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124
TheIimpactIofIdonorIandIrecipientIcommonIclinicalIandIgeneticIvariationIonIestimatedIglomerularI
filtrationIrateIinIaIuuropeanIrenalItransplantIpopulationWIAmericankJournalkofkTransplantationUI2019UI
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ofkClinicalkandkTranslationalkNeurologyUI2016UIcUIibdVicc 5.3 62
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87 weneticIevidenceIforIaIpathogenicIroleIforItheIvitaminItcImetabolizingIenzymeIinImultipleI
sclerosisWIMultiplekSclerosiskandkRelatedkDisordersUI2014UIcUIbaaVbai 4 32

86 qIrayesianImethodItoIincorporateIhundredsIofIfunctionalIcharacteristicsIwithIassociationIevidenceI
toIimproveIvariantIprioritizationWIPLoSkONEUI2014UIiUIeihabb 3.7 24

85 wenomeVscaleImethodsIconvergeIonIkeyImitochondrialIgenesIforItheIsurvivalIofIhumanI
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84 ynsightsIintoITRuMbIbiologyIbyInetworkIanalysisIofIhumanIbrainIgeneIexpressionIdataWI
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81 upilepsyUIhippocampalIsclerosisIandIfebrileIseizuresIlinkedIbyIcommonIgeneticIvariationIaroundI
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80 TheIsiORvgbIexpansionImutationIisIaIcommonIcauseIofIq–STYVvTtIinIuuropeIandIhasIaIsingleI
founderWIEuropeankJournalkofkHumankGeneticsUI2013UIbaUIaZbVh 5.3 159

79 weneticIsignaturesIrevealIhighValtitudeIadaptationIinIaIsetIofIethiopianIpopulationsWIMoleculark
BiologykandkEvolutionUI2013UIcZUIahggVhh 8.3 137

78 WidespreadIsexIdifferencesIinIgeneIexpressionIandIsplicingIinItheIadultIhumanIbrainWINaturek
CommunicationsUI2013UIdUIbgga 17.4 166

77 weneIexpressionIchangesIwithIageIinIskinUIadiposeItissueUIbloodIandIbrainWIGenomekBiologyUI2013UI
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76 ResolvingItheIpolymorphismVinVprobeIproblemIisIcriticalIforIcorrectIinterpretationIofIexpressionI
QT–IstudiesWINucleickAcidskResearchUI2013UIdaUIehh 20.1 38

75 ynitialIassessmentIofItheIpathogenicImechanismsIofItheIrecentlyIidentifiedIqlzheimerIriskI–ociWI
AnnalskofkHumankGeneticsUI2013UIggUIheVaZe 2.2 40
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sexualIdimorphismWIJournalkofkNeurologyykNeurosurgerykandkPsychiatryUI2013UIhdUIfffVgc 5.5 40

73 vineVmappingUIgeneIexpressionIandIsplicingIanalysisIofItheIdiseaseIassociatedI–RR’bIlocusWIPLoSk
ONEUI2013UIhUIegZgbd 3.7 40
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NaturekGeneticsUI2012UIddUIeebVfa 36.3 498
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NeurochemistryUI2012UIabbUIgchVea

6 41

67 ydentificationIofIaeInewIpsoriasisIsusceptibilityIlociIhighlightsItheIroleIofIinnateIimmunityWINaturek
GeneticsUI2012UIddUIacdaVh 36.3 681

66 QualityIcontrolIparametersIonIaIlargeIdatasetIofIregionallyIdissectedIhumanIcontrolIbrainsIforI
wholeIgenomeIexpressionIstudiesWIJournalkofkNeurochemistryUI2012UIabZUIdgcVdgc 6 3
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9
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58 qIgenomeVwideIassociationIstudyIidentifiesInewIpsoriasisIsusceptibilityIlociIandIanIinteractionI
betweenIx–qVsIandIuRqPaWINaturekGeneticsUI2010UIdbUIiheViZ 36.3 773

