPfromPHIVcgPInfectionPIdentifyPanPwdditionalPKglocxindingPLightP
yhainPMotifPwithPxroadPwzyyPwctivitydPCelllReportsbP2018bPhkbPighicigikdel 10.6 17

69 RapidPreplacementPofPthePxetaPvariantPbyPthePzeltaPvariantPinPSouthPwfrica 17

68 GenomicPwnalysisPofPyarbapenemaseProducingPβxtensivelyPzrugcResistantPIsolatesPRevealsPtheP
HorizontalPSpreadPofPpgncji_fgPPlasmidPβncodingPinPSouthPwfricadPMicroorganismsbP2020bPnbP 4.9 14

67 PhenotypicPandPgenotypicPcharacterisationPofPanPuniquePindigenousPhypersalinePunicellularP
cyanobacteriumbPβuhalothecePspdnovdPMicrobiologicallResearchbP2018bPhggbPjmckl 5.3 12

66 RapidPepidemicPexpansionPofPthePSwRScyoVchPOmicronPvariantPinPsouthernPwfrica 12

65
GenomicPcharacterisationPofPKlebsiellaPmichiganensisPcocproducingPOXwcgngPandPNzMcgP
carbapenemasesPisolatedPfromPaPcancerPpatientPinPuMgungundlovuPzistrictbPKwaZulucNatalP
ProvincebPSouthPwfricadPSouthlAfricanlMedicallJournalbP2018bPgfobPmcn

1.5 11

64 GenomePSequencePforPShigaPToxincProducingPOhlpHggbPwssociatedPwithPaPylusterPofP
HemolyticcUremicPSyndromePyasesPinPSouthPwfricabPhfgmdPGenomelAnnouncementsbP2017bPkbP 9

63 xiologicalPcrustsPofPserpentinePandPnoncserpentinePsoilsPfromPthePxarbertonPGreenstonePxeltPofP
SouthPwfricadPEcologicallResearchbP2018bPiibPlhocljf 1.9 9

62 GenomePMiningPandPyomparativePPathogenomicPwnalysisPofPwnPβndemicPMethicillincResistantP
YMRSwZPylonebPSTlghcyynctghkmcSyymec_IVdYhxZbPIsolatedPinPSouthPwfricadPPathogensbP2019bPnbP 4.5 8

61 MajorPnewPlineagesPofPSwRScyoVchPemergePandPspreadPinPSouthPwfricaPduringPlockdown 8

60 wPnovelPadenovirusPisolatedPfromPthePβgyptianPfruitPbatPinPSouthPwfricaPisPcloselyPrelatedPtoPrecentP
isolatesPfromPyhinadPScientificlReportsbP2018bPnbPoknj 4.9 8

59 GenomicPInsightsPofPMultidrugcResistantPFromPWastewaterPSourcesPandPTheirPwssociationPWithP
ylinicalPPathogensPinPSouthPwfricadPFrontierslinlVeterinarylSciencebP2021bPnbPlilmgk 3.1 7

58 βxtendedcspectrumPbetaclactamasecproducingPβscherichiaPcoliPharbouringPmcrcgPgenePisolatedPfromP
pigsPinPSouthPwfricadPSouthlAfricanlMedicallJournalbP2018bPgfnbPmolcmom 1.5 7

57 wntifungalPResistancePofPyandidaPaurisPIsolatesPfromPxloodstreamPInfectionsbPSouthPwfricadP
AntimicrobiallAgentslandlChemotherapybP2021bPlkbPeffkgmhg 5.9 7

56 GenomePanalysisPofPmethicillincresistantPStaphylococcusPaureusPisolatedPfromPpigspPzetectionPofPtheP
clonalPlineagePSTionPinPyameroonPandPSouthPwfricadPZoonoseslandlPubliclHealthbP2019bPllbPkghckhk 2.9 5

55 HumanPsurveillancePandPphylogenyPofPhighlyPpathogenicPavianPinfluenzaPwYHkNnZPduringPanP
outbreakPinPpoultryPinPSouthPwfricabPhfgmdPInfluenzalandlOtherlRespiratorylVirusesbP2020bPgjbPhllchmi 5.6 5

54
GenomePSequencingPofPaPSeverePwcutePRespiratoryPSyndromePyoronavirusPhPIsolatePObtainedPfromP
aPSouthPwfricanPPatientPwithPyoronavirusPziseasePhfgodPMicrobiologylResourcelAnnouncementsbP
2020bPobP

1.3 5

53 GenomicPepidemiologyPofPSwRScyoVchPinPMauritiusPrevealsPaPnewPwavePofPinfectionsPdominatedPbyP
thePxdgdgdignbPaPvariantPunderPinvestigation 5

