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i Paper IF Citations

88 WholecgenomeNSNPNmarkersNrevealNrunsNofNhomozygosityNinNindigenousNcattleNbreedsNofNPakistanddN
AnimalhBiotechnologybN2022bNgcgi 1.4 0

87 TenNsimpleNrulesNtoNruinNaNcollaborativeNenvironmentddNPLoShComputationalhBiologybN2022bNgnbNegffookm 5 0

86 xringingNtheNwnimalNQTLdbNandNyorrzxNintoNtheNfuturepNmeetingNnewNchallengesNandNprovidingN
updatedNservicesdNNucleichAcidshResearchbN2021bN 20.1 11

85
EffectsNofNincreasingNdietaryNoilNinclusionNfromNdifferentNsourcesNonNgrowthNperformancebNcarcassN
andNmeatNqualityNtraitsbNandNfattyNacidNprofileNinNgeneticallyNleanNimmunocastratedNmaleNpigsdN
LivestockhSciencebN2021bNhjnbNgfjkgk

1.7 3

84 GeneNexpressionNinNtonsilsNinNswineNfollowingNinfectionNwithNporcineNreproductiveNandNrespiratoryN
syndromeNvirusdNBMChVeterinaryhResearchbN2021bNgmbNnn 2.7 2

83 HaplotypecbasedNgenomecwideNassociationNstudiesNforNcarcassNandNgrowthNtraitsNinNchickendNPoultryh
SciencebN2020bNoobNhijochilg 3.9 10

82 WholeNGenomeNSequenceNzataNProvidesNNovelNInsightsNIntoNtheNGeneticNwrchitectureNofNMeatN
QualityNTraitsNinNxeefdNFrontiershinhGeneticsbN2020bNggbNkinljf 4.5 5

81 GenomecwideNassociationNscanNforNQTLNandNtheirNpositionalNcandidateNgenesNassociatedNwithN
internalNorganNtraitsNinNchickensdNBMChGenomicsbN2019bNhfbNllo 4.5 6

80 PredictionNofNkeyNregulatorsNandNdownstreamNtargetsNofNEdNcoliNinducedNmastitisdNJournalhofhAppliedh
GeneticsbN2019bNlfbNilmcimi 2.5 6

79 GenomeNtoNPhenomepNImprovingNwnimalNHealthbNProductionbNandNWellcxeingNcNwNNewNUSzwN
xlueprintNforNwnimalNGenomeNResearchNhfgnchfhmdNFrontiershinhGeneticsbN2019bNgfbNihm 4.5 47

78 yocExpressionNNetworksNRevealNPotentialNRegulatoryNRolesNofNmiRNwsNinNFattyNwcidNyompositionNofN
NeloreNyattledNFrontiershinhGeneticsbN2019bNgfbNlkg 4.5 10

77 UnravelingNgenomicNassociationsNwithNfeedNefficiencyNandNbodyNweightNtraitsNinNchickensNthroughNanN
integrativeNapproachdNBMChGeneticsbN2019bNhfbNni 2.6 6

76 wNVisionNforNzevelopmentNandNUtilizationNofNHighcThroughputNPhenotypingNandNxigNzataNwnalyticsN
inNLivestockdNFrontiershinhGeneticsbN2019bNgfbNggom 4.5 35

75 xuildingNaNlivestockNgeneticNandNgenomicNinformationNknowledgebaseNthroughNintegrativeN
developmentsNofNwnimalNQTLdbNandNyorrzxdNNucleichAcidshResearchbN2019bNjmbNzmfgczmgf 20.1 157

74 MetacanalysisNofNgenomecwideNassociationNstudiesNforNcattleNstatureNidentifiesNcommonNgenesNthatN
regulateNbodyNsizeNinNmammalsdNNaturehGeneticsbN2018bNkfbNilhcilm 36.3 139

73 IntegrativeNanalysisNofNmicroRNwsNandNmRNwsNrevealedNregulationNofNcompositionNandNmetabolismN
inNNeloreNcattledNBMChGenomicsbN2018bNgobNghl 4.5 26

