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selectiveImechanismsWIAmericangJournalgofgPhysicalgAnthropologyUI1993UIcfUIgaVhi 2.5 45

184 wenomeVwideIassociationIstudyIofIlungIfunctionIphenotypesIinIaIfounderIpopulationWIJournalgofg
AllergygandgClinicalgImmunologyUI2014UIaccUIbdhVeeWeaVaY 11.5 44

183 umpiricalIdataIaboutIwomenPsIattitudesItowardsIaIhypotheticalIpediatricIbiobankWIAmericangJournalg
ofgMedicalgGeneticsvgPartgAUI2008UIadfqUIbigVcYd 2.5 44

182 qInullImutationIinIxLqVwIisInotIassociatedIwithIpreeclampsiaIorIintrauterineIgrowthIretardationWI
JournalgofgReproductivegImmunologyUI2000UIdgUIdaVh 4.2 44

181 xostIgeneticIvariationIinImucosalIimmunityIpathwaysIinfluencesItheIupperIairwayImicrobiomeWI
MicrobiomeUI2017UIeUIaf 16.6 43

180 qIpopulationVbasedIstudyIofIautosomalVrecessiveIdiseaseVcausingImutationsIinIaIfounderI
populationWIAmericangJournalgofgHumangGeneticsUI2012UIiaUIfYhVbY 11 41

179 suttingIedgejIpolymorphismsIinItheIys SIpromoterIregionIareIassociatedIwithIallergicIsensitizationI
andIThbIcytokineIproductionWIJournalgofgImmunologyUI2005UIageUIbYfaVe 5.3 41

178 qssociationsIofIautozygosityIwithIaIbroadIrangeIofIhumanIphenotypesWINaturegCommunicationsUI
2019UIaYUIdieg 17.4 40

177 qIgenomeVwideIsurveyIofIstdQTRIlymphocyteIregulatoryIgeneticIvariantsIidentifiesInovelIasthmaI
genesWIJournalgofgAllergygandgClinicalgImmunologyUI2014UIacdUIaaecVfb 11.5 40

176 wenomeVwideIassociationIstudyIandIadmixtureImappingIrevealInewIlociIassociatedIwithItotalIyguI
levelsIinILatinosWIJournalgofgAllergygandgClinicalgImmunologyUI2015UIaceUIaeYbVaY 11.5 40

175 yTwrcIshowsIgeneticIandIexpressionIinteractionIwithISLsfqdWIHumangGeneticsUI2006UIabYUIicVaYY 6.3 40

174 xLqIsharingIandIfertilityIinIxutteriteIcouplesjIevidenceIforIprenatalIselectionIagainstIcompatibleI
fetusesWIAmericangJournalgofgReproductivegImmunologygandgMicrobiology:gAJRIMUI1988UIahUIaaaVe 40

173
“ajorIlociIinfluencingIserumItriglycerideIlevelsIonIbqadIandIipbaIlocalizedIbyI
homozygosityVbyVdescentImappingIinIaIlargeIxutteriteIpedigreeWIHumangMoleculargGeneticsUI2003UI
abUIacgVdd

5.6 39

(2003-2015)
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172 xLqVxjIaIpseudogeneIwithIincreasedIvariationIdueItoIbalancingIselectionIatIneighboringIlociWI
MoleculargBiologygandgEvolutionUI1998UIaeUIaehaVh 8.3 39

171 “aternalIasthmaIandImicroγ”qIregulationIofIsolubleIxLqVwIinItheIairwayWIJournalgofgAllergygandg
ClinicalgImmunologyUI2013UIacaUIadifVeYc 11.5 38

170 xomozygousIfounderImutationIinIdesmocollinVbIQtSsbRIcausesIarrhythmogenicIcardiomyopathyIinI
theIxutteriteIpopulationWICirculation:gCardiovasculargGeneticsUI2013UIfUIcbgVcf 38

169 TheIcombinationIofIaIgenomeVwideIassociationIstudyIofIlymphocyteIcountIandIanalysisIofIgeneI
expressionIdataIrevealsInovelIasthmaIcandidateIgenesWIHumangMoleculargGeneticsUI2012UIbaUIbaaaVbc 5.6 38

168 SequencingItheIyLdIlocusIinIqfricanIqmericansIimplicatesIrareInoncodingIvariantsIinIasthmaI
susceptibilityWIJournalgofgAllergygandgClinicalgImmunologyUI2009UIabdUIabYdViWei 11.5 38

167 weneIuxpressionIProfilingIinIrloodIProvidesIγeproducibleI“olecularIynsightsIintoIqsthmaIsontrolWI
AmericangJournalgofgRespiratorygandgCriticalgCaregMedicineUI2017UIaieUIagiVahh 10.2 37

166 xLqVwIpolymorphismsIandIsolubleIxLqVwIproteinIlevelsIinIwomenIwithIrecurrentIpregnancyIlossI
fromIrasrahIprovinceIinIyraqWIHumangImmunologyUI2012UIgcUIhaaVg 2.3 37

165 vunctionalIvariantsIofItheIsphingosineVaVphosphateIreceptorIaIgeneIassociateIwithIasthmaI
susceptibilityWIJournalgofgAllergygandgClinicalgImmunologyUI2010UIabfUIbdaViUIbdiWeaVc 11.5 37

164 wenomeIscanIforIlociIlinkedItoImiteIsensitivityjItheIsollaborativeIStudyIonItheIweneticsIofIqsthmaI
QsSwqRWIGenesgandgImmunityUI2004UIeUIbbfVca 4.4 37

163 VariationIinIconservedInonVcodingIsequencesIonIchromosomeIeqIandIsusceptibilityItoIasthmaIandI
atopyWIRespiratorygResearchUI2005UIfUIade 7.3 36

