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86 LongctermOperturbationOofOtheOperipheralOimmuneOsystemOmonthsOafterOSwRScyoVchOinfectionddOBMCe
MedicinebO2022bOhfbOhl 11.4 21

85 ProtocolOtoOassessOtheOimpactOofOearlyclifeOantibioticOexposureOonOmurineOlongevityddOSTAReProtocolsbO
2022bOibOgfghhf 1.4

84 NationalOTrendsOinOwntibioticOUseOinOwustralianOResidentialOwgedOyareOFacilitiesbOhffkchfgldOClinicale
InfectiouseDiseasesbO2021bOmhbOhglmchgmj 11.6 4

83 xyGOvaccinationOtoOreduceOtheOimpactOofOyOVIzcgoOinOhealthcareOworkerspOProtocolOforOaO
randomisedOcontrolledOtrialOWxRwyEOtrialXdOBMJeOpenbO2021bOggbOefkhgfg 3 9

82 ImmunisationOwithOtheOxyGOandOzTPwOvaccinesOinducesOdifferentOprogramsOofOtrainedOimmunityOinO
micedOVaccinebO2021bO 4.1 3

81 ZikaOVirusOInfectionOofOHumanOIrisOPigmentOEpithelialOyellsdOFrontierseineImmunologybO2021bOghbOljjgki 8.4 1

80 ModulationOofOimmuneOresponsesOtoOvaccinationObyOtheOmicrobiotapOimplicationsOandOpotentialO
mechanismsdONatureeReviewseImmunologybO2021bO 36.5 26

79 yontributionOofOfacilityOlevelOfactorsOtoOvariationOinOantibioticOuseOinOlongctermOcareOfacilitiespOaO
nationalOcohortOstudydOJournaleofeAntimicrobialeChemotherapybO2021bOmlbOgiiocgijn 5.1 1

78 OXjfctargetedOimmuneOagonistOantibodiesOinduceOpotentOantitumorOimmuneOresponsesOwithoutO
inducingOliverOdamageOinOmicedOFASEBeBioAdvancesbO2021bOibOnhocnjf 2.8

77 TheOcompositionOofOtheOgutOmicrobiotaOfollowingOearlyclifeOantibioticOexposureOaffectsOhostOhealthO
andOlongevityOinOlaterOlifedOCelleReportsbO2021bOilbOgfoklj 10.6 5

76 wOfeedbackOloopObetweenOtheOandrogenOreceptorOandOlcphosphogluoconateOdehydrogenaseOWlPGzXO
drivesOprostateOcancerOgrowthdOELifebO2021bOgfbO 8.9 6

75 LipidomicOProfilingOofOylinicalOProstateOyancerORevealsOTargetableOwlterationsOinOMembraneOLipidO
yompositiondOCancereResearchbO2021bOngbOjongcjooi 10.1 8

74 TheOimmunotoxicitybObutOnotOantictumorOefficacybOofOanticyzjfOandOanticyzgimOimmunotherapiesOisO
dependentOonOtheOgutOmicrobiotaddOCelleReportseMedicinebO2021bOhbOgffjlj 18 4

73 TheOnoncspecificOandOsexcdifferentialOeffectsOofOvaccinesdONatureeReviewseImmunologybO2020bOhfbOjljcjmf 36.5 43

72 ExtensiveOrewiringOofOtheOEGFROnetworkOinOcolorectalOcancerOcellsOexpressingOtransformingOlevelsOofO
KRwSdONatureeCommunicationsbO2020bOggbOjoo 17.4 17

71 HumanOzEyRgOisOanOandrogencrepressedOsurvivalOfactorOthatOregulatesOPUFwOoxidationOtoOprotectO
prostateOtumorOcellsOfromOferroptosisdOELifebO2020bOobO 8.9 31

70 FattyOwcidOOxidationOIsOanOwdaptiveOSurvivalOPathwayOInducedOinOProstateOTumorsObyOHSPofO
InhibitiondOMoleculareCancereResearchbO2020bOgnbOgkffcgkgg 6.6 3
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69 TowardsOaOunifiedOopenOaccessOdatasetOofOmolecularOinteractionsdONatureeCommunicationsbO2020bOggbOlgjj17.4 26