72 IdentificationNofNputativeNregulatoryNregionsNandNtranscriptionNfactorsNassociatedNwithN
intramuscularNfatNcontentNtraitsdNBMChGenomicsbN2018bNgobNjoo 4.5 17
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71 GenomicNwnalysisNSuggestsNKITLGNisNResponsibleNforNaNRoanNPatternNinNtwoNPakistaniNGoatNxreedsdN
JournalhofhHereditybN2018bNgfobNigkcigo 2.4 11

70 IntegrationNofNmachineNlearningNandNmetacanalysisNidentifiesNtheNtranscriptomicNbiocsignatureNofN
mastitisNdiseaseNinNcattledNPLoShONEbN2018bNgibNefgoghhm 3.7 42

69 IntegrationNofNgenomeNwideNassociationNstudiesNandNwholeNgenomeNsequencingNprovidesNnovelN
insightsNintoNfatNdepositionNinNchickendNScientifichReportsbN2018bNnbNglhhh 4.9 16

68 wgxiozataNconsortiumNrecommendationsNforNsustainableNgenomicsNandNgeneticsNdatabasesNforN
agriculturedNDatabase:hthehJournalhofhBiologicalhDatabaseshandhCurationbN2018bNhfgnbN 5 28

67 GeneNyocexpressionNwnalysisNIndicatesNPotentialNPathwaysNandNRegulatorsNofNxeefNTendernessNinN
NelloreNyattledNFrontiershinhGeneticsbN2018bNobNjjg 4.5 19

66 zesignNandNvalidationNofNaNofKNSNPNgenotypingNassayNforNtheNwaterNbuffaloNVxubalusNbubalisWdNPLoSh
ONEbN2017bNghbNefgnkhhf 3.7 44

65 NetworkNwnalysisNRevealsNPutativeNGenesNwffectingNMeatNQualityNinNwngusNyattledNFrontiershinh
GeneticsbN2017bNnbNgmg 4.5 29

64 GOcFwwNGNmeetingpNaNGatheringNOnNFunctionalNwnnotationNofNwnimalNGenomesdNAnimalhGeneticsbN
2016bNjmbNkhncii 2.5 37

63 zevelopmentalNprogressNandNcurrentNstatusNofNtheNwnimalNQTLdbdNNucleichAcidshResearchbN2016bNjjbNznhmcii20.1 185

62 zifferencesNinNtheNskeletalNmuscleNtranscriptomeNprofileNassociatedNwithNextremeNvaluesNofNfattyN
acidsNcontentdNBMChGenomicsbN2016bNgmbNolg 4.5 25

61 zerivingNGeneNNetworksNfromNSNPNwssociatedNwithNTriacylglycerolNandNPhospholipidNFattyNwcidN
FractionsNfromNRibeyesNofNwngusNyattledNFrontiershinhGeneticsbN2016bNmbNggl 4.5 4

60 SireNbreedNeffectNonNbeefNlongissimusNmineralNconcentrationsNandNtheirNrelationshipsNwithNcarcassN
andNpalatabilityNtraitsdNMeathSciencebN2015bNgflbNhkcif 6.4 9

59 yoordinatedNinternationalNactionNtoNaccelerateNgenomectocphenomeNwithNFwwNGbNtheNFunctionalN
wnnotationNofNwnimalNGenomesNprojectdNGenomehBiologybN2015bNglbNkm 18.3 196

58 PutativeNregulatoryNfactorsNassociatedNwithNintramuscularNfatNcontentdNPLoShONEbN2015bNgfbNefghnikf 3.7 50

57 TranscriptionalNprofilingNofNPRKGhcnullNgrowthNplateNidentifiesNputativeNdowncstreamNtargetsNofN
PRKGhdNBMChResearchhNotesbN2015bNnbNgmm 2.3 3

56 TheNxioMartNcommunityNportalpNanNinnovativeNalternativeNtoNlargebNcentralizedNdataNrepositoriesdN
NucleichAcidshResearchbN2015bNjibNWknocon 20.1 468

55 GeneNcocexpressionNnetworkNanalysisNprovidesNnovelNinsightsNintoNmyostatinNregulationNatNthreeN
differentNmouseNdevelopmentalNtimepointsdNPLoShONEbN2015bNgfbNefggmlfm 3.7 9

54 WorldwideNpatternsNofNancestrybNdivergencebNandNadmixtureNinNdomesticatedNcattledNPLoShGeneticsbN
2014bNgfbNegffjhkj 6 271