162 qssociationIstudyIinIqfricanVadmixedIpopulationsIacrossItheIqmericasIrecapitulatesIasthmaIriskIlociI
inInonVqfricanIpopulationsWINaturegCommunicationsUI2019UIaYUIhhY 17.4 36

161 VariationIinIyTwrcIisIassociatedIwithIasthmaIandIsensitizationItoImoldIallergenIinIfourIpopulationsWI
AmericangJournalgofgRespiratorygandgCriticalgCaregMedicineUI2005UIagbUIfgVgc 10.2 35

160 γeducingImitochondrialIreadsIinIqTqsVseqIusingIsγySPγXsasiWIScientificgReportsUI2017UIgUIbdea 4.9 34

159 qdvancesIinIasthmaIandIallergicIdiseaseIgeneticsjIysIbiggerIalwaysIbetteroWIJournalgofgAllergygandg
ClinicalgImmunologyUI2019UIaddUIadieVaeYf 11.5 34

158 yntellectualIdisabilityIassociatedIwithIaIhomozygousImissenseImutationIinITx sfWIOrphanetg
JournalgofgRaregDiseasesUI2013UIhUIfb 4.2 34

157 uvaluatingItheIevidenceIforItransmissionIdistortionIinIhumanIpedigreesWIGeneticsUI2012UIaiaUIbaeVcb 4 34

156 xeritabilityIestimationIandIdifferentialIanalysisIofIcountIdataIwithIgeneralizedIlinearImixedImodelsI
inIgenomicIsequencingIstudiesWIBioinformaticsUI2019UIceUIdhgVdif 7.2 32

155 xeritabilityIestimationIofIsexVspecificIeffectsIonIhumanIquantitativeItraitsWIGeneticgEpidemiologyUI
2007UIcaUIcchVdg 2.6 32
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154 xLqVtγraSYaIallelesIareIassociatedIwithIsensitizationItoIcockroachIallergensWIJournalgofgAllergyg
andgClinicalgImmunologyUI2000UIaYeUIifYVf 11.5 32

153 yv”wIgenotypeIandIsexIinteractItoIinfluenceItheIriskIofIchildhoodIasthmaWIJournalgofgAllergygandg
ClinicalgImmunologyUI2011UIabhUIebdVca 11.5 29

152 qreIcommonIdiseaseIsusceptibilityIallelesItheIsameIinIoutbredIandIfounderIpopulationsoWIEuropeang
JournalgofgHumangGeneticsUI2004UIabUIehdViY 5.3 29

151 weneticIassociationsIwithIviralIrespiratoryIillnessesIandIasthmaIcontrolIin´ childrenWIClinicalgandg
ExperimentalgAllergyUI2016UIdfUIaabVbd 4.1 29

150
TheImaternalIxLqVwIaeig˛�sInullImutationIisIassociatedIwithIincreasedIriskIofIpreVeclampsiaIandI
reducedIxLqVwIexpressionIduringIpregnancyIinIqfricanVqmericanIwomenWIMoleculargHumang
ReproductionUI2013UIaiUIaddVeb

4.4 28

149 surrentItopicjIxLqIandIreproductionjIlessonsIfromIstudiesIinItheIxutteritesWIPlacentaUI1995UIafUIefiVgg 3.4 28

148 yncreasedIriskIforIgestationalIdiabetesImellitusIassociatedIwithIinsulinIreceptorIandIinsulinVlikeI
growthIfactorIyyIrestrictionIfragmentIlengthIpolymorphismsWIGeneticgEpidemiologyUI1989UIfUIeeiVfi 2.6 28

147 ymmunogeneticIstudiesIinIfamiliesIofIchildrenIwithIjuvenileIdermatomyositisWIJournalgofg
RheumatologyUI1998UIbeUIaYYYVb 4.1 28

146 Pγy“qLjIvastIandIaccurateIpedigreeVbasedIimputationIfromIsequenceIdataIinIaIfounderIpopulationWI
PLoSgComputationalgBiologyUI2015UIaaUIeaYYdaci 5 27

145 vractionIofIexhaledInitricIoxideIvaluesIinIchildhoodIareIassociatedIwithIagqaaWbVqabIandIagqabVqbaI
variantsWIJournalgofgAllergygandgClinicalgImmunologyUI2014UIacdUIdfVee 11.5 27

144
wenomeVwideIancestryIassociationItestingIidentifiesIaIcommonIuuropeanIvariantIonIfqadWaIasIaI
riskIfactorIforIasthmaIinIqfricanIqmericanIsubjectsWIJournalgofgAllergygandgClinicalgImmunologyUI2012
UIacYUIfbbVfbiWei

11.5 27

143 vurtherIreplicationIstudiesIofItheIuVuIsonsortiumImetaVanalysisIidentifiesIbIasthmaIriskIlociIinI
uuropeanIqmericansWIJournalgofgAllergygandgClinicalgImmunologyUI2012UIacYUIabidVcYa 11.5 27

142 SequenceIvariationIinItheIpromoterIregionIofItheIcholinergicIreceptorImuscarinicIcIgeneIandI
asthmaIandIatopyWIJournalgofgAllergygandgClinicalgImmunologyUI2003UIaaaUIebgVcb 11.5 27

141 qIpopulationIgeneticsIstudyIofIsingleInucleotideIpolymorphismsIinItheIinterleukinIdIreceptorIalphaI
QyLdγqRIgeneWIGenesgandgImmunityUI2001UIbUIabhVcd 4.4 27