68 TranscriptionalOandOmetabolicOrewiringOofOcolorectalOcancerOcellsOexpressingOtheOoncogenicOKRwSO
mutationdOBritisheJournaleofeCancerbO2019bOghgbOimckf 8.7 22

67 yhangesOinOtheOyompositionOofOtheOGutOMicrobiotaOandOtheOxloodOTranscriptomeOinOPretermOInfantsO
atOLessOthanOhoOWeeksOGestationOziagnosedOwithOxronchopulmonaryOzysplasiadOMSystemsbO2019bOjbO 7.6 11

66 IdentificationOofONovelOResponseOandOPredictiveOxiomarkersOtoOHspofOInhibitorsOThroughOProteomicO
ProfilingOofOPatientcderivedOProstateOTumorOExplantsdOMoleculareandeCellulareProteomicsbO2018bOgmbOgjmfcgjnl7.6 19

65 wnalysisOcombiningOcorrelatedOglaucomaOtraitsOidentifiesOfiveOnewOriskOlociOforOopencangleOglaucomadO
ScientificeReportsbO2018bOnbOighj 4.9 25

64 zysregulatedOfibronectinOtraffickingObyOHspofOinhibitionOrestrictsOprostateOcancerOcellOinvasiondO
ScientificeReportsbO2018bOnbOhfof 4.9 15

63 GenomecwideOassociationOstudyOofOintraocularOpressureOuncoversOnewOpathwaysOtoOglaucomadO
NatureeGeneticsbO2018bOkfbOgflmcgfmg 36.3 86

62 EarlycLifeOwntibioticczrivenOzysbiosisOLeadsOtoOzysregulatedOVaccineOImmuneOResponsesOinOMicedO
CelleHosteandeMicrobebO2018bOhibOlkicllfdek 23.4 82

61 TheOpotentialOofOtheOmicrobiotaOtoOinfluenceOvaccineOresponsesdOJournaleofeLeukocyteeBiologybO2018bO
gfibOhhkchig 6.5 39

60 wnalysisOandOVisualizationOofOzynamicONetworksOUsingOtheOzyNetOwppOforOyytoscapedOCurrente
ProtocolseineBioinformaticsbO2018bOlibOekk 24.2 2

59 NetworkOVisualizationOandOwnalysisOofOSpatiallyOwwareOGeneOExpressionOzataOwithOInsituNetdOCelle
SystemsbO2018bOlbOlhlclifdei 10.6 6

58 RetinalOPigmentOEpithelialOyellsOareOaOPotentialOReservoirOforOEbolaOVirusOinOtheOHumanOEyedO
TranslationaleVisioneScienceeandeTechnologybO2017bOlbOgh 3.3 26

57 UsingOtheOyontextualOHubOwnalysisOToolOWyHwTXOinOyytoscapeOtoOIdentifyOyontextuallyORelevantO
NetworkOHubsdOCurrenteProtocolseineBioinformaticsbO2017bOkobOndhjdgcndhjdgi 24.2 5

56 WholeOexomeOsequencingOimplicatesOeyeOdevelopmentbOtheOunfoldedOproteinOresponseOandOplasmaO
membraneOhomeostasisOinOprimaryOopencangleOglaucomadOPLoSeONEbO2017bOghbOefgmhjhm 3.7 8

55
wOgenomecwideOassociationOstudyOforOgeneticOsusceptibilityOtoOMycobacteriumObovisOinfectionOinO
dairyOcattleOidentifiesOaOsusceptibilityOQTLOonOchromosomeOhidOGeneticseSelectioneEvolutionbO2016bO
jnbOgo

4.9 37

54 yontextualOHubOwnalysisOToolOWyHwTXpOwOyytoscapeOappOforOidentifyingOcontextuallyOrelevantOhubsOinO
biologicalOnetworksdOFxwwwResearchbO2016bOkbOgmjk 3.6 16