(2014-2018)
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53 PolymorphismsNinNlipogenicNgenesNandNmilkNfattyNacidNcompositionNinNHolsteinNdairyNcattledNGenomics
bN2014bNgfjbNkmhcng 4.3 12

52
ziscoveryNofNbiologicalNnetworksNusingNanNoptimizedNpartialNcorrelationNcoefficientNwithNinformationN
theoryNalgorithmNonNStampedeUsNXeonNandNXeonNPhiNprocessorsdNConcurrencyhComputationhPracticeh
andhExperiencebN2014bNhlbNhgmnchgof

1.4 7

51 GenomecwideNassociationNstudyNforNintramuscularNfatNdepositionNandNcompositionNinNNelloreNcattledN
BMChGeneticsbN2014bNgkbNio 2.6 73

50
wssociationsNbetweenNinfectiousNbovineNkeratoconjunctivitisNatNweaningNandNultrasongraphicallyN
measuredNbodyNcompositionNtraitsNinNyearlingNcattledNJournalhofhthehAmericanhVeterinaryhMedicalh
AssociationbN2014bNhjjbNgffcl

1 14

49
wssociationNofNpolymorphismsNinNsoluteNcarrierNfamilyNhmbNisoformNwlNVSLyhmwlWNandNfattyN
acidcbindingNproteinciNandNfattyNacidcbindingNproteincjNVFwxPiNandNFwxPjWNwithNfattyNacidN
compositionNofNbovineNmilkdNJournalhofhDairyhSciencebN2013bNolbNlffmchg

4 38

48 PigNimmuneNresponseNtoNgeneralNstimulusNandNtoNporcineNreproductiveNandNrespiratoryNsyndromeN
virusNinfectionpNaNmetacanalysisNapproachdNBMChGenomicsbN2013bNgjbNhhf 4.5 27

47 TheNVertebrateNTraitNOntologypNaNcontrolledNvocabularyNforNtheNannotationNofNtraitNdataNacrossN
speciesdNJournalhofhBiomedicalhSemanticsbN2013bNjbNgi 2.2 32

46
InNvitroNneutralizationNofNHoxiclikeNvirusesNbyNantibodiesNinNserumNofNcattleNimmunizedNwithN
inactivatedNorNmodifiedNliveNvaccinesNofNbovineNviralNdiarrheaNvirusesNgNandNhdNVeterinaryh
MicrobiologybN2013bNgllbNhjhck

3.3 27

45 SterolNregulatoryNelementNbindingNtranscriptionNfactorNgNVSRExFgWNpolymorphismNandNmilkNfattyNacidN
compositiondNJournalhofhDairyhSciencebN2013bNolbNhlfkchlgl 4 15

44 xodyNcompositionNandNgeneNexpressionNQTLNmappingNinNmiceNrevealsNimprintingNandNinteractionN
effectsdNBMChGeneticsbN2013bNgjbNgfi 2.6 5

43 GenomecwideNassociationNandNpredictionNofNdirectNgenomicNbreedingNvaluesNforNcompositionNofN
fattyNacidsNinNwngusNbeefNcattledNBMChGenomicsbN2013bNgjbNmif 4.5 51

42 wnimalNQTLdbpNanNimprovedNdatabaseNtoolNforNlivestockNanimalNQTLeassociationNdataNdisseminationN
inNtheNpostcgenomeNeradNNucleichAcidshResearchbN2013bNjgbNznmgco 20.1 266

41 wnalysesNofNpigNgenomesNprovideNinsightNintoNporcineNdemographyNandNevolutiondNNaturebN2012bN
jogbNioicn 50.4 928

40 zesignNdatabaseNforNquantitativeNtraitNlociNVQTLWNdataNwarehousebNdataNminingbNandNmetacanalysisdN
MethodshinhMolecularhBiologybN2012bNnmgbNghgcjj 1.4 4

39 PredictionNofNalteredNiUcNUTRNmiRNwcbindingNsitesNfromNRNwcSeqNdatapNtheNswineNleukocyteNantigenN
complexNVSLwWNasNaNmodelNregiondNPLoShONEbN2012bNmbNejnlfm 3.7 14

38 UseNofNGenomeNSequenceNInformationNforNMeatNQualityNTraitNQTLNMiningNforNyausalNGenesNandN
MutationsNonNPigNyhromosomeNgmdNFrontiershinhGeneticsbN2011bNhbNji 4.5 3

