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i Paper IF Citations

240 vevelopmentKofKanKinKvitroKmodelKforKanimalKspeciesKsusceptibilityKtoKSsRSYuoVYdKreplicationKbasedK
onKexpressionKofKsuwdKandKTMPRSSdKinKavianKcellsZZKVirologyWK2022WKghkWKcYcd 3.6 0

239 –nKsituKcytokineKgeneKexpressionKinKearlyKstageKofKvirulentKNewcastleKdiseaseKinKchickensZKVeterinaryk
PathologyWK2021WKebbkjgjdccbfgkfg 2.8 0

238
WholeYyenomeKSequenceKofKfromKaKcgYYearYOldKSampleKuonfirmsKwvidenceKofKysbjYlikeKStrainK
uirculationKfKYearsKPriorKtoK–tsKxirstKReportedKOutbreakZKMicrobiologykResourcekAnnouncementsWK
2021WKcbWK

1.3 1

237 NearYuompleteKyenomeKSequencesKofKxiveKSicinivirusesKfromKNorthKsmericaZKMicrobiologykResourcek
AnnouncementsWK2021WKcbWK 1.3 1

236 SurveillanceKandKyeneticKuharacterizationKofKVirulentKNewcastleKviseaseKVirusKSubgenotypeKVZeKinK
–ndigenousKuhickensKfromKtackyardKPoultryKxarmsKandKLiveKtirdKMarketsKinKKenyaZKVirusesWK2021WKceWK 6.2 2

235 ProtectionKagainstKvifferentKyenotypesKofKNewcastleKviseaseKVirusesKSNvVTKsffordedKbyKanK
sdenovirusYVectoredKxusionKProteinKandKLiveKNvVKVaccinesKinKuhickensZKVaccinesWK2021WKkWK 5.3 2

234 MultipleKyeneKSegmentsKsreKsssociatedKwithKwnhancedKVirulenceKofKuladeKdZeZfZfKzgNjKzighlyK
PathogenicKsvianK–nfluenzaKVirusKinKMallardsZKJournalkofkVirologyWK2021WKkgWKebbkggdc 6.6 1

233 TheKpathogenicityKandKtransmissionKofKliveKbirdKmarketKzdNdKavianKinfluenzaKvirusesKinKchickensWK
PekinKducksWKandKguineaKfowlZKVeterinarykMicrobiologyWK2021WKdhbWKcbkcjb 3.3 0

232 uompleteKyenomeKSequenceKofKStrainKysbjKSy–YdiKLineageTZKMicrobiologykResourcekAnnouncementsWK
2020WKkWK 1.3 2

231
sKdgYYearYOldKSampleKuontributesKtheKuompleteKyenomeKSequenceKofKVaccineKStrainKsrkvP–WK
ReisolatedKfromKuommercialKtroilersKinKtheKUnitedKStatesZKMicrobiologykResourcekAnnouncementsWK
2020WKkWK

1.3 1

230 ProtectionKconferredKbyKcommercialKNvVKliveKattenuatedKandKdoubleKrecombinantKzVTKvaccinesK
againstKvirulentKualiforniaKdbcjKNewcastleKdiseaseKvirusKSNvVTKinKchickensZKVaccineWK2020WKejWKggbiYggcg 4.1 7

229 svianKuhlamydiosisK2020WKcbjhYccbi 2

228 wxternalKParasitesKandKPoultryKPestsK2020WKccegYccgh 0

227 NutritionalKviseasesK2020WKcdggYcdjg 3

226 ToxinsKandKPoisonsK2020WKcefkYcejd 0

225 NewcastleKviseaseWKOtherKsvianKParamyxovirusesWKandKsvianKMetapneumovirusK–nfectionsK2020WKcbkYchh 9

224 –nfectiousKtronchitisK2020WKchiYcjj 22
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223 MycoplasmosisK2020WKkbiYkhg 5

222 –nfectiousKLaryngotracheitisK2020WKcjkYdbk 8

221 uompleteKyenomeKSequenceKofKanKSubtypeKtKStrainKfromKzungaryZKMicrobiologykResourcek
AnnouncementsWK2020WKkWK 1.3 1

220 –dentificationKofKefficaciousKvaccinesKagainstKcontemporaryKNorthKsmericanKziKavianKinfluenzaK
virusesZKAviankDiseasesWK2020WK 1.6 2

219
tiosafetyKriskKassessmentKforKproductionKofKcandidateKvaccineKvirusesKtoKprotectKhumansKfromK
zoonoticKhighlyKpathogenicKavianKinfluenzaKvirusesZKInfluenzakandkOtherkRespiratorykVirusesWK2020WK
cfWKdcgYddg

5.6 4

218 PoxK2020WKehfYejc 7

217 ViralK–nfectionsKofKWaterfowlK2020WKffhYfki 3

216 vevelopmentalWKMetabolicWKandKOtherKNoninfectiousKvisordersK2020WKcdjhYcedk 2

215 OtherKtacterialKviseasesK2020WKkkgYcbjg 2

214 ViralKwntericK–nfectionsK2020WKfbcYffg 4

213 –nternalKParasitesK2020WKccgiYcckc 8

212 PrinciplesKofKviseaseKPreventionWKviagnosisWKandKuontrolK2020WKcYij 3

211 ProtozoalK–nfectionsK2020WKcckdYcdgf 5

210 svianKReovirusK–nfectionsK2020WKejdYfbb 12

209 NeoplasticKviseasesK2020WKgfjYicg 5

208 SalmonellaK–nfectionsK2020WKiciYige 16

207 MycotoxicosesK2020WKceebYcefj 3

206 wmergingKviseasesKandKviseasesKofKuomplexKorKUnknownKwtiologyK2020WKcejeYcfcb 1

(2020-2020)
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205 uhickenK–nfectiousKsnemiaKandKuircovirusK–nfectionsKinKuommercialKxlocksK2020WKdjfYedb 1

204 uolibacillosisK2020WKiibYjeb 27

203 PasteurellosisKandKOtherKRespiratoryKtacterialK–nfectionsK2020WKjecYjjk 3

202 ulostridialKviseasesK2020WKkhhYkkf 1

201 uampylobacteriosisK2020WKigfYihk 3

200 –nfectiousKuoryzaKandKRelatedKtacterialK–nfectionsK2020WKjkbYkbh 7

199 zostKxactorsKforKviseaseKResistanceK2020WKikYcbj

198 sdenovirusK–nfectionsK2020WKedcYehe 4

197 –nfectiousKtursalKviseaseK2020WKdgiYdje 14

196 LackKofKSusceptibilityKtoKSsRSYuoVYdKandKMwRSYuoVKinKPoultryZKEmergingkInfectiouskDiseasesWK2020WK
dhWKebifYebih 10.2 42