53 InterferoncdrivenOalterationsOofOtheOhostVsOaminoOacidOmetabolismOinOtheOpathogenesisOofOtyphoidO
feverdOJournaleofeExperimentaleMedicinebO2016bOhgibOgflgcmm 16.6 28

52 HiQuantpORapidOPostquantificationOwnalysisOofOLargecScaleOMScGeneratedOProteomicsOzatadOJournale
ofeProteomeeResearchbO2016bOgkbOhfmhco 5.6 6
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51 UsingObiologicalOnetworksOtoOintegratebOvisualizeOandOanalyzeOgenomicsOdatadOGeneticseSelectione
EvolutionbO2016bOjnbOhm 4.9 39

50 zyNetpOvisualizationOandOanalysisOofOdynamicOmolecularOinteractionOnetworksdOBioinformaticsbO2016bO
ihbOhmgick 7.2 75

49 IntegratedOanalysisOofOtheOlocalOandOsystemicOchangesOprecedingOtheOdevelopmentOofOpostcpartumO
cytologicalOendometritisdOBMCeGenomicsbO2015bOglbOngg 4.5 24

48 yerebralWebpOaOyytoscapedjsOplugcinOtoOvisualizeOnetworksOstratifiedObyOsubcellularOlocalizationdO
Database:etheeJournaleofeBiologicaleDatabaseseandeCurationbO2015bOhfgkbObavfjg 5 6

47 WholeObloodOgeneOexpressionOprofilingOofOneonatesOwithOconfirmedObacterialOsepsisdOGenomicseDatabO
2015bOibOjgcn 24

46
MicroRNwOprofilingOofOtheObovineOalveolarOmacrophageOresponseOtoOMycobacteriumObovisOinfectionO
suggestsOpathogenOsurvivalOisOenhancedObyOmicroRNwOregulationOofOendocytosisOandOlysosomeO
traffickingdOTuberculosisbO2015bOokbOlfcm

2.6 40

45 IdentificationOofOaOhumanOneonatalOimmunecmetabolicOnetworkOassociatedOwithObacterialOinfectiondO
NatureeCommunicationsbO2014bOkbOjljo 17.4 84

44 TheOmiRNwomeOofOtheOpostpartumOdairyOcowOliverOinOnegativeOenergyObalancedOBMCeGenomicsbO2014bO
gkbOhmo 4.5 23

43 MicroRNwOregulationOofObovineOmonocyteOinflammatoryOandOmetabolicOnetworksOinOanOinOvivoO
infectionOmodeldOG3:eGenesseGenomesseGeneticsbO2014bOjbOokmcmg 3.2 32

42 TheORoleOofOmicroRNwsOinOxovineOInfectionOandOImmunitydOFrontierseineImmunologybO2014bOkbOlgg 8.4 39

41 ProfilingOmicroRNwOexpressionOinObovineOalveolarOmacrophagesOusingORNwcseqdOVeterinarye
ImmunologyeandeImmunopathologybO2013bOgkkbOhincjj 2 24

40 InnatezxpOsystemsObiologyOofOinnateOimmunityOandObeyondccrecentOupdatesOandOcontinuingO
curationdONucleiceAcidseResearchbO2013bOjgbOzghhncii 20.1 654

39 NextOgenerationOsequencingOrevealsOtheOexpressionOofOaOuniqueOmiRNwOprofileOinOresponseOtoOaO
gramcpositiveObacterialOinfectiondOPLoSeONEbO2013bOnbOekmkji 3.7 75

38
wOgenomecwideOassociationOstudyOforOsomaticOcellOscoreOusingOtheOIlluminaOhighcdensityObovineO
beadchipOidentifiesOseveralOnovelOQTLOpotentiallyOrelatedOtoOmastitisOsusceptibilitydOFrontierseine
GeneticsbO2013bOjbOhho

4.5 44

37 PathwaycGPSOandOSIGORwpOidentifyingOrelevantOpathwaysObasedOonOtheOovercrepresentationOofOtheirO
genecpairOsignaturesdOPeerJbO2013bOgbOehho 3.1 28