57 wenomeVwideIassociationIstudyIofImajorIrecurrentIdepressionIinItheIUW’WIpopulationWIAmericank
JournalkofkPsychiatryUI2010UIafgUIidiVeg 11.9 194

56 teltaVcentralizationIfailsItoIcontrolIforIpopulationIstratificationIinIgeneticIassociationIstudiesWI
HumankHeredityUI2010UIfiUIbheVid 1.1 4

55
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11.5 551

54 QualityIcontrolIforIgenomeVwideIassociationIstudiesWIMethodskinkMolecularkBiologyUI2010UIfbhUIcdaVgb 1.4 83

53 shromosomeIipbaIinIsporadicIamyotrophicIlateralIsclerosisIinItheIU’IandIsevenIotherIcountriesjIaI
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aZUIib

3 49

51 yncreasedIprevalenceIofIMfidVIinIpatientsIwithIankylosingIspondylitisjIadditionalIevidenceIforIaI
linkIwithIfamilialImediterraneanIfeverWIArthritiskandkRheumatismUI2010UIfbUIcZeiVfc 31

50 qIgenomeVwideIinvestigationIofISNPsIandIsNVsIinIschizophreniaWIPLoSkGeneticsUI2009UIeUIeaZZZcgc 6 357

49 qIcriticalIevaluationIofIgenomicIcontrolImethodsIforIgeneticIassociationIstudiesWIGenetick
EpidemiologyUI2009UIccUIbiZVh 2.6 40

48 MultipleIrareIvariantsIasIaIcauseIofIaIcommonIphenotypejIseveralIdifferentIlactaseIpersistenceI
associatedIallelesIinIaIsingleIethnicIgroupWIJournalkofkMolecularkEvolutionUI2009UIfiUIegiVhh 3.1 80

47 NoImajorIroleIofIcommonISVbqIvariationIforIpredispositionIorIlevetiracetamIresponseIinIepilepsyWI
EpilepsykResearchUI2009UIhcUIddVea 3 27

46 qIgenomeVwideIstudyIofIcommonISNPsIandIsNVsIinIcognitiveIperformanceIinItheIsqNTqrWIHumank
MolecularkGeneticsUI2009UIahUIdfeZVfa 5.6 117

45 wenomicsIsoftwarejITheIviewIfromIaZUZZZIfeetWIHumankGenomicsUI2009UIdUIefVh 6.8

44 sonceptsIofIPopulationIwenomicsI2009UIbbVcb

43 NewIgeneticIevidenceIsupportsIisolationIandIdriftIinItheI–adinIcommunitiesIofItheISouthITyroleanI
qlpsIbutInotIanIancientIoriginIinItheIMiddleIuastWIEuropeankJournalkofkHumankGeneticsUI2008UIafUIabdVcd 5.3 16

42 qnIassessmentIofItheIyrishIpopulationIforIlargeVscaleIgeneticImappingIstudiesIinvolvingIepilepsyI
andIotherIcomplexIdiseasesWIEuropeankJournalkofkHumankGeneticsUI2008UIafUIagfVhc 5.3 4

41 SexVSpecificIweneticItataISupportIOneIofITwoIqlternativeIVersionsIofItheIvoundationIofItheIRulingI
tynastyIofItheINsoPIinIsameroonWICurrentkAnthropologyUI2008UIdiUIgZgVgad 2.1 8
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40 weneticIdeterminantsIofIvariableImetabolismIhaveIlittleIimpactIonItheIclinicalIuseIofIleadingI
antipsychoticsIinItheIsqTyuIstudyWIGeneticskinkMedicineUI2008UIaZUIgbZVi 8.1 40

39 TheIpotentiallyIdeleteriousIfunctionalIvariantIflavinVcontainingImonooxygenaseIbSaIisIatIhighI
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diagnosisIofItumoursWIJournalkofkPathologyUI2007UIbaaUIbhfVie 9.4 94

34 MulticentreIsearchIforIgeneticIsusceptibilityIlociIinIsporadicIepilepsyIsyndromeIandIseizureItypesjIaI
caseVcontrolIstudyWILancetkNeurologyykTheUI2007UIfUIigZVhZ 24.1 152