140 wenomeVwideIassociationIstudyIofIrecalcitrantIatopicIdermatitisIinIKoreanIchildrenWIJournalgofg
AllergygandgClinicalgImmunologyUI2015UIacfUIfghVfhdWed 11.5 26

139 WholeVgenomeIsequencingIofIindividualsIfromIaIfounderIpopulationIidentifiesIcandidateIgenesIforI
asthmaWIPLoSgONEUI2014UIiUIeaYdcif 3.7 26

138 sorrelationIofIintergenerationalIfamilyIsizesIsuggestsIaIgeneticIcomponentIofIreproductiveIfitnessWI
AmericangJournalgofgHumangGeneticsUI2007UIhaUIafeVi 11 26

137
SexIdifferencesIinItheIgeneticIbasisIofImorningIserumIcortisolIlevelsjIgenomeVwideIscreenI
identifiesItwoInovelIlociIspecificItoIwomenWIJournalgofgClinicalgEndocrinologygandgMetabolismUI2005UI
iYUIdgdgVeb

5.6 26
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136
“atchingItwoIindependentIcohortsIvalidatesItPxaIasIaIgeneIresponsibleIforIautosomalIrecessiveI
intellectualIdisabilityIwithIshortIstatureUIcraniofacialUIandIectodermalIanomaliesWIHumangMutationUI
2015UIcfUIaYaeVi

4.7 25

135 uvolutionaryIforwardIgenomicsIrevealsInovelIinsightsIintoItheIgenesIandIpathwaysIdysregulatedIinI
recurrentIearlyIpregnancyIlossWIHumangReproductionUI2015UIcYUIeaiVbi 5.7 25

134 yntegrationIofImouseIandIhumanIgenomeVwideIassociationIdataIidentifiesIKs”yPdIasIanIasthmaI
geneWIPLoSgONEUI2013UIhUIeefagi 3.7 25

133 TheIgeneticsIofIasthmaWI“appingIgenesIforIcomplexItraitsIinIfounderIpopulationsWIClinicalgandg
ExperimentalgAllergyUI1998UIbhISupplIaUIaYaVekIdiscussionIaYhVaY 4.1 25

132 umpiricalIdataIaboutIwomenPsIattitudesItowardIaIbiobankIfocusedIonIpregnancyIoutcomesWI
AmericangJournalgofgMedicalgGeneticsvgPartgAUI2008UIadfqUIcYeVaa 2.5 25

131 ymmunogenicityIofItheIsolubleIisoformsIofIxLqVwWIMoleculargHumangReproductionUI2003UIiUIgbiVce 4.4 25

130 PolymorphismsIinItheIxLqVlinkedIolfactoryIreceptorIgenesIinItheIxutteritesWIHumangImmunologyUI
2000UIfaUIgaaVg 2.3 25

129
wenomeVWideIqssociationIStudyIydentificationIofI”ovelILociIqssociatedIwithIqirwayI
γesponsivenessIinIshronicI bstructiveIPulmonaryItiseaseWIAmericangJournalgofgRespiratorygCellgandg
MoleculargBiologyUI2015UIecUIbbfVcd

5.7 24

128 ynvertedIduplicationsIonIacentricImarkersjImechanismIofIformationWIHumangMoleculargGeneticsUI
2009UIahUIbbdaVef 5.6 24

127 VariationIinIyTwrcIhasIsexVspecificIassociationsIwithIplasmaIlipoproteinQaRIandIwholeIbloodI
serotoninIlevelsIinIaIpopulationVbasedIsampleWIHumangGeneticsUI2005UIaagUIhaVg 6.3 24

126 qIrobustItestIforIassortativeImatingWIEuropeangJournalgofgHumangGeneticsUI2000UIhUIaaiVbd 5.3 24

125 TheImaternalVfetalIrelationshipIinIhumanIpregnancyjIanIimmunogeneticIperspectiveWIExperimentalg
andgClinicalgImmunogeneticsUI1992UIiUIaVad 24

124 qssociationIofI γ“tLcIwithIrhinovirusVinducedIendoplasmicIreticulumIstressIandItypeIyIynterferonI
responsesIinIhumanIleucocytesWIClinicalgandgExperimentalgAllergyUI2017UIdgUIcgaVchb 4.1 23

123 yntegrinIbetaIcIgenotypeIinfluencesIasthmaIandIallergyIphenotypesIinItheIfirstIfIyearsIofIlifeWI
JournalgofgAllergygandgClinicalgImmunologyUI2007UIaaiUIadbcVi 11.5 23

122 qncestralIandIrecombinantIafVlocusIxLqIhaplotypesIinItheIxutteritesWIImmunogeneticsUI1999UIdiUIdiaVg 3.2 23

121 uxpressionIΔuantitativeITraitILocusI“appingIStudiesIinI“idVsecretoryIPhaseIundometrialIsellsI
ydentifiesIxLqVvIandITqPbIasIvecundabilityVqssociatedIwenesWIPLoSgGeneticsUI2016UIabUIeaYYeheh 6 23

120 qIcomparisonIofIhumansIandIbaboonsIsuggestsIgermlineImutationIratesIdoInotItrackIcellIdivisionsWI
PLoSgBiologyUI2020UIahUIecYYYhch 9.7 23

119 wlobalIt”qImethylationIchangesIspanningIpubertyIareInearIpredictedIestrogenVresponsiveIgenesI
andIenrichedIforIgenesIinvolvedIinIendocrineIandIimmuneIprocessesWIClinicalgEpigeneticsUI2018UIaYUIfb 7.7 22
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118
“utationIforInonsyndromicImentalIretardationIinItheItransVbVenoylVsoqIreductaseITuγIgeneI
involvedIinIfattyIacidIelongationIimpairsItheIenzymeIactivityIandIstabilityUIleadingItoIchangeIinI
sphingolipidIprofileWIJournalgofgBiologicalgChemistryUI2013UIbhhUIcfgdaVi