36 GenomecwideOassociationsOforOmilkOproductionOandOsomaticOcellOscoreOinOHolsteincFriesianOcattleOinO
IrelanddOBMCeGeneticsbO2012bOgibOhg 2.6 91

35 RNwcseqOanalysisOofOdifferentialOgeneOexpressionOinOliverOfromOlactatingOdairyOcowsOdivergentOinO
negativeOenergyObalancedOBMCeGenomicsbO2012bOgibOgoi 4.5 79

34 TranscriptomicOanalysisOofOtheOstressOresponseOtoOweaningOatOhousingOinObovineOleukocytesOusingO
RNwcseqOtechnologydOBMCeGenomicsbO2012bOgibOhkf 4.5 32
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33 GlobalOgeneOexpressionOandOsystemsObiologyOanalysisOofObovineOmonocytecderivedOmacrophagesOinO
responseOtoOinOvitroOchallengeOwithOMycobacteriumObovisdOPLoSeONEbO2012bOmbOeihfij 3.7 39

32 MessengerORNwOsequenceOratherOthanOproteinOsequenceOdeterminesOtheOlevelOofOselfcsynthesisOandO
antigenOpresentationOofOtheOExVcencodedOantigenbOExNwgdOPLoSePathogensbO2012bOnbOegffiggh 7.6 30

31 ProteinOinteractionOdataOcurationpOtheOInternationalOMolecularOExchangeOWIMExXOconsortiumdONaturee
MethodsbO2012bOobOijkckf 21.6 375

30 EffectiveOadjunctiveOtherapyObyOanOinnateOdefenseOregulatoryOpeptideOinOaOpreclinicalOmodelOofO
severeOmalariadOScienceeTranslationaleMedicinebO2012bOjbOgikralj 17.5 73

29 PSIyQUIyOandOPSISyOREpOaccessingOandOscoringOmolecularOinteractionsdONatureeMethodsbO2011bOnbOkhnco 21.6 227

28
TheOhumanOtranscriptomeOduringOnontyphoidOSalmonellaOandOHIVOcoinfectionOrevealsOattenuatedO
NFkappaxcmediatedOinflammationOandOpersistentOcellOcycleOdisruptiondOJournaleofeInfectiouse
DiseasesbO2011bOhfjbOghimcjk

7 19

27
TheOearlyOwholecbloodOtranscriptionalOsignatureOofOdengueOvirusOandOfeaturesOassociatedOwithO
progressionOtoOdengueOshockOsyndromeOinOVietnameseOchildrenOandOyoungOadultsdOJournaleofe
VirologybO2010bOnjbOghonhcoj

6.6 84

26 xovineOproteinsOcontainingOpolycglutamineOrepeatsOareOoftenOpolymorphicOandOenrichedOforO
componentsOofOtranscriptionalOregulatoryOcomplexesdOBMCeGenomicsbO2010bOggbOlkj 4.5 13

25 yuratingOtheOinnateOimmunityOinteractomedOBMCeSystemseBiologybO2010bOjbOggm 3.5 59

24 TheOimprintedOretrotransposonclikeOgeneOPEGggOWRTLgXOisOexpressedOasOaOfullclengthOproteinOinO
skeletalOmuscleOfromOyallipygeOsheepdOPLoSeONEbO2010bOkbOenlin 3.7 33

23 yontrastingOevolutionOofOdiversityOatOtwoOdiseasecassociatedOchickenOgenesdOImmunogeneticsbO2009bO
lgbOificgj 3.2 13

22 TheOgenomeOsequenceOofOtaurineOcattlepOaOwindowOtoOruminantObiologyOandOevolutiondOSciencebO2009bO
ihjbOkhhcn 33.3 863

21 EnablingOaOsystemsObiologyOapproachOtoOimmunologypOfocusOonOinnateOimmunitydOTrendseine
ImmunologybO2009bOifbOhjoclh 14.4 96

20 GenomecwideOsurveyOofOSNPOvariationOuncoversOtheOgeneticOstructureOofOcattleObreedsdOSciencebO
2009bOihjbOkhncih 33.3 612