195 yeneticKcharacterizationKandKpathogenesisKofKtheKfirstKzkNdKlowKpathogenicKavianKinfluenzaKvirusesK
isolatedKfromKchickensKinKKenyanKliveKbirdKmarketsZKInfectionwkGeneticskandkEvolutionWK2020WKijWKcbfbif 4.5 18

194 MutationsKinKPtcWKNPWKzsWKandKNsKuontributeKtoK–ncreasedKVirusKxitnessKofKzgNdKzighlyKPathogenicK
svianK–nfluenzaKVirusKuladeKdZeZfZfKinKuhickensZKJournalkofkVirologyWK2020WK 6.6 5

193 RapidKevolutionKofKMexicanKziNeKhighlyKpathogenicKavianKinfluenzaKvirusesKinKpoultryZKPLoSkONEWK
2019WKcfWKebdddfgi 3.7 10

192 UpdatedKunifiedKphylogeneticKclassificationKsystemKandKrevisedKnomenclatureKforKNewcastleK
diseaseKvirusZKInfectionwkGeneticskandkEvolutionWK2019WKifWKcbekci 4.5 119

191 VirulentKNewcastleKdiseaseKvirusesKfromKchickenKoriginKareKmoreKpathogenicKandKtransmissibleKtoK
chickensKthanKvirusesKnormallyKmaintainedKinKwildKbirdsZKVeterinarykMicrobiologyWK2019WKdegWKdgYef 3.3 22

190 PathogenicityKandKtransmissionKofKvirulentKNewcastleKdiseaseKvirusKfromKtheKdbcjYdbckKualiforniaK
outbreakKandKrelatedKvirusesKinKyoungKandKadultKchickensZKVirologyWK2019WKgecWKdbeYdcj 3.6 18

189 sgeYdependentKpathogenesisKofKcladeKdZeZfZfsKzgNdKzPs–VKinKexperimentallyKinfectedKtroadK
treastedKWhiteKturkeysZKVeterinarykMicrobiologyWK2019WKdecWKcjeYckb 3.3 3

188 PresenceKofKNewcastleKdiseaseKvirusesKofKsubYgenotypesKVcKandKV–nKinKbackyardKchickensKandKinK
apparentlyKhealthyKwildKbirdsKfromKMexicoKinKdbciZKViruskGenesWK2019WKggWKfikYfjk 2.3 8
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187 xirstKuompleteKyenomeKSequenceKofKaKSubgenotypeKVdKNewcastleKviseaseKVirusK–solateZK
MicrobiologykResourcekAnnouncementsWK2019WKjWK 1.3 5

186 srmouredKexogenousKinternalKcontrolKforKrealYtimeKPuRKdiagnosisKofKavianKinfluenzaZKAviank
PathologyWK2019WKfjWKfkdYfkj 2.4 1

185 RapidWKmultiplexedWKwholeKgenomeKandKplasmidKsequencingKofKfoodborneKpathogensKusingK
longYreadKnanoporeKtechnologyZKScientifickReportsWK2019WKkWKchegb 4.9 22

184 PathobiologyKandKinnateKimmuneKresponsesKofKgallinaceousKpoultryKtoKcladeKdZeZfZfsKzgNxKhighlyK
pathogenicKavianKinfluenzaKvirusKinfectionZKVeterinarykResearchWK2019WKgbWKjk 3.8 3

183 xirstKuompleteKyenomeKSequenceKofKuurrentlyKuirculatingK–nfectiousKtronchitisKVirusKStrainK
vMVachekKofKtheKy–YciKLineageZKMicrobiologykResourcekAnnouncementsWK2019WKjWK 1.3 7

182 SingleYNucleotideKPolymorphismKsnalysisKtoKSelectKuonservedKRegionsKforKanK–mprovedKRealYTimeK
ReverseKTranscriptionYPuRKTestKSpecificKforKNewcastleKviseaseKVirusZKAviankDiseasesWK2019WKheWKhdgYhee 1.6 3

181 –solationKandKuharacterizationKofKNewcastleKviseaseKVirusKfromKLiveKtirdKMarketsKinKTanzaniaZKAviank
DiseasesWK2019WKheWKhefYhfb 1.6 4

180 wfficacyKofKTwoKLicensedKsvianK–nfluenzaKzgKVaccinesKsgainstKuhallengeKwithKaKdbcgKUZSZKzgNdK
cladeKdZeZfZfKzighlyKPathogenicKsvianK–nfluenzaKVirusKinKvomesticKvucksZKAviankDiseasesWK2019WKheWKkbYkh 1.6 3

179
sttenuationKofKhighlyKpathogenicKavianKinfluenzaKsSzgNcTKvirusesKinK–ndonesiaKfollowingKtheK
reassortmentKandKacquisitionKofKgenesKfromKlowKpathogenicityKavianKinfluenzaKsKvirusKprogenitorsZK
EmergingkMicrobeskandkInfectionsWK2018WKiWKcfi

18.9 9

178 RapidKvirulenceKpredictionKandKidentificationKofKNewcastleKdiseaseKvirusKgenotypesKusingK
thirdYgenerationKsequencingZKVirologykJournalWK2018WKcgWKcik 6.1 13

177 xirstKyenomeKSequenceKofKNewcastleKviseaseKVirusKofKyenotypeKV––iKfromK ordanZKMicrobiologyk
ResourcekAnnouncementsWK2018WKiWK 1.3 4

176 uharacterizationKofKaKxelineK–nfluenzaKsSziNdTKVirusZKEmergingkInfectiouskDiseasesWK2018WKdfWKigYjh 10.2 19

175 TheKMultifacetedKZoonoticKRiskKofKzkNdKsvianK–nfluenzaZKVeterinarykSciencesWK2018WKgWK 2.4 42

174
zomologousKandKheterologousKantigenicKmatchedKvaccinesKcontainingKdifferentKzgKhemagglutininsK
provideKvariableKprotectionKofKchickensKfromKtheKdbcfKUZSZKzgNjKandKzgNdKcladeKdZeZfZfKhighlyK
pathogenicKavianKinfluenzaKvirusesZKVaccineWK2017WKegWKhefgYhege

4.1 20

173 uompleteKyenomeKSequencesKofKxourKsvianKParamyxovirusesKofKSerotypeKcbK–solatedKfromK
RockhopperKPenguinsKonKtheKxalklandK–slandsZKGenomekAnnouncementsWK2017WKgWK 5

172 xirstKvetectionKofKsvianKLineageKziNdKinZKGenomekAnnouncementsWK2017WKgWK 6

171 ReassortmentKof´ –nfluenzaKsKViruses´ inKWildKtirdsKinKslaska´ beforeKzgKuladeKdZeZfZfKOutbreaksZK
EmergingkInfectiouskDiseasesWK2017WKdeWKhgfYhgi 10.2 27