5.4 22

117 X“jIassociationItestingIonItheIXVchromosomeIinIcaseVcontrolIsamplesIwithIrelatedIindividualsWI
GeneticgEpidemiologyUI2012UIcfUIdchVeY 2.6 21

116 LevelsIofIsolubleIhumanIleukocyteIantigenVwIareIincreasedIinIasthmaticIairwaysWIEuropeang
RespiratorygJournalUI2010UIceUIibeVg 13.6 21

115 qIgenomewideIscreenIforIchronicIrhinosinusitisIgenesIidentifiesIaIlocusIonIchromosomeIgqWI
LaryngoscopeUI2008UIaahUIbYfgVgb 3.6 21

114 xLqVwjIanIasthmaIgeneIonIchromosomeIfpWIImmunologygandgAllergygClinicsgofgNorthgAmericaUI2005UI
beUIffiVgi 3.3 21

113 SusceptibilityIgenesIinIasthmaIandIallergyWICurrentgAllergygandgAsthmagReportsUI2001UIaUIagdVi 5.6 21

112 uxtensiveIpleiotropismIandIallelicIheterogeneityImediateImetabolicIeffectsIofIandWIScienceUI2021UI
cgbUIaYheVaYia 33.3 21

111 uxpressionIquantitativeItraitIlocusIfineImappingIofItheIagqabVbaIasthmaIlocusIinIqfricanIqmericanI
childrenjIaIgeneticIassociationIandIgeneIexpressionIstudyWILancetgRespiratorygMedicinevtheUI2020UIhUIdhbVdib35.1 20

110 γisingIprevalenceIofIasthmaIisIsexVspecificIinIaIUSIfarmingIpopulationWIJournalgofgAllergygandgClinicalg
ImmunologyUI2011UIabhUIggdVi 11.5 20

109 trawingItheIhistoryIofItheIxutteriteIpopulationIonIaIgeneticIlandscapejIinferenceIfromI
YVchromosomeIandImtt”qIgenotypesWIEuropeangJournalgofgHumangGeneticsUI2010UIahUIdfcVgY 5.3 20

108 qIgenomeVwideIsearchIforIquantitativeItraitIlociIcontributingItoIvariationIinIseasonalIpollenI
reactivityWIJournalgofgAllergygandgClinicalgImmunologyUI2006UIaagUIgiVhe 11.5 20

107 qnIadmixtureImappingImetaVanalysisIimplicatesIgeneticIvariationIatIahqbaIwithIasthmaI
susceptibilityIinILatinosWIJournalgofgAllergygandgClinicalgImmunologyUI2019UIadcUIiegVifi 11.5 20

106 slubIsellITγPVdIServesIasIaItamageISensorItrivingILungIqllergicIynflammationWICellgHostgandg
MicrobeUI2020UIbgUIfadVfbhWef 23.4 18

105 “aternalImicrochimerismIprotectsIagainstItheIdevelopmentIofIasthmaWIJournalgofgAllergygandg
ClinicalgImmunologyUI2013UIacbUIciVdd 11.5 18

104 TheIeffectIofIfreezeVthawIcyclesIonIgeneIexpressionIlevelsIinIlymphoblastoidIcellIlinesWIPLoSgONEUI
2014UIiUIeaYgaff 3.7 18

103 qccurateIimputationIofIrareIandIcommonIvariantsIinIaIfounderIpopulationIfromIaIsmallInumberIofI
sequencedIindividualsWIGeneticgEpidemiologyUI2012UIcfUIcabVi 2.6 18

102 TheIsvTγI“etIdgYIalleleIisIassociatedIwithIlowerIbirthIratesIinIfertileImenIfromIaIpopulationI
isolateWIPLoSgGeneticsUI2010UIfUIeaYYYigd 6 18

101 TVcellIphenotypesIareIassociatedIwithIserumIyguIlevelsIinIqmishIandIxutteriteIchildrenWIJournalgofg
AllergygandgClinicalgImmunologyUI2019UIaddUIaciaVadYaWeaY 11.5 17

(2019-2013)
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100
γoleIofIlocalIspwIt”qImethylationIinImediatingItheIagqbaIasthmaIsusceptibilityIgasderminIrI
QwSt“rRX γ“tLIsphingolipidIbiosynthesisIregulatorIcIQ γ“tLcRIexpressionIquantitativeItraitI
locusWIJournalgofgAllergygandgClinicalgImmunologyUI2018UIadaUIbbhbVbbhfWef

11.5 17

99 SequenceIvariationIinItheIyLdIgeneIandIresistanceItoITrypanosomaIcruziIinfectionIinIroliviansWI
JournalgofgAllergygandgClinicalgImmunologyUI2011UIabgUIbgiVhbUIbhbWeaVc 11.5 17

98 svTγImutationsIandIreproductiveIoutcomesIinIaIpopulationIisolateWIHumangGeneticsUI2008UIabbUIehcVh 6.3 17

97 SexVspecificIgeneticIarchitectureIofIasthmaVassociatedIquantitativeItraitIlociIinIaIfounderI
populationWICurrentgAllergygandgAsthmagReportsUI2006UIfUIbdaVf 5.6 17

96 γareInonVcodingIvariantsIareIassociatedIwithIplasmaIlipidItraitsIinIaIfounderIpopulationWIScientificg
ReportsUI2017UIgUIafdae 4.9 16