(-2018)
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52
xacterialPdiversityPandPfunctionalPprofilePofPmicrobialPpopulationsPonPsurfacesPinPpublicPhospitalP
environmentsPinPSouthPwfricapPwPhighPthroughputPmetagenomicPanalysisdPScienceloflthelTotall
EnvironmentbP2020bPmgobPgimilf

10.2 4

51 PathogenomicPwnalysisPofPaPNovelPβxtensivelyPzrugcResistantPIsolatePyarryingPaPblaPyarbapenemaseP
inPSouthPwfricadPPathogensbP2020bPobP 4.5 4

50 yomparativePevaluationPofPthePmicrobialPcommunityPinPbiologicalPprocessesPtreatingPindustrialPandP
domesticPwastewatersdPJournalloflAppliedlMicrobiologybP2008bPgfjbPikicli 4.7 4

49 ShigaPtoxincproducingPOhlpHggPassociatedPwithPaPclusterPofPhaemolyticPuraemicPsyndromePcasesPinP
SouthPwfricabPhfgmdPAccesslMicrobiologybP2019bPgbPefffflg 1 4

48 wntibodyPIsotypePSwitchingPasPaPMechanismPtoPyounterPHIVPNeutralizationPβscapedPCelllReportsbP
2020bPiibPgfnjif 10.6 4

47 yladePdistributionPofPinPSouthPwfricaPusingPwholePgenomePsequencingPofPclinicalPandPenvironmentalP
isolatesdPEmerginglMicrobeslandlInfectionsbP2021bPgfbPgiffcgifn 18.9 4

46
MobilePgeneticPelementscmediatedPβnterobacteralescassociatedPcarbapenemasePantibioticP
resistancePgenesPpropagationPbetweenPthePenvironmentPandPhumanspPwPOnePHealthPSouthPwfricanP
studydPScienceloflthelTotallEnvironmentbP2022bPnflbPgkfljg

10.2 4

45 zraftPGenomePSequencePofPProvidenciaPrettgeriPwPWgio_SgbPanPNzMcgncProducingPylinicalPStrainP
OriginatingPfromPHospitalPβffluentPinPSouthPwfricadPMicrobiologylResourcelAnnouncementsbP2019bPnbP 1.3 3

44 zraftPgenomePsequencePofPzSMPoiklPisolatedPfromPthePtermitedPGenomicslDatabP2017bPghbPmlcmn 3

43 zraftPGenomePSequencePofPaPMultidrugcResistantPStrainbPIsolatedPfromPaPPatientPwithPPeritonealP
yancerPinPSouthPwfricadPGenomelAnnouncementsbP2017bPkbP 3

42 UsingPrespirometricPtechniquesPandPfluorescentPinPsituPhybridizationPtoPevaluatePthePheterotrophicP
activePbiomassPinPactivatedPsludgedPBiotechnologylandlBioengineeringbP2007bPonbPklgcn 4.9 3

41
wnPoutbreakPofPcutaneousPabscessesPcausedPbyPPantoncValentinePleukocidincproducingP
methicillincsusceptiblePStaphylococcusPaureusPamongPgoldPminePworkersbPSouthPwfricabPNovemberP
hfgmPtoPMarchPhfgndPBMClInfectiouslDiseasesbP2020bPhfbPlhg

4 3

40 βnterococcusPfaecalisPSThgPharbouringPTnlffoPisolatedPfromPaPcarriagePsamplePinPSouthPwfricadP
SouthlAfricanlMedicallJournalbP2021bPgggbPoncoo 1.5 3

39 βmergencePandPphenotypicPcharacterizationPofPthePglobalPSwRScyoVchPydgdhPlineageddPNaturel
CommunicationsbP2022bPgibPgoml 17.4 3

38 PhylodynamicPwnalysisPofPβbolaPVirusPziseasePTransmissionPinPSierraPLeonedPVirusesbP2019bPggbP 6.2 2

37 GenomePSequencesPofPxacillusPsporothermoduransPStrainsPIsolatedPfromPUltracHighcTemperatureP
MilkdPMicrobiologylResourcelAnnouncementsbP2019bPnbP 1.3 2

36 GenomePSequencePofPβscherichiaPcoliPylonePOhkpHjPSequencePTypePgigbPIsolatedPfromPaPSudaneseP
PatientPwithPUrinaryPTractPInfectiondPMicrobiologylResourcelAnnouncementsbP2020bPobP 1.3 2

35 WholecGenomePSequencePofPaPIsolatePfromPaPPediatricPPatientPinPSouthPwfricadPGenomel
AnnouncementsbP2018bPlbP 2
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34 zraftPgenomePsequencesPofPextendedcspectrumP˛†clactamasecproducingPβnterobacterPaerogenesP
isolatedPfromPswinePandPhumandPJournalloflGloballAntimicrobiallResistancebP2018bPgjbPmfcmg 3.4 2