170 ShortYKandKlongYtermKprotectiveKefficacyKagainstKcladeKdZeZfZfKzgNdKhighlyKpathogenicKavianK
influenzaKvirusKfollowingKprimeYboostKvaccinationKinKturkeysZKVaccineWK2017WKegWKgheiYghfe 4.1 14

(2017-2019)
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169 ProtectionKofKWhiteKLeghornKchickensKbyKUZSZKemergencyKzgKvaccinationKagainstKcladeKdZeZfZfKzgNdK
highKpathogenicityKavianKinfluenzaKvirusZKVaccineWK2017WKegWKheehYheff 4.1 25

168
ProtectionKofKcommercialKturkeysKfollowingKinactivatedKorKrecombinantKzgKvaccineKapplicationK
againstKtheKdbcgUZSZKzgNdKcladeKdZeZfZfKhighlyKpathogenicKavianKinfluenzaKvirusZKVeterinaryk
ImmunologykandkImmunopathologyWK2017WKckcWKifYik

2 8

167
PathobiologyKofKuladeKdZeZfZfKzgNxKzighYPathogenicityKsvianK–nfluenzaKVirusK–nfectionsKinKMinorK
yallinaceousKPoultryKSupportsKwarlyKtackyardKxlockK–ntroductionsKinKtheKWesternKUnitedKStatesKinK
dbcfYdbcgZKJournalkofkVirologyWK2017WKkcWK

6.6 21

166 UseKofKSequenceY–ndependentWKSingleYPrimerYsmplificationKSS–SPsTKforKrapidKdetectionWK
identificationWKandKcharacterizationKofKavianKRNsKvirusesZKVirologyWK2017WKgbkWKcgkYchh 3.6 59

165 RecombinantKviralYvectoredKvaccinesKforKtheKcontrolKofKavianKinfluenzaKinKpoultryZKVeterinaryk
MicrobiologyWK2017WKdbhWKcffYcgc 3.3 33

164 PathogenicityKandKTransmissionKofKzgKandKziKzighlyKPathogenicKsvianK–nfluenzaKVirusesKinK
MallardsZKJournalkofkVirologyWK2016WKkbWKkkhiYkkjd 6.6 73

163 uhangesKinKadaptationKofKzgNdKhighlyKpathogenicKavianKinfluenzaKzgKcladeKdZeZfZfKvirusesKinK
chickensKandKmallardsZKVirologyWK2016WKfkkWKgdYhf 3.6 42

162
zistopathologicKuharacterizationKandKSheddingKvynamicsKofKyuineafowlKSNumidaKmeleagrisTK
–ntravenouslyK–nfectedKwithKaKzhNdKLowKPathogenicityKsvianK–nfluenzaKVirusZKAviankDiseasesWK2016WK
hbWKdikYjg

1.6 1

161 –nfluenzaKsKvirusK2016WKcYeb 9

160 viagnosticsKandKsurveillanceKmethodsK2016WKecYff 1

159 zgNdKzighlyKPathogenicKsvianK–nfluenzaKVirusesKfromKtheKUSKdbcfYdbcgKoutbreakKhaveKanK
unusuallyKlongKpreYclinicalKperiodKinKturkeysZKBMCkVeterinarykResearchWK2016WKcdWKdhb 2.7 38

158 PoultryKvaccinationKdirectedKevolutionKofKzkNdKlowKpathogenicityKavianKinfluenzaKvirusesKinKKoreaZK
VirologyWK2016WKfjjWKddgYec 3.6 34

157 zkNdKlowKpathogenicKavianKinfluenzaKinKPakistanKSdbcdYdbcgTZKVeterinarykRecordkOpenWK2016WKeWKebbbcic1.4 16

156
LackKofKchickenKadaptationKofKnewlyKemergentKwurasianKzgNjKandKreassortantKzgNdKhighK
pathogenicityKavianKinfluenzaKvirusesKinKtheKUZSZKisKconsistentKwithKrestrictedKpoultryKoutbreaksKinK
theKPacificKflywayKduringKdbcfYdbcgZKVirologyWK2016WKfkfWKckbYi

3.6 38

155 SusceptibilityKofKswineKtoKzgKandKziKlowKpathogenicKavianKinfluenzaKvirusesZKInfluenzakandkOtherk
RespiratorykVirusesWK2016WKcbWKefhYgd 5.6 12

154
sntibodyKtiterKhasKpositiveKpredictiveKvalueKforKvaccineKprotectionKagainstKchallengeKwithKnaturalK
antigenicYdriftKvariantsKofKzgNcKhighYpathogenicityKavianKinfluenzaKvirusesKfromK–ndonesiaZKJournalk
ofkVirologyWK2015WKjkWKeifhYhd

6.6 59

153 PreviousKinfectionKwithKvirulentKstrainsKofKNewcastleKdiseaseKvirusKreducesKhighlyKpathogenicKavianK
influenzaKvirusKreplicationWKdiseaseWKandKmortalityKinKchickensZKVeterinarykResearchWK2015WKfhWKki 3.8 18

152 –nternationalKtiologicalKwngagementKProgramsKxacilitateKNewcastleKviseaseKwpidemiologicalK
StudiesZKFrontierskinkPublickHealthWK2015WKeWKdeg 6 21
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151 –mpactKofKrouteKofKexposureKandKchallengeKdoseKonKtheKpathogenesisKofKziNkKlowKpathogenicityK
avianKinfluenzaKvirusKinKchickensZKVirologyWK2015WKfiiWKidYjc 3.6 26

150 SequencingKartifactsKinKtheKtypeKsKinfluenzaKdatabasesKandKattemptsKtoKcorrectKthemZKInfluenzakandk
OtherkRespiratorykVirusesWK2014WKjWKfkkYgbg 5.6 3

149 –mprovingKpandemicKinfluenzaKriskKassessmentZKELifeWK2014WKeWKebejje 8.9 45

148 PotencyWKefficacyWKandKantigenicKmappingKofKziKavianKinfluenzaKvirusKvaccinesKagainstKtheKdbcdK
ziNeKhighlyKpathogenicKavianKinfluenzaKvirusKfromKMexicoZKAviankDiseasesWK2014WKgjWKegkYhh 1.6 9

147
VariationKinKprotectionKofKfourKdivergentKavianKinfluenzaKvirusKvaccineKseedKstrainsKagainstKeightK
cladeKdZdZcKandKdZdZcZcZKwgyptianKzgNcKhighKpathogenicityKvariantsKinKpoultryZKInfluenzakandkOtherk
RespiratorykVirusesWK2014WKjWKhgfYhd