95 qIgenomeVwideIscreenIforIhyposmiaIsusceptibilityILociWIChemicalgSensesUI2008UIccUIcaiVbi 4.8 16

94 VariationIinItheItypeIyIinterferonIgeneIclusterIonIipbaIinfluencesIsusceptibilityItoIasthmaIandI
atopyWIGenesgandgImmunityUI2006UIgUIafiVgh 4.4 16

93 “issingIdataIinIhaplotypeIanalysisjIaIstudyIonItheI“yLsImethodWIAnnalsgofgHumangGeneticsUI2002UI
ffUIiiVaYh 2.2 16

92 TheIroleIofIenvironmentalItobaccoIsmokeIinIgeneticIsusceptibilityItoIasthmaWICurrentgOpinionging
AllergygandgClinicalgImmunologyUI2004UIdUIcceVi 3.3 16

91 wenomeVwideIscreenIforIatopyIsusceptibilityIallelesIinItheIxutteritesWIClinicalgandgExperimentalg
AllergyUI1999UIbiISupplIdUIaaVe 4.1 16

90 LinkageIanalysisIwithIdenseIS”PImapsIinIisolatedIpopulationsWIHumangHeredityUI2009UIfhUIhgVig 1.1 15

89 sharacterizationIofIaIUniqueIvormIofIqrrhythmicIsardiomyopathyIsausedIbyIγecessiveI“utationIinI
Lu“tbWIJACCgBasicgTogTranslationalgScienceUI2019UIdUIbYdVbba 8.7 14

88 upigenomeVwideIassociationIstudyIofIt”qImethylationIandIadultIasthmaIinItheIqgriculturalILungI
xealthIStudyWIEuropeangRespiratorygJournalUI2020UIefUI 13.6 14

87 upigeneticIlandscapeIlinksIupperIairwayImicrobiotaIinIinfancyIwithIallergicIrhinitisIatIfIyearsIofIageWI
JournalgofgAllergygandgClinicalgImmunologyUI2020UIadfUIacehVacff 11.5 14

86 qIcommonIspinalImuscularIatrophyIdeletionImutationIisIpresentIonIaIsingleIfounderIhaplotypeIinI
theIUSIxutteritesWIEuropeangJournalgofgHumangGeneticsUI2011UIaiUIaYdeVea 5.3 13

85 qIcommonIcortactinIgeneIvariationIconfersIdifferentialIsusceptibilityItoIsevereIasthmaWIGeneticg
EpidemiologyUI2008UIcbUIgegVff 2.6 13

84 TheIshildrenPsIγespiratoryIandIunvironmentalIWorkgroupIQsγuWRIbirthIcohortIconsortiumjIdesignUI
methodsUIandIstudyIpopulationWIRespiratorygResearchUI2019UIbYUIaae 7.3 12

83 uvolutionaryIgeneticsIofItheIhumanIγhIbloodIgroupIsystemWIHumangGeneticsUI2012UIacaUIabYeVaf 6.3 12
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82 xumanIbodyIscentsjIconsciousIperceptionsIandIbiologicalIeffectsWIChemicalgSensesUI2005UIcYISupplI
aUIiaceVg 4.8 12

81 ymmunogeneticsIofIreproductionjIanIoverviewWICurrentgTopicsgingMicrobiologygandgImmunologyUI1997
UIbbbUIaVbc 3.3 12

80 qInovelI”tUvSdIframeshiftImutationIcausesILeighIdiseaseIinItheIxutteriteIpopulationWIAmericang
JournalgofgMedicalgGeneticsvgPartgAUI2017UIagcUIeifVfYY 2.5 11

79 yncreasedIproteinVcodingImutationsIinItheImitochondrialIgenomeIofIqfricanIqmericanIwomenIwithI
preeclampsiaWIReproductivegSciencesUI2012UIaiUIacdcVea 3 11

78 StatisticalIanalysisIofIoutcomesIfromIrepeatedIpregnanciesjIeffectsIofIxLqIsharingIonIfetalIlossI
ratesWIGeneticgEpidemiologyUI1991UIhUIahgVig 2.6 11

77 temographicIcomponentsIofIgeneIfrequencyIchangeIinIfreeVrangingImacaquesIonIsayoISantiagoWI
AmericangJournalgofgPhysicalgAnthropologyUI1984UIfdUIbbcVca 2.5 11

76 weneticVupigeneticIynteractionsIinIqsthmaIγevealedIbyIaIwenomeVWideIweneVsentricISearchWI
HumangHeredityUI2018UIhcUIacYVaeb 1.1 11

75 qImultipleIsplittingIapproachItoIlinkageIanalysisIinIlargeIpedigreesIidentifiesIaIlinkageItoIasthmaIonI
chromosomeIabWIGeneticgEpidemiologyUI2009UIccUIbYgVaf 2.6 10

74 uthnicIheterogeneityIandIcysticIfibrosisItransmembraneIregulatorIQsvTγRImutationIfrequenciesIinI
shicagoVareaIsvIfamiliesWIAmericangJournalgofgHumangGeneticsUI1992UIeaUIacddVh 11 10

73 yntegratedIanalysesIofIgeneIexpressionIandIgeneticIassociationIstudiesIinIaIfounderIpopulationWI
HumangMoleculargGeneticsUI2016UIbeUIbaYdVbaab 5.6 10

72 qIcommonIvariantIinIγqrbgqIgeneIisIassociatedIwithIfractionalIexhaledInitricIoxideIlevelsIinIadultsWI
ClinicalgandgExperimentalgAllergyUI2015UIdeUIgigVhYf 4.1 9