33 WholecGenomePSequencePofPwcinetobacterPbaumanniiPStrainPNUxRIcwbPIsolatedPfromPaPHospitalizedP
PatientPinPKhartoumbPSudandPMicrobiologylResourcelAnnouncementsbP2019bPnbP 1.3 2

32
WholecGenomePSequencePofPaPNovelPSequencePTypePigilPyarbapenemcResistantPKlebsiellaP
pneumoniaePStrainPIsolatedPfromPaPHospitalizedPPatientPinPzurbanbPSouthPwfricadPMicrobiologyl
ResourcelAnnouncementsbP2018bPmbP

1.3 2

31
WholecGenomePShotgunPSequencePofPzrugcResistantPStaphylococcusPaureusPStrainPSwobPIsolatedP
fromPaPSlaughterhousePyhickenPyarcassPinPSouthPwfricadPMicrobiologylResourcelAnnouncementsbP
2019bPnbP

1.3 1

30 yomparativePPathogenomicsPofPfromPPigsPinPSouthPwfricapPzominancePofPthePNovelPSTlkmPylonedP
MicroorganismsbP2020bPnbP 4.9 1

29
FirstPreportPofPaPclinicalPmultidrugcresistantPPseudomonasPaeruginosaPSTkihPisolatePharbouringPaP
ciprofloxacincmodifyingPenzymePYyrpPZPinPSouthPwfricadPJournalloflGloballAntimicrobiallResistancebP
2020bPhhbPgjkcgjl

3.4 1

28 yompletePGenomePSequencesPofPVirusPStrainsPIsolatedPfromPxottlePwPofPthePSouthPwfricanPLiveP
wttenuatedPxluetonguePVirusPVaccinedPMicrobiologylResourcelAnnouncementsbP2020bPobP 1.3 1

27 FirstPWholecGenomePSequencePofPaPHighlyPResistantPKlebsiellaPpneumoniaePSequencePTypePgjP
StrainPIsolatedPfromPSudandPMicrobiologylResourcelAnnouncementsbP2019bPnbP 1.3 1

26 StrainPSpecificPwnticHIVPwntibodyPβvolutionPduringPwcutePInfectionPandPViralPβscapedPAIDSlResearchl
andlHumanlRetrovirusesbP2014bPifbPwhgfcwhgf 1.6 1

25 zraftPGenomePSequencePofPIsolatedPfromPanPHIVcPositivePPatientPinPSouthPwfricadPGenomel
AnnouncementsbP2017bPkbP 1

24
zetectionPandPgenomePcharacterizationPofPMiddelburgPvirusPstrainsPisolatedPfromPySFPandPwholeP
bloodPsamplesPofPhumansPwithPneurologicalPmanifestationsPinPSouthPwfricaddPPLoSlNeglectedlTropicall
DiseasesbP2022bPglbPeffgffhf

4.8 1

23
GenomicPanalysisPofPantibioticcresistantPβnterococcusPsppdPrevealsPnovelPenterococciPstrainsPandPtheP
spreadPofPplasmidcbornePTetYMZbPTetYLZPandPβrmYxZPgenesPfromPchickenPlitterPtoPagriculturalPsoilPinP
SouthPwfricadPJournalloflEnvironmentallManagementbP2022bPifhbPggjgfg

7.9 1

22 LungPmicrobiomePofPstablePandPexacerbatedPyOPzPpatientsPinPTshwanebPSouthPwfricadPScientificl
ReportsbP2021bPggbPgomkn 4.9 1

21
WholecGenomePSequencePofPHighcRiskPylonePSequencePTypePgggPofPPseudomonasPaeruginosaP
StrainPNUxRIcPbPIsolatedPfromPaPWoundedPSudanesePPatientdPMicrobiologylResourcelAnnouncementsbP
2019bPnbP

1.3 1

20 yomparativePGenomePwnalysisPofPwithPItsPylosestPPhylogeneticPNeighborbPbPandPandPGroupsdP
MicroorganismsbP2020bPnbP 4.9 1

19 GenomePSequencesPofPFivePNovelPNeisseriaPgonorrhoeaePSequencePTypesPIsolatedPinP
KwaZulucNatalbPSouthPwfricadPMicrobiologylResourcelAnnouncementsbP2021bPgfbP 1.3 1

18 WardcspecificPclusteringPofPmethicillincresistantPStaphylococcusPaureusPspactypePtfimPandPtfjkPinP
twoPhospitalsPinPSouthPwfricapPhfgiPtoPhfgmdPPLoSlONEbP2021bPglbPefhkinni 3.7 1

17 GenomicPwnalysisPofPsppdPIsolatedPFromPaPWastewaterPTreatmentPPlantPandPItsPwssociatedPWatersPinP
UmgungundlovuPzistrictbPSouthPwfricadPFrontierslinlMicrobiologybP2021bPghbPljnjkj 5.7 1