5.6 14

146 RoleKofKpoultryKinKtheKspreadKofKnovelKziNkKinfluenzaKvirusKinKuhinaZKJournalkofkVirologyWK2014WKjjWKgejcYkb6.6 117

145 VaccinationKofKdomesticKducksKagainstKzgNcKzPs–lKaKreviewZKViruskResearchWK2013WKcijWKdcYef 6.4 28

144 SuboptimalKprotectionKagainstKzgNcKhighlyKpathogenicKavianKinfluenzaKvirusesKfromKVietnamKinK
ducksKvaccinatedKwithKcommercialKpoultryKvaccinesZKVaccineWK2013WKecWKfkgeYhb 4.1 31

143 uharacteristicsKofKpigeonKparamyxovirusKserotypeYcKisolatesKSPPMVYcTKfromKtheKRussianKxederationK
fromKdbbcKtoKdbbkZKAviankDiseasesWK2013WKgiWKdYi 1.6 28

142 PassiveKantibodyKtransferKinKchickensKtoKmodelKmaternalKantibodyKafterKavianKinfluenzaKvaccinationZK
VeterinarykImmunologykandkImmunopathologyWK2013WKcgdWKefcYi 2 31

141 uharacterizationKofKtheKdbcdKhighlyKpathogenicKavianKinfluenzaKziNeKvirusKisolatedKfromKpoultryKinK
anKoutbreakKinKMexicolKpathobiologyKandKvaccineKprotectionZKJournalkofkVirologyWK2013WKjiWKkbjhYkh 6.6 53

140 –nfluenzaKresearchKdatabaselKanKintegratedKbioinformaticsKresourceKforKinfluenzaKresearchKandK
surveillanceZKInfluenzakandkOtherkRespiratorykVirusesWK2012WKhWKfbfYch 5.6 239

139 v–VsKvaccinationKstrategiesKforKavianKinfluenzaKvirusZKAviankDiseasesWK2012WKghWKjehYff 1.6 34

138
vifferencesKinKpathogenicityWKresponseKtoKvaccinationWKandKinnateKimmuneKresponsesKinKdifferentK
typesKofKducksKinfectedKwithKaKvirulentKzgNcKhighlyKpathogenicKavianKinfluenzaKvirusKfromKVietnamZK
AviankDiseasesWK2012WKghWKfikYji

1.6 40

137 VaccinationKandKacuteKphaseKmediatorKproductionKinKchickensKchallengedKwithKlowKpathogenicKavianK
influenzaKvirusmKnovelKmarkersKforKvaccineKefficacyqZKVaccineWK2012WKebWKebkiYcbg 4.1 21

136 PekinKandKMuscovyKducksKrespondKdifferentlyKtoKvaccinationKwithKaKzgNcKhighlyKpathogenicKavianK
influenzaKSzPs–TKcommercialKinactivatedKvaccineZKVaccineWK2011WKdkWKhgfkYgi 4.1 58

135
vevelopmentKofKv–VsKSdifferentiationKofKinfectedKfromKvaccinatedKanimalsTKvaccinesKutilizingK
heterologousKNsKandKNScKproteinKstrategiesKforKtheKcontrolKofKtripleKreassortantKzeNdKinfluenzaKinK
turkeysZKVaccineWK2011WKdkWKikhhYif

4.1 5

134 PathogenicityKofKtwoKwgyptianKzgNcKhighlyKpathogenicKavianKinfluenzaKvirusesKinKdomesticKducksZK
ArchiveskofkVirologyWK2011WKcghWKeiYgc 2.6 27

(2011-2015)
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133
sssociationKofKMxcKssnhecKvariantKallelesKwithKreductionsKinKmorbidityWKearlyKmortalityWKviralK
sheddingWKandKcytokineKresponsesKinKchickensKinfectedKwithKaKhighlyKpathogenicKavianKinfluenzaK
virusZKImmunogeneticsWK2011WKheWKeheYig

3.2 36

132 svianKinfluenzaKmucosalKvaccinationKinKchickensKwithKreplicationYdefectiveKrecombinantKadenovirusK
vaccineZKAviankDiseasesWK2011WKggWKfeYi 1.6 10

131 svianKinfluenzaKinKovoKvaccinationKwithKreplicationKdefectiveKrecombinantKadenovirusKinKchickenslK
vaccineKpotencyWKantibodyKpersistenceWKandKmaternalKantibodyKtransferZKAviankDiseasesWK2011WKggWKdjgYkd 1.6 14

130 VirulentKNewcastleKdiseaseKvirusKelicitsKaKstrongKinnateKimmuneKresponseKinKchickensZKJournalkofk
GeneralkVirologyWK2011WKkdWKkecYk 4.9 106

129 PandemicKzcNcKinfluenzaKvirusKinKuhileanKcommercialKturkeysKwithKgeneticKandKserologicK
comparisonsKtoKUZSZKzcNcKavianKinfluenzaKvaccineKisolatesZKAviankDiseasesWK2011WKggWKheeYfc 1.6 5

128
RealKtimeKreverseKtranscriptionKSRRTTYpolymeraseKchainKreactionKSPuRTKmethodsKforKdetectionKofK
pandemicKSzcNcTKdbbkKinfluenzaKvirusKandKwuropeanKswineKinfluenzaKsKvirusKinfectionsKinKpigsZK
InfluenzakandkOtherkRespiratorykVirusesWK2010WKfWKdiiYke

5.6 79

127 svianKinfluenzalKourKcurrentKunderstandingZKAnimalkHealthkResearchkReviewsWK2010WKccWKckYee 2.1 40

126 SusceptibilityKofKturkeysKtoKpandemicYzcNcKvirusKbyKreproductiveKtractKinseminationZKVirologyk
JournalWK2010WKiWKdi 6.1 40

125 wfficacyKofKcommercialKvaccinesKinKprotectingKchickensKandKducksKagainstKzgNcKhighlyKpathogenicK
avianKinfluenzaKvirusesKfromKVietnamZKAviankDiseasesWK2010WKgfWKdhdYic 1.6 39

124
vevelopmentKandKevaluationKofKanKavianKinfluenzaWKneuraminidaseKsubtypeKcWKindirectK
enzymeYlinkedKimmunosorbentKassayKforKpoultryKusingKtheKdifferentiationKofKinfectedKfromK
vaccinatedKanimalsKcontrolKstrategyZKAviankDiseasesWK2010WKgfWKhceYdc

1.6 7

123 tiologicKcharacterizationKofKchickenYderivedKzhNdKlowKpathogenicKavianKinfluenzaKvirusesKinK
chickensKandKducksZKAviankDiseasesWK2010WKgfWKcdbYg 1.6 18

122 RapidKdetectionKofKwurasianKandKsmericanKziKsubtypeKinfluenzaKsKvirusesKusingKaKsingleK
TaqManMytKrealYtimeKRTYPuRZKAviankDiseasesWK2010WKgfWKhedYj 1.6 4