19 TheObovineOlactationOgenomepOinsightsOintoOtheOevolutionOofOmammalianOmilkdOGenomeeBiologybO2009bO
gfbORji 18.3 143

18
TranscriptionalOresponseOinOtheOperipheralObloodOofOpatientsOinfectedOwithOSalmonellaOentericaO
serovarOTyphidOProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericabO2009
bOgflbOhhjiicn

11.5 63

17 EvidenceOofObalancedOdiversityOatOtheOchickenOinterleukinOjOreceptorOalphaOchainOlocusdOBMCe
EvolutionaryeBiologybO2009bOobOgil 3 10

16 InnatezxpOfacilitatingOsystemsclevelOanalysesOofOtheOmammalianOinnateOimmuneOresponsedOMoleculare
SystemseBiologybO2008bOjbOhgn 12.2 282
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15 zetectingOtheOeffectsOofOselectionOatOtheOpopulationOlevelOinOsixObovineOimmuneOgenesdOBMCeGenetics
bO2008bOobOlh 2.6 10

14 wvianObetacdefensinOnomenclaturepOaOcommunityOproposedOupdatedOImmunologyeLettersbO2007bOggfbOnlco 4.1 127

13 EvidenceOofOpositiveOselectionOonOtheOwtlanticOsalmonOyzigammadeltaOgenedOImmunogeneticsbO2007bO
kobOhhkcih 3.2 3

12 ModificationOofOchickenOavianObetacdefensincnOatOpositivelyOselectedOaminoOacidOsitesOenhancesO
specificOantimicrobialOactivitydOImmunogeneticsbO2007bOkobOkmicnf 3.2 31

11 LinkageOmappingOofOtheOlocusOforOinheritedOovineOarthrogryposisOWIOwXOtoOsheepOchromosomeOkdO
MammalianeGenomebO2007bOgnbOjickh 3.2 9

10 ziscoveryOofOalphacdefensinsOinObasalOmammalsdODevelopmentaleandeComparativeeImmunologybO2007bO
igbOolicm 3.2 44

9 InductionOofOaOnovelOchickenOTollclikeOreceptorOfollowingOSalmonellaOentericaOserovarOTyphimuriumO
infectiondOInfectioneandeImmunitybO2006bOmjbOglohcn 3.7 148

8 TheOsyntheticOformOofOaOnovelOchickenObetacdefensinOidentifiedOinOsilicoOisOpredominantlyOactiveO
againstOintestinalOpathogensdOImmunogeneticsbO2005bOkmbOofcn 3.2 67

7 wOgenomicsOapproachOtoOtheOdetectionOofOpositiveOselectionOinOcattlepOadaptiveOevolutionOofOtheO
TccellOandOnaturalOkillerOcellcsurfaceOproteinOyzhdOGeneticsbO2005bOgmfbOggnocol 4 18

6 EvidenceOofOpositivelyOselectedOsitesOinOmammalianOalphacdefensinsdOMoleculareBiologyeandeEvolution
bO2004bOhgbOngochm 8.3 64

5 xioinformaticOdiscoveryOandOinitialOcharacterisationOofOnineOnovelOantimicrobialOpeptideOgenesOinOtheO
chickendOImmunogeneticsbO2004bOklbOgmfcm 3.2 177

4 InOsilicoOidentificationOofOcomponentsOofOtheOTollclikeOreceptorOWTLRXOsignalingOpathwayOinOclusteredO
chickenOexpressedOsequenceOtagsOWESTsXdOVeterinaryeImmunologyeandeImmunopathologybO2003bOoibOgmmcnj2 68

3 xioinformaticspOimplicationsOforOmedicalOresearchOandOclinicalOpracticedOClinicaleandeInvestigativee
MedicinebO2003bOhlbOmfcj 0.9 1

2 yontextualOHubOwnalysisOToolOWyHwTXpOwOyytoscapeOappOforOidentifyingOcontextuallyOrelevantOhubsOinO
biologicalOnetworksdOFxwwwResearchbkbOgmjk 3.6 18

1 LipidomicOprofilingOofOclinicalOprostateOcancerOrevealsOtargetableOalterationsOinOmembraneOlipidOcomposition 2
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