71 UltraVfastIlocalVhaplotypeIvariantIcallingIusingIpairedVendIt”qVsequencingIdataIrevealsIsomaticI
mosaicismIinItumorIandInormalIbloodIsamplesWINucleicgAcidsgResearchUI2016UIddUIebe 20.1 9

70
qIsharedIfounderImutationIunderliesIrestrictiveIdermopathyIinI ldIsolonyIQtutchVwermanRI
“ennoniteIandIxutteriteIpatientsIinI”orthIqmericaWIAmericangJournalgofgMedicalgGeneticsvgPartgAUI
2012UIaehqUIabbiVcb

2.5 9

69 StudiesIofIcysticIfibrosisIinIxutteriteIfamiliesIbyIusingIlinkedIt”qIprobesWIAmericangJournalgofg
HumangGeneticsUI1987UIdaUIaadeVea 11 9

68 sytokineVinducedImolecularIresponsesIinIairwayIsmoothImuscleIcellsIinformIgenomeVwideI
associationIstudiesIofIasthmaWIGenomegMedicineUI2020UIabUIfd 14.4 9

67 TranscriptomeIandIregulatoryImapsIofIdeciduaVderivedIstromalIcellsIinformIgeneIdiscoveryIinI
pretermIbirthWISciencegAdvancesUI2020UIfUI 14.3 9

66 PositiveIselectionIonIhumanIgameteVrecognitionIgenesWIPeerJUI2018UIfUIedbei 3.1 9

65 weneIsoexpressionI”etworksIinIWholeIrloodIymplicateI“ultipleIynterrelatedI“olecularIPathwaysI
inI besityIinIPeopleIwithIqsthmaWIObesityUI2018UIbfUIaichVaidh 8 9
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64 ParentVofVoriginIeffectsIonIquantitativeIphenotypesIinIaIlargeIxutteriteIpedigreeWICommunicationsg
BiologyUI2019UIbUIbh 6.7 8

63 uvidenceIforIanIyLVfVhighIasthmaIphenotypeIinIasthmaticIpatientsIofIqfricanIancestryWIJournalgofg
AllergygandgClinicalgImmunologyUI2019UIaddUIcYdVcYfWed 11.5 8

62 PathogenicIVariantIinIUIpWqrgahcTrpUIsausesIzuvenileV nsetItystoniaUIxearingILossUIandI
tevelopmentalItelayIwithoutI“idlineI“alformationWICasegReportsgingGeneticsUI2017UIbYagUIiahdbfe 0.7 8

61 ynnateIymmunityIandIqsthmaIγiskWINewgEnglandgJournalgofgMedicineUI2016UIcgeUIahihVahii 59.2 8

60 TranscriptionalIprogrammingIandITIcellIreceptorIrepertoiresIdistinguishIhumanIlungIandIlymphI
nodeImemoryITIcellsWICommunicationsgBiologyUI2019UIbUIdaa 6.7 8

59 SequenceIvariationsIatItheIhumanIleukocyteIantigenVlinkedIolfactoryIreceptorIclusterIdoInotI
influenceIfemaleIpreferencesIforImaleIodorsWIHumangImmunologyUI2010UIgaUIaYYVc 2.3 8

58 ShadesIofIgrayjIaIcomparisonIofIlinkageIdisequilibriumIbetweenIxutteritesIandIuuropeansWIGeneticg
EpidemiologyUI2010UIcdUIaccVi 2.6 8

57 γeplyItoIâ��TheI“xsIandIbodyIodorsjIarbitraryIeffectsIcausedIbyIshiftsIofImeanIpleasantnessâ��WI
NaturegGeneticsUI2002UIcaUIbcgVbch 36.3 8

56
qILqSS IpenalizedIregressionIapproachIforIgenomeVwideIassociationIanalysesIusingIrelatedI
individualsjIapplicationItoItheIweneticIqnalysisIWorkshopIaiIsimulatedIdataWIBMCgProceedingsUI2016
UIaYUIbbaVbbf

2.3 8

55 ulevatedIlevelsIofIsolubleIhumanleukocyteIantigenVwIinItheIairwaysIareIaImarkerIforIaI
lowVinflammatoryIendotypeIofIasthmaWIJournalgofgAllergygandgClinicalgImmunologyUI2017UIadYUIhegVhfY 11.5 7

54 vineImappingIofIaIlocusIforInonsyndromicImentalIretardationIonIchromosomeIaipacWIAmericang
JournalgofgMedicalgGeneticsvgPartgAUI2008UIadfqUIadadVbb 2.5 7

53 uxtendedIxLqIprofileIofIanIinbredIisolatejItheISchmiedeleutIxutteritesIofISouthItakotaWIGeneticg
EpidemiologyUI1995UIabUIdgVfb 2.6 7

52 PrenatalIeffectsIofImaternalVfetalIxLqIcompatibilityWIAmericangJournalgofgReproductivegImmunologyg
andgMicrobiology:gAJRIMUI1987UIaeUIadaVi 7

51 PluripotentIstemIcellVderivedIendometrialIstromalIfibroblastsIinIaIcyclicUIhormoneVresponsiveUI
cocultureImodelIofIhumanIdeciduaWICellgReportsUI2021UIceUIaYiach 10.6 7

50 qssociationIofIxLqVtγraSYijYaIwithItyguIlevelsIamongIqfricanVancestryIindividualsIwithIasthmaWI
JournalgofgAllergygandgClinicalgImmunologyUI2020UIadfUIadgVaee 11.5 6

49 VariantsIinItPvcIandItSsq“LaIareIassociatedIwithIspermImorphologyWIJournalgofgAssistedg
ReproductiongandgGeneticsUI2014UIcaUIacaVg 3.4 6