121 NewKapproachKtoKdelistKhighlyKpathogenicKavianKinfluenzaKvirusesKfromKtSLeVKSelectKsgentsKtoKtSLdK
nonYselectKstatusKforKdiagnosticsKandKvaccinesZKAviankDiseasesWK2010WKgfWKebdYh 1.6 8

120 vifferentiationKofKinfectedKandKvaccinatedKanimalsKSv–VsTKusingKtheKNScKproteinKofKavianKinfluenzaK
virusZKAviankDiseasesWK2010WKgfWKdijYjh 1.6 22

119 wvolutionKofKhighlyKpathogenicKavianKinfluenzaKzgNcKvirusKinKnaturalKecosystemsKofKnorthernK
wurasiaKSdbbgYbjTZKAviankDiseasesWK2010WKgfWKfjeYkg 1.6 29

118
PhylogeneticKanalysisKofKhemagglutininKandKneuraminidaseKgenesKofKhighlyKpathogenicKavianK
influenzaKzgNcKwgyptianKstrainsKisolatedKfromKdbbhKtoKdbbjKindicatesKheterogeneityKwithKmultipleK
distinctKsublineagesZKAviankDiseasesWK2010WKgfWKefgYk

1.6 50

117
sKheterologousKneuraminidaseKsubtypeKstrategyKforKtheKdifferentiationKofKinfectedKandKvaccinatedK
animalsKSv–VsTKforKavianKinfluenzaKvirusKusingKanKalternativeKneuraminidaseKinhibitionKtestZKAviank
DiseasesWK2010WKgfWKdidYi

1.6 9

116 PathobiologicalKcharacterizationKofKlowYpathogenicityKzgKavianKinfluenzaKvirusesKofKdiverseKoriginsK
inKchickensWKducksKandKturkeysZKArchiveskofkVirologyWK2010WKcggWKcfekYgc 2.6 29
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115 SusceptibilityKofKpoultryKtoKpandemicKSzcNcTKdbbkKVirusZKEmergingkInfectiouskDiseasesWK2009WKcgWKdbhcYe 10.2 30

114 snKevaluationKofKavianKinfluenzaKdiagnosticKmethodsKwithKdomesticKduckKspecimensZKAviankDiseasesWK
2009WKgeWKdihYjb 1.6 35

113
RemovalKofKrealYtimeKreverseKtranscriptionKpolymeraseKchainKreactionKSRTYPuRTKinhibitorsK
associatedKwithKcloacalKswabKsamplesKandKtissuesKforKimprovedKdiagnosisKofKsvianKinfluenzaKvirusKbyK
RTYPuRZKJournalkofkVeterinarykDiagnostickInvestigationWK2009WKdcWKiicYj

1.5 100

112 PathobiologyKofKtripleKreassortantKzeNdKinfluenzaKvirusesKinKbreederKturkeysKandKitsKpotentialK
implicationKforKvaccineKstudiesKinKturkeysZKVaccineWK2009WKdiWKjckYdf 4.1 24

111
uomparativeKefficacyKofKNorthKsmericanKandKantigenicallyKmatchedKreverseKgeneticsKderivedKzgNkK
v–VsKmarkerKvaccinesKagainstKhighlyKpathogenicKssianKzgNcKavianKinfluenzaKvirusesKinKchickensZK
VaccineWK2009WKdiWKhdfiYhb

4.1 15

110 PhylogeneticKandKbiologicalKcharacterizationKofKhighlyKpathogenicKzgNcKavianKinfluenzaKvirusesK
SVietnamKdbbgTKinKchickensKandKducksZKViruskResearchWK2009WKcfdWKcbjYdb 6.4 40

109 –nfluenzaKneuraminidaseKasKaKvaccineKantigenZKCurrentkTopicskinkMicrobiologykandkImmunologyWK2009WK
eeeWKddiYfc 3.3 47

108 uharacterizationKofKlowKpathogenicityKavianKinfluenzaKvirusesKisolatedKfromKwildKbirdsKinKMongoliaK
dbbgKthroughKdbbiZKVirologykJournalWK2009WKhWKckb 6.1 20

107 uomparisonKofKviralKsheddingKfollowingKvaccinationKwithKinactivatedKandKliveKNewcastleKdiseaseK
vaccinesKformulatedKwithKwildYtypeKandKrecombinantKvirusesZKAviankDiseasesWK2009WKgeWKekYfk 1.6 111

106 tiologicKcharacterizationKofKzfWKzhWKandKzkKtypeKlowKpathogenicityKavianKinfluenzaKvirusesKfromKwildK
birdsKinKchickensKandKturkeysZKAviankDiseasesWK2009WKgeWKggdYhd 1.6 31

105 PathogenicityKandKtransmissionKstudiesKofKzgNdKparrotKavianKinfluenzaKvirusKofKMexicanKlineageKinK
differentKpoultryKspeciesZKVeterinarykMicrobiologyWK2008WKcdkWKfjYgi 3.3 16

104 wvaluationKofKchickenYoriginKSvxYcTKandKquailYoriginKSQTYhTKfibroblastKcellKlinesKforKreplicationKofK
avianKinfluenzaKvirusesZKJournalkofkVirologicalkMethodsWK2008WKcgeWKddYj 2.6 45

103 vetectionKandKidentificationKofKtheKzgKhemagglutininKsubtypeKbyKrealYtimeKRTYPuRZKMethodskink
MolecularkBiologyWK2008WKfehWKdiYee 1.4 5

102 yeneticKandKantigenicKrelatednessKofKzeKsubtypeKinfluenzaKsKvirusesKisolatedKfromKavianKandK
mammalianKspeciesZKVaccineWK2008WKdhWKkhhYii 4.1 29

101 ProtectionKofKchickensKagainstKavianKinfluenzaKwithKnonYreplicatingKadenovirusYvectoredKvaccineZK
VaccineWK2008WKdhWKdhfbYh 4.1 40

100 uharacterizationKofKinfluenzaKvirusKvariantsKwithKdifferentKsizesKofKtheKnonYstructuralKSNSTKgenesKandK
theirKpotentialKasKaKliveKinfluenzaKvaccineKinKpoultryZKVaccineWK2008WKdhWKegjbYh 4.1 58

99
vetectionKofKaKbroadKrangeKofKclassK–KandK––KNewcastleKdiseaseKvirusesKusingKaKmultiplexKrealYtimeK
reverseKtranscriptionKpolymeraseKchainKreactionKassayZKJournalkofkVeterinarykDiagnostickInvestigation
WK2008WKdbWKfcfYdg