37 wssociationNofNtollclikeNreceptorNfourNsingleNnucleotideNpolymorphismsNwithNincidenceNofNinfectiousN
bovineNkeratoconjunctivitisNVIxKWNinNcattledNImmunogeneticsbN2011bNlibNggkco 3.2 16

36 WholeNgenomeNanalysisNofNinfectiousNbovineNkeratoconjunctivitisNinNwngusNcattleNusingNxayesianN
thresholdNmodelsdNBMChProceedingsbN2011bNkNSupplNjbNShh 2.3 18
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35 wlliedNindustryNapproachesNtoNalterNintramuscularNfatNcontentNandNcompositionNinNbeefNanimalsdN
JournalhofhFoodhSciencebN2010bNmkbNRgcn 3.4 53

34 UseNofNSNPNgenotypingNtoNdetermineNpedigreeNandNbreedNcompositionNofNdairyNcattleNinNKenyadN
JournalhofhAnimalhBreedinghandhGeneticsbN2010bNghmbNijnckg 2.9 22

33 SkeletalNmuscleNstemNcellsNfromNanimalsNIdNxasicNcellNbiologydNInternationalhJournalhofhBiologicalh
SciencesbN2010bNlbNjlkcmj 11.2 42

32 LipidNmetabolismbNadipocyteNdepotNphysiologyNandNutilizationNofNmeatNanimalsNasNexperimentalN
modelsNforNmetabolicNresearchdNInternationalhJournalhofhBiologicalhSciencesbN2010bNlbNlogco 11.2 73

31 InterleukincnbNinterleukincgbetabNandNinterferoncgammaNlevelsNareNlinkedNtoNPRRSNvirusNclearancedN
ViralhImmunologybN2010bNhibNghmcij 1.7 60

30 PerspectivesNonNtheNformationNofNanNinterdisciplinaryNresearchNteamdNBiochemicalhandhBiophysicalh
ResearchhCommunicationsbN2010bNiogbNggkkcm 3.4 11

29 MyostatinNgenotypeNregulatesNmusclecspecificNmiRNwNexpressionNinNmouseNpectoralisNmuscledNBMCh
ResearchhNotesbN2010bNibNhom 2.3 26

28 zifferentialNeffectsNofNtwoNdifferentNbetacadrenergicNagonistsbNclenbuterolNandNractopaminebNonN
muscleNgrowthNinNratsdNFASEBhJournalbN2010bNhjbNlblnf 0.9

27 xEwPpNTheNxLwSTNExtensionNandNwlignmentNProgramcNaNtoolNforNcontigNconstructionNandNanalysisNofN
preliminaryNgenomeNsequencedNBMChResearchhNotesbN2009bNhbNgg 2.3 4

26 wNEXdbpNanNintegratedNanimalNwNnotationNandNmicroarrayNEXpressionNdatabasedNMammalianh
GenomebN2009bNhfbNmlncmm 3.2 23

25 TheNgenomeNsequenceNofNtaurineNcattlepNaNwindowNtoNruminantNbiologyNandNevolutiondNSciencebN2009bN
ihjbNkhhcn 33.3 863

24
wNnonsenseNmutationNinNcGMPcdependentNtypeNIINproteinNkinaseNVPRKGhWNcausesNdwarfismNinN
wmericanNwngusNcattledNProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericabN2009bNgflbNgohkfck

11.5 36

23 PhenotypicNvariationNofNmineralNcontentsNinNbeefdNFASEBhJournalbN2009bNhibNLxjgh 0.9 1

22 PromotingNcoherentNminimumNreportingNguidelinesNforNbiologicalNandNbiomedicalNinvestigationspNtheN
MIxxINprojectdNNaturehBiotechnologybN2008bNhlbNnnocol 44.5 417

21 IdentificationNofNdifferentiallyNexpressedNgeneNcategoriesNinNmicroarrayNstudiesNusingN
nonparametricNmultivariateNanalysisdNBioinformaticsbN2008bNhjbNgohchfg 7.2 47

20 GeneticNregulationNofNmilkNfattyNacidNcompositioncdevelopingNtoolsNforNuseNinNselectionddNFASEBh
JournalbN2008bNhhbNlokclok 0.9

