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Transcriptomic responses of the olive fruit fly Bactrocera oleae and its symbiont Candidatus Erwinia
dacicola to olive feeding. Scientific Reports, 2017, 7, 42633.
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Scientific Reports, 2017, 7, 13440. 1.6 82

Resistance incidence and presence of resistance mutations in populations of Tetranychus urticae from
vegetable crops in Turkey. Experimental and Applied Acarology, 2019, 78, 343-360.

A Gene Family Coding for Salivary Proteins (SHOT) of the Polyphagous Spider Mite <i>Tetranychus
urticae</i> Exhibits Fast Host-Dependent Transcriptional Plasticity. Molecular Plant-Microbe 14 29
Interactions, 2018, 31, 112-124.

Overexpression of an alternative allele of carboxyl/choline esterase 4 (CCE04) of <i>Tetranychus
urticae<[i> is associated with high levels of resistance to the kRetod€enol acaricide spirodiclofen. Pest
Management Science, 2020, 76, 1142-1153.

Untangling a <scp>G</scp>ordian knot: the role of a <scp>GluCI3 1321T</scp> mutation in abamectin

resistance in <i>Tetranychus urticae</i>. Pest Management Science, 2021, 77, 1581-1593. L7 29

Identification and characterization of striking multipled€insecticide resistance in a <i>Tetranychus
urticae<[i> field population from Greece. Pest Management Science, 2021, 77, 666-676.
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