1.5 58

98 NPWKPtcWKandKPtdKviralKgenesKcontributeKtoKalteredKreplicationKofKzgNcKavianKinfluenzaKvirusesKinK
chickensZKJournalkofkVirologyWK2008WKjdWKfgffYge 6.6 63

(2008-2009)
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97 vetectionKofKzgNcKhighYpathogenicityKavianKinfluenzaKvirusKinKmeatKandKtrachealKsamplesKfromK
experimentallyKinfectedKchickensZKAviankDiseasesWK2008WKgdWKfbYj 1.6 44

96 vomesticKpigsKhaveKlowKsusceptibilityKtoKzgNcKhighlyKpathogenicKavianKinfluenzaKvirusesZKPLoSk
PathogensWK2008WKfWKecbbbcbd 7.6 102

95
snalyticalKvalidationKofKaKrealYtimeKreverseKtranscriptionKpolymeraseKchainKreactionKtestKforK
PanYsmericanKlineageKziKsubtypeKsvianKinfluenzaKvirusesZKJournalkofkVeterinarykDiagnostick
InvestigationWK2008WKdbWKhcdYh

1.5 31

94 PhylogeneticsKandKpathogenesisKofKearlyKavianKinfluenzaKvirusesKSzgNcTWKNigeriaZKEmergingk
InfectiouskDiseasesWK2008WKcfWKcigeYg 10.2 10

93 ReverseKgeneticsKofKtheKavianKinfluenzaKvirusZKMethodskinkMolecularkBiologyWK2008WKfehWKkkYccc 1.4 7

92 svianKinfluenzaKvirusKRNsKextractionKfromKtissueKandKswabKmaterialZKMethodskinkMolecularkBiologyWK
2008WKfehWKceYj 1.4 16

91 TypeKsKinfluenzaKvirusKdetectionKandKquantitationKbyKrealYtimeKRTYPuRZKMethodskinkMoleculark
BiologyWK2008WKfehWKckYdh 1.4 71

90 ReviewKofKrapidKmolecularKdiagnosticKtoolsKforKavianKinfluenzaKvirusZKAviankDiseasesWK2007WKgcWKdbcYj 1.6 63

89
PhylogeneticKdiversityKamongKlowYvirulenceKnewcastleKdiseaseKvirusesKfromKwaterfowlKandK
shorebirdsKandKcomparisonKofKgenotypeKdistributionsKtoKthoseKofKpoultryYoriginKisolatesZKJournalkofk
VirologyWK2007WKjcWKcdhfcYge

6.6 177

88 MovementsKofKbirdsKandKavianKinfluenzaKfromKssiaKintoKslaskaZKEmergingkInfectiouskDiseasesWK2007WK
ceWKgfiYgd 10.2 86

87 vetectionKofKavianKinfluenzaKvirusKusingKanKinterferometricKbiosensorZKAnalyticalkandkBioanalyticalk
ChemistryWK2007WKejkWKcckeYk 4.4 79

86 smeliorationKofKinfluenzaKvirusKpathogenesisKinKchickensKattributedKtoKtheKenhancedK
interferonYinducingKcapacityKofKaKvirusKwithKaKtruncatedKNScKgeneZKJournalkofkVirologyWK2007WKjcWKcjejYfi 6.6 76

85
vevelopmentKandKbenchKvalidationKofKrealYtimeKreverseKtranscriptionKpolymeraseKchainKreactionK
protocolsKforKrapidKdetectionKofKtheKsubtypesKzhWKzkWKandKzccKofKavianKinfluenzaKvirusesKinK
experimentalKsamplesZKJournalkofkVeterinarykDiagnostickInvestigationWK2007WKckWKhdgYef

1.5 17

84 uharacterizationKofKclassK–KNewcastleKdiseaseKvirusKisolatesKfromKzongKKongKliveKbirdKmarketsKandK
detectionKusingKrealYtimeKreverseKtranscriptionYPuRZKJournalkofkClinicalkMicrobiologyWK2007WKfgWKcecbYf 9.7 108

83 uharacteristicsKofKdiagnosticKtestsKusedKinKtheKdbbdKlowYpathogenicityKavianKinfluenzaKziNdK
outbreakKinKVirginiaZKJournalkofkVeterinarykDiagnostickInvestigationWK2007WKckWKefcYj 1.5 21

82 uharacterizationKofKlowYpathogenicityKzgNcKavianKinfluenzaKvirusesKfromKNorthKsmericaZKJournalkofk
VirologyWK2007WKjcWKcchcdYk 6.6 49

81 –solationKandKgeneticKcharacterizationKofKavianKinfluenzaKvirusesKandKaKNewcastleKdiseaseKvirusKfromK
wildKbirdsKinKtarbadoslKdbbeYdbbfZKAviankDiseasesWK2007WKgcWKijcYi 1.6 21

80 ProtectiveKavianKinfluenzaKinKovoKvaccinationKwithKnonYreplicatingKhumanKadenovirusKvectorZKVaccine
WK2007WKdgWKdjjhYkc 4.1 71
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79 –nfluenzaKneuraminidaseKantibodiesKprovideKpartialKprotectionKforKchickensKagainstKhighKpathogenicK
avianKinfluenzaKinfectionZKVaccineWK2007WKdgWKeiheYid 4.1 59

78 sntigenicKdifferencesKamongKNewcastleKdiseaseKvirusKstrainsKofKdifferentKgenotypesKusedKinKvaccineK
formulationKaffectKviralKsheddingKafterKaKvirulentKchallengeZKVaccineWK2007WKdgWKidejYfh 4.1 179

77 sgeKatKinfectionKaffectsKtheKpathogenicityKofKssianKhighlyKpathogenicKavianKinfluenzaKzgNcKvirusesK
inKducksZKViruskResearchWK2007WKcebWKcgcYhc 6.4 97

76 PathogenicKpotentialKofKNorthKsmericanKziNdKavianKinfluenzaKviruslKaKmutagenesisKstudyKusingK
reverseKgeneticsZKVirologyWK2006WKegeWKejjYkg 3.6 41

75 svianKinfluenzaKsKvirusKsubtypeKzgNdKinKaKredYloredKsmazonKparrotZKJournalkofkthekAmericank
VeterinarykMedicalkAssociationWK2006WKddjWKdehYfc 1 23

74 vevelopmentKandKapplicationKofKreferenceKantiseraKagainstKcgKhemagglutininKsubtypesKofKinfluenzaK
virusKbyKvNsKvaccinationKofKchickensZKVaccinekJournalWK2006WKceWKekgYfbd 49

73 vevelopmentKandKvalidationKofKaKrealYtimeKTaqmanKpolymeraseKchainKreactionKassayKforKtheK
detectionKofKMycoplasmaKgallisepticumKinKnaturallyKinfectedKbirdsZKAviankDiseasesWK2006WKgbWKgeiYff 1.6 33