48 QTooRIgreatIexpectationsjItheIchallengesIinIreplicatingIasthmaIdiseaseIgenesWIAmericangJournalgofg
RespiratorygandgCriticalgCaregMedicineUI2009UIagiUIaYghVi 10.2 6

47 “ultilocusIlinkageIdisequilibriumImappingIbyItheIdecayIofIhaplotypeIsharingIwithIsamplesIofI
relatedIindividualsWIGeneticgEpidemiologyUI2005UIbiUIabhVdY 2.6 6

Carole Ober

16



46 uffectIofIinbreedingIavoidanceIonIxardyVWeinbergIexpectationsjIexamplesIofIneutralIandIselectedI
lociWIGeneticgEpidemiologyUI1999UIagUIafeVgc 2.6 6

45 shromosomeIagqabVbaIVariantsIqreIqssociatedIwithI“ultipleIWheezingIPhenotypesIinIshildhoodWI
AmericangJournalgofgRespiratorygandgCriticalgCaregMedicineUI2021UIbYcUIhfdVhgY 10.2 6

44 ParentIofIoriginIgeneIexpressionIinIaIfounderIpopulationIidentifiesItwoInewIcandidateIimprintedI
genesIatIknownIimprintedIregionsWIPLoSgONEUI2018UIacUIeYbYciYf 3.7 6

43 uffectsIofIanIvc˛‡γyyqIpolymorphismIonIleukocyteIgeneIexpressionIandIcytokineIresponsesItoI
antiVstcIandIantiVstbhIantibodiesWIGenesgandgImmunityUI2019UIbYUIdfbVdgb 4.4 5

42 weneticIvarianceIcomponentsIestimationIforIbinaryItraitsIusingImultipleIrelatedIindividualsWIGeneticg
EpidemiologyUI2011UIceUIbiaVcYb 2.6 5

41
sorrelationIofIphenotypicIandIgeneticIheterogeneityIinIcysticIfibrosisjIvariabilityIinIsweatI
electrolyteIlevelsIcontributesItoIheterogeneityIandIisIincreasedIwithItheIXVVbcXK“aiIrIhaplotypeWI
AmericangJournalgofgMedicalgGeneticsgPartgAUI1991UIciUIacgVdc

5

40 qsthmaVassociatedIgeneticIvariantsIinduceIyLccIdifferentialIexpressionIthroughIanI
enhancerVblockingIregulatoryIregionWINaturegCommunicationsUI2021UIabUIfaae 17.4 5

39 tisclosureIofIgeneticIresearchIresultsItoImembersIofIaIfounderIpopulationWIJournalgofgGeneticg
CounselingUI2014UIbcUIihdVia 2.5 4

38 qsthmaIrridgejITheIqsthmaIriorepositoryIvorIyntegrativeIwenomicIuxplorationI2011UI 4

37 quthorIresponsejIteterminingItheIgeneticIbasisIofIanthracyclineVcardiotoxicityIbyImolecularI
responseIΔTLImappingIinIinducedIcardiomyocytesI2018UI 4

36 vUTbVqr IepistasisIincreasesItheIriskIofIearlyIchildhoodIasthmaIandIStreptococcusIpneumoniaeI
respiratoryIillnessesWINaturegCommunicationsUI2020UIaaUIfcih 17.4 4

35 qlteredItranscriptionalIandIchromatinIresponsesItoIrhinovirusIinIbronchialIepithelialIcellsIfromI
adultsIwithIasthmaWICommunicationsgBiologyUI2020UIcUIfgh 6.7 4

34 LongitudinalIdataIrevealIstrongIgeneticIandIweakInonVgeneticIcomponentsIofIethnicityVdependentI
bloodIt”qImethylationIlevelsWIEpigeneticsUI2021UIafUIffbVfgf 5.7 4

33 qIfunctionalIgenomicsIpipelineIidentifiesIpleiotropyIandIcrossVtissueIeffectsIwithinI
obesityVassociatedIwWqSIlociWINaturegCommunicationsUI2021UIabUIebec 17.4 4

32 qlleleVSpecificITargetingIofImicroγ”qsItoIxLqVwIandIγiskIofIqsthmaWIAmericangJournalgofgHumang
GeneticsUI2008UIhbUIbea 11 3

31 PolymorphicImicrosatelliteImarkersIwithinItheI“xsIofIPeromyscusIpolionotusWIHereditasUI2000UI
accUIagiVha 2.4 3

30 “ultiVomicsIcoVlocalizationIwithIgenomeVwideIassociationIstudiesIrevealsIaIcontextVspecificIgeneticI
mechanismIatIaIchildhoodIonsetIasthmaIriskIlocus 3

29 unhancedI”eutralizingIqntibodyIγesponsesItoIγhinovirusIsIandIqgeVtependentIPatternsIofI
ynfectionWIAmericangJournalgofgRespiratorygandgCriticalgCaregMedicineUI2021UIbYcUIhbbVhcY 10.2 3

(2021-1999)

17



28 uxpressionIΔuantitativeITraitILocusIQeΔTLRI“appingIynItiverseIPopulationsIqndIsellITypesI
ydentifiesI”umerousIqsthmaVqssociatedIγegulatoryIVariantsI2012UI 2

27 “ultiVomicsIcolocalizationIwithIgenomeVwideIassociationIstudiesIrevealsIaIcontextVspecificIgeneticI
mechanismIatIaIchildhoodIonsetIasthmaIriskIlocusWIGenomegMedicineUI2021UIacUIaeg 14.4 2

26 vunctionalIsignificanceIofI“xsIvariationIinImateIchoiceUIreproductiveIoutcomeUIandIdiseaseIriskI
2007UIieVaYh 2