33 qInovelIpolymorphismIassociatedIwithIlactoseItoleranceIinIqfricajImultipleIcausesIforIlactaseI
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32 –argeVscaleIpathwaysVbasedIassociationIstudyIinIamyotrophicIlateralIsclerosisWIBrainUI2007UIacZUIbbibVcZa11.2 29

31 PromoterIpolymorphismsIandIallelicIimbalanceIinIqrsraIexpressionWIPharmacogeneticskandk
GenomicsUI2007UIagUIieaVi 1.9 22

30 qlternativeIionIchannelIsplicingIinImesialItemporalIlobeIepilepsyIandIqlzheimerPsIdiseaseWIGenomek
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27 ReplyItoIPxaplotypeIblockIstructureIofItheIcytochromeIPdeZIsYPbsIgeneIclusterIonIchromosomeI
aZPWINaturekGeneticsUI2005UIcgUIiafViaf 36.3 24

26 qIsingleVnucleotideIpolymorphismItaggingIsetIforIhumanIdrugImetabolismIandItransportWINaturek
GeneticsUI2005UIcgUIhdVi 36.3 134

25 qntiVapostaticIselectionIbyIwildIbirdsIonIquasiVnaturalImorphsIofItheIlandIsnailIsepaeaIhortensisjIaI
generalisedIlinearImixedImodelsIapproachWIOikosUI2005UIaZhUIcceVcdc 4 17

24 PositiveIselectionIonIaIhighVsensitivityIalleleIofItheIhumanIbitterVtasteIreceptorITqSbRafWICurrentk
BiologyUI2005UIaeUIabegVfe 6.3 180

23 PopulationIgeneticIapproachesItoIneurologicalIdiseasejIParkinsonPsIdiseaseIasIanIexampleWI
PhilosophicalkTransactionskofkthekRoyalkSocietykB:kBiologicalkSciencesUI2005UIcfZUIaegcVh 5.8 3
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22 ydentifyingIcandidateIcausalIvariantsIresponsibleIforIalteredIactivityIofItheIqrsraImultidrugI
resistanceIgeneWIGenomekResearchUI2004UIadUIacccVdd 9.7 94

21
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11 140

20 wenomeIscansIandIcandidateIgeneIapproachesIinItheIstudyIofIcommonIdiseasesIandIvariableIdrugI
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18 qssociationIofImultidrugIresistanceIinIepilepsyIwithIaIpolymorphismIinItheIdrugVtransporterIgeneI
qrsraWINewkEnglandkJournalkofkMedicineUI2003UIcdhUIaddbVh 59.2 611

17 SelectionIandIevaluationIofItaggingISNPsIinItheIneuronalVsodiumVchannelIgeneISsNaqjIimplicationsI
forIlinkageVdisequilibriumIgeneImappingWIAmericankJournalkofkHumankGeneticsUI2003UIgcUIeeaVfe 11 171

16 MultipleIoriginsIofIqshkenaziI–evitesjIYIchromosomeIevidenceIforIbothINearIuasternIandIuuropeanI
ancestriesWIAmericankJournalkofkHumankGeneticsUI2003UIgcUIgfhVgi 11 78

15 xighVthroughputIanalysisIofIinformativeIsYPbtfIcompoundIhaplotypesWIGenomicsUI2003UIhaUIaffVgd 4.3 9

14 RareIdeepVrootingIYIchromosomeIlineagesIinIhumansjIlessonsIforIphylogeographyWIGeneticsUI2003UI
afeUIbbiVcd 4 25
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11 113

11 qrmenianIYIchromosomeIhaplotypesIrevealIstrongIregionalIstructureIwithinIaIsingleIethnoVnationalI
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10 PopulationIgeneticIstructureIofIvariableIdrugIresponseWINaturekGeneticsUI2001UIbiUIbfeVi 36.3 344
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8 xighVresolutionIYIchromosomeIhaplotypesIofIysraeliIandIPalestinianIqrabsIrevealIgeographicI
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