72
wffectKofKprobeYsiteKmismatchesKonKdetectionKofKvirulentKNewcastleKdiseaseKvirusesKusingKaK
fusionYgeneKrealYtimeKreverseKtranscriptionKpolymeraseKchainKreactionKtestZKJournalkofkVeterinaryk
DiagnostickInvestigationWK2006WKcjWKgckYdj

1.5 41

71
vevelopmentKofKanKinternalKpositiveKcontrolKforKrapidKdiagnosisKofKavianKinfluenzaKvirusKinfectionsK
byKrealYtimeKreverseKtranscriptionYPuRKwithKlyophilizedKreagentsZKJournalkofkClinicalkMicrobiologyWK
2006WKffWKebhgYie

9.7 72

70 SusceptibilityKofKNorthKsmericanKducksKandKgullsKtoKzgNcKhighlyKpathogenicKavianKinfluenzaKvirusesZK
EmergingkInfectiouskDiseasesWK2006WKcdWKchheYib 10.2 224

69 –nfluenzaKaKvirusKsurveillanceKofKmigratoryKwaterfowlKinKtarbadosWKWestK–ndiesZKAnnalskofkthekNewk
YorkkAcademykofkSciencesWK2006WKcbjcWKchkYib 6.5 1

68 vevelopmentKandKuseKofKfowlpoxKvectoredKvaccinesKforKavianKinfluenzaZKAnnalskofkthekNewkYorkk
AcademykofkSciencesWK2006WKcbjcWKckeYdbc 6.5 87

67 –solationKandKcharacterizationKofKzeNdKinfluenzaKsKvirusKfromKturkeysZKAviankDiseasesWK2005WKfkWKdbiYce 1.6 66

66 PhylogeneticKanalysesKofKtypeKsKinfluenzaKgenesKinKnaturalKreservoirKspeciesKinKNorthKsmericaK
revealsKgeneticKvariationZKViruskResearchWK2005WKccfWKjkYcbb 6.4 92

65 OverviewKofKavianKinfluenzaKv–VsKtestKstrategiesZKBiologicalsWK2005WKeeWKddcYh 1.8 79

64 zgNdKavianKinfluenzaKoutbreakKinKTexasKinKdbbflKtheKfirstKhighlyKpathogenicKstrainKinKtheKUnitedK
StatesKinKdbKyearsqZKJournalkofkVirologyWK2005WKikWKccfcdYdc 6.6 82

63 viagnosticKapproachKforKdifferentiatingKinfectedKfromKvaccinatedKpoultryKonKtheKbasisKofKantibodiesK
toKNScWKtheKnonstructuralKproteinKofKinfluenzaKsKvirusZKJournalkofkClinicalkMicrobiologyWK2005WKfeWKhihYje 9.7 83

62
UseKofKaKnovelKvirusKinactivationKmethodKforKaKmulticenterKavianKinfluenzaKrealYtimeKreverseK
transcriptaseYpolymeraseKchainKreactionKproficiencyKstudyZKJournalkofkVeterinarykDiagnostick
InvestigationWK2005WKciWKihYjb

1.5 22

(2005-2007)
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61 svianKinfluenzaKviruslKprospectsKforKpreventionKandKcontrolKbyKvaccinationZKAnimalkHealthkResearchk
ReviewsWK2005WKhWKcYcg 2.1 53

60 uharacterizationKofKhighlyKpathogenicKzgNcKavianKinfluenzaKsKvirusesKisolatedKfromKSouthKKoreaZK
JournalkofkVirologyWK2005WKikWKehkdYibd 6.6 165

59 RecombinationKresultingKinKvirulenceKshiftKinKavianKinfluenzaKoutbreakWKuhileZKEmergingkInfectiousk
DiseasesWK2004WKcbWKhkeYk 10.2 237

58 vomesticKpoultryKandKSsRSKcoronavirusWKsouthernKuhinaZKEmergingkInfectiouskDiseasesWK2004WKcbWKkcfYh 10.2 24

57
RealYtimeKreverseKtranscriptionYpolymeraseKchainKreactionKassaysKforKtheKdetectionKandK
differentiationKofKNorthKsmericanKswineKinfluenzaKvirusesZKJournalkofkVeterinarykDiagnostick
InvestigationWK2004WKchWKehiYie

1.5 48

56 uharacterizationKofKrecentKzgKsubtypeKavianKinfluenzaKvirusesKfromKUSKpoultryZKAviankPathologyWK
2004WKeeWKdjjYki 2.4 42

55 spplicationKofKrealYtimeKRTYPuRKforKtheKquantitationKandKcompetitiveKreplicationKstudyKofKzgKandK
ziKsubtypeKavianKinfluenzaKvirusZKJournalkofkVirologicalkMethodsWK2004WKcckWKcgcYj 2.6 133

54 wffectKofKvaccineKuseKinKtheKevolutionKofKMexicanKlineageKzgNdKavianKinfluenzaKvirusZKJournalkofk
VirologyWK2004WKijWKjeidYjc 6.6 300

53 vevelopmentKofKaKrealYtimeKreverseYtranscriptionKPuRKforKdetectionKofKnewcastleKdiseaseKvirusKRNsK
inKclinicalKsamplesZKJournalkofkClinicalkMicrobiologyWK2004WKfdWKedkYej 9.7 320

52
yenerationKofKreassortantKinfluenzaKvaccinesKbyKreverseKgeneticsKthatKallowsKutilizationKofKaKv–VsK
SvifferentiatingK–nfectedKfromKVaccinatedKsnimalsTKstrategyKforKtheKcontrolKofKavianKinfluenzaZK
VaccineWK2004WKddWKecigYjc

4.1 82

51 wvolutionKofKzfWKzgKinfluenzaKsKvirusesKinKnaturalKecosystemsKinKNorthernKwurasiaKSdbbbâ��dbbdTZK
InternationalkCongresskSeriesWK2004WKcdheWKchkYcie 6

50 SequenceKanalysisKofKrecentKziKavianKinfluenzaKvirusesKassociatedKwithKthreeKdifferentKoutbreaksKinK
commercialKpoultryKinKtheKUnitedKStatesZKJournalkofkVirologyWK2003WKiiWKceekkYfbd 6.6 81

49 wvaluationKofKaKhighYpathogenicityKzgNcKavianKinfluenzaKsKvirusKisolatedKfromKduckKmeatZKAviank
DiseasesWK2003WKfiWKkgcYg 1.6 23

48 vevelopmentKofKrealYtimeKRTYPuRKforKtheKdetectionKofKavianKinfluenzaKvirusZKAviankDiseasesWK2003WK
fiWKcbikYjd 1.6 160

