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87 weneticIevidenceIforIaIpathogenicIroleIforItheIvitaminItcImetabolizingIenzymeIinImultipleI
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84 ynsightsIintoITRuMbIbiologyIbyInetworkIanalysisIofIhumanIbrainIgeneIexpressionIdataWI
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80 TheIsiORvgbIexpansionImutationIisIaIcommonIcauseIofIq–STYVvTtIinIuuropeIandIhasIaIsingleI
founderWIEuropeankJournalkofkHumankGeneticsUI2013UIbaUIaZbVh 5.3 159

79 weneticIsignaturesIrevealIhighValtitudeIadaptationIinIaIsetIofIethiopianIpopulationsWIMoleculark
BiologykandkEvolutionUI2013UIcZUIahggVhh 8.3 137

78 WidespreadIsexIdifferencesIinIgeneIexpressionIandIsplicingIinItheIadultIhumanIbrainWINaturek
CommunicationsUI2013UIdUIbgga 17.4 166

77 weneIexpressionIchangesIwithIageIinIskinUIadiposeItissueUIbloodIandIbrainWIGenomekBiologyUI2013UI
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76 ResolvingItheIpolymorphismVinVprobeIproblemIisIcriticalIforIcorrectIinterpretationIofIexpressionI
QT–IstudiesWINucleickAcidskResearchUI2013UIdaUIehh 20.1 38

75 ynitialIassessmentIofItheIpathogenicImechanismsIofItheIrecentlyIidentifiedIqlzheimerIriskI–ociWI
AnnalskofkHumankGeneticsUI2013UIggUIheVaZe 2.2 40
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73 vineVmappingUIgeneIexpressionIandIsplicingIanalysisIofItheIdiseaseIassociatedI–RR’bIlocusWIPLoSk
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NeurochemistryUI2012UIabbUIgchVea
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GeneticsUI2012UIddUIacdaVh 36.3 681

66 QualityIcontrolIparametersIonIaIlargeIdatasetIofIregionallyIdissectedIhumanIcontrolIbrainsIforI
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9
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60 weneticIandIisotopicIanalysisIandItheIU’IrorderIqgencyWISignificanceUI2010UIgUIehVfa 0.5 2
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betweenIx–qVsIandIuRqPaWINaturekGeneticsUI2010UIdbUIiheViZ 36.3 773

57 wenomeVwideIassociationIstudyIofImajorIrecurrentIdepressionIinItheIUW’WIpopulationWIAmericank
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NaturalIselectionIonIuPqSaIQxyvbalphaRIassociatedIwithIlowIhemoglobinIconcentrationIinITibetanI
highlandersWIProceedingskofkthekNationalkAcademykofkScienceskofkthekUnitedkStateskofkAmericaUI2010UI
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3 49

51 yncreasedIprevalenceIofIMfidVIinIpatientsIwithIankylosingIspondylitisjIadditionalIevidenceIforIaI
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50 qIgenomeVwideIinvestigationIofISNPsIandIsNVsIinIschizophreniaWIPLoSkGeneticsUI2009UIeUIeaZZZcgc 6 357

49 qIcriticalIevaluationIofIgenomicIcontrolImethodsIforIgeneticIassociationIstudiesWIGenetick
EpidemiologyUI2009UIccUIbiZVh 2.6 40

48 MultipleIrareIvariantsIasIaIcauseIofIaIcommonIphenotypejIseveralIdifferentIlactaseIpersistenceI
associatedIallelesIinIaIsingleIethnicIgroupWIJournalkofkMolecularkEvolutionUI2009UIfiUIegiVhh 3.1 80

47 NoImajorIroleIofIcommonISVbqIvariationIforIpredispositionIorIlevetiracetamIresponseIinIepilepsyWI
EpilepsykResearchUI2009UIhcUIddVea 3 27

46 qIgenomeVwideIstudyIofIcommonISNPsIandIsNVsIinIcognitiveIperformanceIinItheIsqNTqrWIHumank
MolecularkGeneticsUI2009UIahUIdfeZVfa 5.6 117

45 wenomicsIsoftwarejITheIviewIfromIaZUZZZIfeetWIHumankGenomicsUI2009UIdUIefVh 6.8

44 sonceptsIofIPopulationIwenomicsI2009UIbbVcb

43 NewIgeneticIevidenceIsupportsIisolationIandIdriftIinItheI–adinIcommunitiesIofItheISouthITyroleanI
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40 weneticIdeterminantsIofIvariableImetabolismIhaveIlittleIimpactIonItheIclinicalIuseIofIleadingI
antipsychoticsIinItheIsqTyuIstudyWIGeneticskinkMedicineUI2008UIaZUIgbZVi 8.1 40
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36 weneticIenhancementIofIcognitionIinIaIkindredIwithIconeVrodIdystrophyIdueItoIRyMSaImutationWI
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32 –argeVscaleIpathwaysVbasedIassociationIstudyIinIamyotrophicIlateralIsclerosisWIBrainUI2007UIacZUIbbibVcZa11.2 29
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aZPWINaturekGeneticsUI2005UIcgUIiafViaf 36.3 24
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GeneticsUI2005UIcgUIhdVi 36.3 134

25 qntiVapostaticIselectionIbyIwildIbirdsIonIquasiVnaturalImorphsIofItheIlandIsnailIsepaeaIhortensisjIaI
generalisedIlinearImixedImodelsIapproachWIOikosUI2005UIaZhUIcceVcdc 4 17

24 PositiveIselectionIonIaIhighVsensitivityIalleleIofItheIhumanIbitterVtasteIreceptorITqSbRafWICurrentk
BiologyUI2005UIaeUIabegVfe 6.3 180

23 PopulationIgeneticIapproachesItoIneurologicalIdiseasejIParkinsonPsIdiseaseIasIanIexampleWI
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22 ydentifyingIcandidateIcausalIvariantsIresponsibleIforIalteredIactivityIofItheIqrsraImultidrugI
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11 140
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qrsraWINewkEnglandkJournalkofkMedicineUI2003UIcdhUIaddbVh 59.2 611

17 SelectionIandIevaluationIofItaggingISNPsIinItheIneuronalVsodiumVchannelIgeneISsNaqjIimplicationsI
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16 MultipleIoriginsIofIqshkenaziI–evitesjIYIchromosomeIevidenceIforIbothINearIuasternIandIuuropeanI
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15 xighVthroughputIanalysisIofIinformativeIsYPbtfIcompoundIhaplotypesWIGenomicsUI2003UIhaUIaffVgd 4.3 9

14 RareIdeepVrootingIYIchromosomeIlineagesIinIhumansjIlessonsIforIphylogeographyWIGeneticsUI2003UI
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voundingImothersIofIzewishIcommunitiesjIgeographicallyIseparatedIzewishIgroupsIwereI
independentlyIfoundedIbyIveryIfewIfemaleIancestorsWIAmericankJournalkofkHumankGeneticsUI2002UI
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11 113
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8 xighVresolutionIYIchromosomeIhaplotypesIofIysraeliIandIPalestinianIqrabsIrevealIgeographicI
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