25 xeritabilityIustimationIandItifferentialIqnalysisIwithIweneralizedILinearI“ixedI“odelsIinIwenomicI
SequencingIStudies 2

24 wenomeVwideIassociationIstudyIidentifiesIT”vSvaeIassociatedIwithIchildhoodIasthmaWIAllergy:g
EuropeangJournalgofgAllergygandgClinicalgImmunologyUI2021UI 9.3 2

23 tevelopmentIofIaIdiagnosticIt”qIchipItoIscreenIforIcYIautosomalIrecessiveIdisordersIinItheI
xutteriteIpopulationWIMoleculargGeneticsgoamp;gGenomicgMedicineUI2016UIdUIcabVba 2.3 2

22 wutI“icrobiotaIfromIqmishIbutI”otIxutteriteIshildrenIProtectIwermVvreeI“iceIfromIuxperimentalI
qsthmaI2019UI 2

21 SexVspecificIdifferencesIinIperipheralIbloodIleukocyteItranscriptionalIresponseItoILPSIareIenrichedI
forIxLqIregionIandIXIchromosomeIgenesWIScientificgReportsUI2021UIaaUIaaYg 4.9 2

20 UnconjugatedIbilirubinIisIassociatedIwithIprotectionIfromIearlyVlifeIwheezeIandIchildhoodIasthmaWI
JournalgofgAllergygandgClinicalgImmunologyUI2021UIadhUIabhVach 11.5 2

19 qssociationIofIcommonIfilaggrinInullImutationsIwithIatopyIbutInotIchronicIrhinosinusitisWIAnnalsgofg
AllergyvgAsthmagandgImmunologyUI2015UIaadUIdbYVdba 3.2 1

18 SharedIandItistinctIweneticIγiskIvactorsIforIshildhoodI nsetIandIqdultI nsetIqsthmajIwenomeVI
andITranscriptomeVwideIStudies 1

17 qIcomparisonIofIhumansIandIbaboonsIsuggestsIgermlineImutationIratesIdoInotItrackIcellIdivisions 1

16 ynducibleIexpressionIquantitativeItraitIlocusIanalysisIofItheI“UseqsIgeneIinIasthmaIinIurbanI
populationsIofIchildrenWIJournalgofgAllergygandgClinicalgImmunologyUI2021UIadhUIaeYeVaead 11.5 1

15
TwoVstageIgenomeVwideIassociationIstudyIofIchronicIrhinosinusitisIandIdiseaseIsubphenotypesI
highlightsImucosalIimmunityIcontributingItoIriskWIInternationalgForumgofgAllergygandgRhinologyUI2021
UIaaUIhadVhag

6.3 1

14 qVtoVyIeditingIofImiγVbYYbVcpIinIairwayIcellsIisIassociatedIwithImoderateVtoVsevereIasthmaWI
EuropeangRespiratorygJournalUI2021UIehUI 13.6 1

13 “ultiethnicIgenomeVwideIandIxLqIassociationIstudyIofItotalIserumIyguIlevelWIJournalgofgAllergygandg
ClinicalgImmunologyUI2021UIadhUIaehiVaeie 11.5 1

12 ustablishmentIofIhumanIinducedItrophoblastIstemVlikeIcellsIfromItermIvillousIcytotrophoblastsWI
StemgCellgResearchUI2021UIefUIaYbeYg 1.6 1

11 uffectIofIinbreedingIavoidanceIonIxardyVWeinbergIexpectationsjIuxamplesIofIneutralIandIselectedI
lociI1999UIagUIafe 1

Carole Ober

18



10 γesponseItoIcorrespondenceIofI”tUvSdVrelatedILeighIsyndromeIinIxutteritesWIAmericangJournalgofg
MedicalgGeneticsvgPartgAUI2017UIagcUIadeb 2.5

9
vrequenciesIofIxemoglobinIVariantsjIThalassemiaUItheIwlucoseVfVPhosphateItehydrogenaseI
teficiencyUIwfPtIVariantsUIandI valocytosisIinIxumanIPopulationsWIvrankIrWILivingstoneWWIAmericang
AnthropologistUI1987UIhiUIbYhVbYi

1.5

8 weneticsIofIPopulationsWIPhilipIWWIxedrickWWIAmericangAnthropologistUI1987UIhiUIbYiVbYi 1.5

7 qmishIandIxutteriteIunvironmentalIvarmIProductsIxaveI ppositeIuffectsIonIuxperimentalI“odelsI
ofIqsthmaWIAnnalsgofgthegAmericangThoracicgSocietyUI2016UIacISupplIaUISii 4.7

6 qIcomparisonIofIhumansIandIbaboonsIsuggestsIgermlineImutationIratesIdoInotItrackIcellIdivisionsI
2020UIahUIecYYYhch

5 qIcomparisonIofIhumansIandIbaboonsIsuggestsIgermlineImutationIratesIdoInotItrackIcellIdivisionsI
2020UIahUIecYYYhch

4 qIcomparisonIofIhumansIandIbaboonsIsuggestsIgermlineImutationIratesIdoInotItrackIcellIdivisionsI
2020UIahUIecYYYhch

3 qIcomparisonIofIhumansIandIbaboonsIsuggestsIgermlineImutationIratesIdoInotItrackIcellIdivisionsI
2020UIahUIecYYYhch

2 qIcomparisonIofIhumansIandIbaboonsIsuggestsIgermlineImutationIratesIdoInotItrackIcellIdivisionsI
2020UIahUIecYYYhch

1 qIcomparisonIofIhumansIandIbaboonsIsuggestsIgermlineImutationIratesIdoInotItrackIcellIdivisionsI
2020UIahUIecYYYhch

List of Publications

19