(2021-2018)
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16 FirstPconfirmedPcasePofPinfantPbotulismPinPwfricabPcausedPbyPaPdualctoxincproducingPylostridiumP
botulinumPstraindPInternationallJournalloflInfectiouslDiseasesbP2021bPgfibPgljcgll 10.5 1

15 zraftPgenomePsequencePofPaPmethicillincresistantPStaphylococcusPepidermidisPisolatePfromPswinedP
JournalloflGloballAntimicrobiallResistancebP2018bPgkbPhkfchkg 3.4 1

14
zraftPgenomePsequencePofPanPextendedcspectrumP˛†clactamasePYyTXcMcgkZcproducingPβscherichiaP
coliPSTgfPisolatedPfromPaPnasalPsamplePofPanPabattoirPworkerPinPyameroondPJournalloflGloball
AntimicrobiallResistancebP2018bPgjbPlnclo

3.4 1

13
wntimicrobialPResistancePMechanismsbPMultilocusPSequencePTypingbPandPNGcSTwRPSequencePTypesP
ofPziversePNeisseriaPgonorrhoeaePIsolatesPinPKwaZulucNatalbPSouthPwfricadPAntimicrobiallAgentslandl
ChemotherapybP2021bPlkbPeffmkohg

5.9 1

12 NasopharyngealPzysbiosisPPrecedesPthePzevelopmentPofPLowerPRespiratoryPTractPInfectionsPinP
YoungPInfantsbPaPLongitudinalPInfantPyohortPStudydPGateslOpenlResearchblbPjn 2.4 1

11 ThePdynamicPgutPmicrobiotaPofPzoophilicPmembersPofPthePwnophelesPgambiaePcomplexPYzipterapP
yulicidaeZddPScientificlReportsbP2022bPghbPgjok 4.9 0

10 HighcResolutionPMeltingPwnalysisPtoPzetectPwntimicrobialPResistancePzeterminantsPinPSouthPwfricanP
ylinicalPIsolatesPandPSpecimensddPInternationallJournalloflMicrobiologybP2022bPhfhhbPofojihn 3.6 0

9 FirstPgenomePsequencePofPweromonasPhydrophiliaPnovelPsequencePtypePlknPstrainPisolatedPfromP
livestockPinPSouthPwfricadPJournalloflGloballAntimicrobiallResistancebP2021bPhjbPgmkcgmm 3.4 0

8 GenomicPcharacterisationPofPStaphylococcusPaureusPSTghgPisolatedPfromPhospitalisedPpatientsPinP
SouthPwfricadPSouthlAfricanlMedicallJournalbP2018bPgfnbPgffmcgffn 1.5 0

7 ProcessPPerformancePandPMicrobialPyommunityPStructuresPinPThreePwnammoxcMediatedPSystemsP
withPzifferentPMixingPyonditionsdPJournalloflEnvironmentallChemicallEngineeringbP2021bPgfljll 6.8 0

6
WholePGenomePSequencingPofPβxtendedcSpectrumcPandPwmpycP˛†cLactamasecPositiveP
βnterobacteralesPIsolatedPFromPSpinachPProductionPinPGautengPProvincebPSouthPwfricadPFrontierslinl
MicrobiologybP2021bPghbPmijljo

5.7 0

5 zeepPsequencingPofPthePHIVcgPpolymerasePgenePforPcharacterisationPofPcytotoxicPTclymphocyteP
epitopesPduringPearlyPandPchronicPdiseasePstagesddPVirologylJournalbP2022bPgobPkl 6.1 0

4
ProfilingPofPemergingPpathogensbPantibioticPresistancePgenesPandPmobilePgeneticPelementsPinP
differentPbiologicalPwastewaterPtreatmentPplantsdPJournalloflEnvironmentallChemicallEngineeringbP
2022bPgfbPgfmkol

6.8 0

3 zraftPgenomePsequencePofPaPclinicalPwcinetobacterPhaemolyticusPisolatePfromPSouthPwfricadPJournall
oflGloballAntimicrobiallResistancebP2020bPhfbPglcgm 3.4

2
InvestigationPofPPossiblePNosocomialcwssociatedPInvasivePGroupPxPStreptococcusPziseasePUsingP
WholecGenomePSequencingpPwPReportPofPiPyasesdPJournalloflthelPediatriclInfectiouslDiseaseslSocietybP
2021bPgfbPnnfcnnh

4.8

1 NearcyompletePGenomePSequencePofPNdumuPVirusPfromPGarissabPKenyabPgoomdPMicrobiologyl
ResourcelAnnouncementsbP2021bPgfbPeffkkghg 1.3
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