19 wnimalNQTLdbpNbeyondNaNrepositorydNwNpublicNplatformNforNQTLNcomparisonsNandNintegrationNwithN
diverseNtypesNofNstructuralNgenomicNinformationdNMammalianhGenomebN2007bNgnbNgcj 3.2 68

18 TwyENreleaseNofNTNFcalphaNmediatesNmechanotransductioncinducedNactivationNofNpinNMwPKNandN
myogenesisdNJournalhofhCellhSciencebN2007bNghfbNlohcmfg 5.3 72

(2007-2010)
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17 wnimalQTLdbpNaNlivestockNQTLNdatabaseNtoolNsetNforNpositionalNQTLNinformationNminingNandNbeyonddN
NucleichAcidshResearchbN2007bNikbNzlfjco 20.1 148

16 yomparativeNanalysisNofNGzFNnNVmyostatinWNinNxosNindicusNandNxosNtaurusdNDNAhSequencebN2006bNgmbNiggci 4

15 TranscriptionalNprofilingNofNmyostatincknockoutNmiceNimplicatesNWntNsignalingNinNpostnatalNskeletalN
muscleNgrowthNandNhypertrophydNFASEBhJournalbN2006bNhfbNknfch 0.9 103

14 wNQTLNresourceNandNcomparisonNtoolNforNpigspNPigQTLzxdNMammalianhGenomebN2005bNglbNmohcnff 3.2 106

13 LactateNdehydrogenaseNexpressionNatNtheNonsetNofNalteredNloadingNinNratNsoleusNmuscledNJournalhofh
AppliedhPhysiologybN2004bNombNgjhjcif 3.7 19

12 FunctionalNandNphylogeneticNanalysesNofNaNmelanocortincjNreceptorNmutationNinNdomesticNpigsdN
DomestichAnimalhEndocrinologybN2004bNhlbNmkcnl 2.3 57

11 zifferentialNgeneNexpressionNinNtheNratNsoleusNmuscleNduringNearlyNworkNoverloadcinducedN
hypertrophydNFASEBhJournalbN2002bNglbNhfmco 0.9 80

10 MurineNTbxhNcontainsNdomainsNthatNactivateNandNrepressNgeneNtranscriptiondNGenebN2002bNhnibNggmchj 3.8 64

9 TransientNcardiacNexpressionNofNtheNtinmancfamilyNhomeoboxNgenebNXNkxhcgfdNMechanismshofh
DevelopmentbN2000bNogbNilocmi 1.7 18

8 IdentificationNofNupstreamNregulatoryNregionsNinNtheNheartcexpressedNhomeoboxNgeneNNkxhckdN
DevelopmenthqCambridgerbN1999bNghlbNniocnjo 6.6 90

7 SerumNResponseNFactorcNKNHomeodomainNFactorNInteractionsbNRoleNinNyardiacNzevelopmentN1999bNhmichof 18

6 MultipleNregionsNofNtheNporcineNalphacskeletalNactinNgeneNmodulateNmusclecspecificNexpressionNinN
cellNcultureNandNdirectlyNinjectedNskeletalNmuscledNAnimalhBiotechnologybN1998bNobNgfgchf 1.4 3

5 yhickenNNkxchdnpNaNnovelNhomeoboxNgeneNexpressedNinNearlyNheartNprogenitorNcellsNandNpharyngealN
pouchchNandNciNendodermdNDevelopmentalhBiologybN1997bNgnnbNhokcigg 3.1 56

4 StructureNandNregulationNofNtheNporcineNskeletalNalphacactincencodingNgenedNGenebN1996bNgnfbNhicn 3.8 8

3 TheNeffectNofNpostruminalNaminoNacidNflowNonNmuscleNcellNproliferationNandNproteinNturnoverdN
JournalhofhAnimalhSciencebN1996bNmjbNhgknclo 0.7 6

2 yloningNandNexpressionNofNtheNporcineNmyogeninNgenedNAnimalhBiotechnologybN1995bNlbNmocoh 1.4 4

1 wbomasalNcaseinNinfusionNenhancesNtheNmitogenicNactivityNofNserumNfromNproteincrestrictedNsteersdN
JournalhofhNutritionbN1994bNghjbNlmcmm 4.1 5
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