47 vevelopmentKofKmultiplexKrealYtimeKRTYPuRKasKaKdiagnosticKtoolKforKavianKinfluenzaZKAviankDiseasesWK
2003WKfiWKcbjiYkb 1.6 29

46 LowYpathogenicityKavianKinfluenzaKvirusKSzhNdTKinKchickensKinKualiforniaWKdbbbYbdZKAviankDiseasesWK
2003WKfiWKjidYjc 1.6 63

45 UpdateKonKmolecularKepidemiologyKofKzcWKzgWKandKziKinfluenzaKvirusKinfectionsKinKpoultryKinKNorthK
smericaZKAviankDiseasesWK2003WKfiWKjjjYki 1.6 41

44 wpidemiologicKandKsurveillanceKstudiesKonKavianKinfluenzaKinKliveYbirdKmarketsKinKNewKYorkKandKNewK
 erseyWKdbbcZKAviankDiseasesWK2003WKfiWKkkhYcbbc 1.6 52
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43 TheKeffectKofKvariousKdisinfectantsKonKdetectionKofKavianKinfluenzaKvirusKbyKrealKtimeKRTYPuRZKAviank
DiseasesWK2003WKfiWKcbkcYg 1.6 43

42 vevelopmentKofKhemagglutininKsubtypeYspecificKreferenceKantiseraKbyKvNsKvaccinationKofKchickensZK
AviankDiseasesWK2003WKfiWKcbgcYh 1.6 12

41 MolecularKandKbiologicalKcharacteristicsKofKzgKandKziKavianKinfluenzaKvirusesKinKliveYbirdKmarketsKofK
theKnortheasternKUnitedKStatesWKckkfYdbbcZKAviankDiseasesWK2003WKfiWKjkjYkbf 1.6 30

40 RecombinantKparamyxovirusKtypeKcYavianKinfluenzaYziKvirusKasKaKvaccineKforKprotectionKofKchickensK
againstKinfluenzaKandKNewcastleKdiseaseZKAviankDiseasesWK2003WKfiWKcbfiYgb 1.6 70

39 zeteroduplexKmobilityKassayKforKdetectionKofKnewKavianKinfluenzaKvirusKvariantsZKAviankDiseasesWK
2002WKfhWKekeYfbb 1.6 5

38 –solationKfromKturkeyKbreederKhensKofKaKreassortantKzcNdKinfluenzaKvirusKwithKswineWKhumanWKandK
avianKlineageKgenesZKAviankDiseasesWK2002WKfhWKcccYdc 1.6 67

37 uharacterizationKofKaKhighlyKpathogenicKzgNcKavianKinfluenzaKsKvirusKisolatedKfromKduckKmeatZK
JournalkofkVirologyWK2002WKihWKheffYgg 6.6 141

36 vevelopmentKofKaKrealYtimeKreverseKtranscriptaseKPuRKassayKforKtypeKsKinfluenzaKvirusKandKtheKavianK
zgKandKziKhemagglutininKsubtypesZKJournalkofkClinicalkMicrobiologyWK2002WKfbWKedghYhb 9.7 1133

35 wvolutionKofKavianKinfluenzaKvirusesZKVeterinarykMicrobiologyWK2000WKifWKcgYdi 3.3 146

34 StructuralKfeaturesKofKtheKavianKinfluenzaKvirusKhemagglutininKthatKinfluenceKvirulenceZKVeterinaryk
MicrobiologyWK2000WKifWKiiYjh 3.3 59

33 VaccinesKprotectKchickensKagainstKzgKhighlyKpathogenicKavianKinfluenzaKinKtheKfaceKofKgeneticK
changesKinKfieldKvirusesKoverKmultipleKyearsZKVeterinarykMicrobiologyWK2000WKifWKchgYid 3.3 86

32 –nfluenzaKvirusKSsazKacghakiTKhemagglutininKexpressedKbyKanKalphavirusKrepliconKsystemKprotectsK
chickensKagainstKlethalKinfectionKwithKzongKKongYoriginKzgNcKvirusesZKVirologyWK2000WKdijWKggYk 3.6 99

31
uontinuedKcirculationKinKuhinaKofKhighlyKpathogenicKavianKinfluenzaKvirusesKencodingKtheK
hemagglutininKgeneKassociatedKwithKtheKckkiKzgNcKoutbreakKinKpoultryKandKhumansZKJournalkofk
VirologyWK2000WKifWKhgkdYk

6.6 136

30
uontroversiesKandKclarificationsKregardingKbovineKlentivirusKinfectionsZKSubcommitteeKforKtheK
tovineKRetrovirusKuommitteeWKUSKsnimalKzealthKsssociationZKJournalkofkthekAmericankVeterinaryk
MedicalkAssociationWK2000WKdciWKcecjYdf

1 4

29 vistinctKpathogenesisKofKhongKkongYoriginKzgNcKvirusesKinKmiceKcomparedKtoKthatKofKotherKhighlyK
pathogenicKzgKavianKinfluenzaKvirusesZKJournalkofkVirologyWK2000WKifWKcffeYgb 6.6 108

28 –mmunologyKofKavianKinfluenzaKviruslKaKreviewZKDevelopmentalkandkComparativekImmunologyWK2000WK
dfWKdhkYje 3.2 162

27
ProtectionKagainstKdiverseKhighlyKpathogenicKzgKavianKinfluenzaKvirusesKinKchickensKimmunizedKwithK
aKrecombinantKfowlpoxKvaccineKcontainingKanKzgKavianKinfluenzaKhemagglutininKgeneKinsertZKVaccine
WK2000WKcjWKcbjjYkg

4.1 128

26
SequenceKsnalysisKofKRelatedKLowYPathogenicKandKzighlyKPathogenicKzgNdKsvianK–nfluenzaK–solatesK
fromKUnitedKStatesKLiveKtirdKMarketsKandKPoultryKxarmsKfromKckjeKtoKckjkZKAviankDiseasesWK2000WK
ffWKegh

1.6 29

(2000-2003)
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25 TheKwffectKofKwukaryoticKwxpressionKVectorsKandKsdjuvantsKonKvNsKVaccinesKinKuhickensKUsingKanK
svianK–nfluenzaKModelZKAviankDiseasesWK2000WKffWKjhc 1.6 48

24 SequenceKsnalysisKofKtheKzemagglutininKyeneKofKzkNdKKoreanKsvianK–nfluenzaKVirusesKandK
sssessmentKofKtheKPathogenicKPotentialKofK–solateKMSkhZKAviankDiseasesWK2000WKffWKgdi 1.6 75

23 zighlyKpathogenicKavianKinfluenzaZKOIEkRevuekScientifiquekEtkTechniqueWK2000WKckWKfheYjd 2.5 270

22 SequenceKanalysisKofKrelatedKlowYpathogenicKandKhighlyKpathogenicKzgNdKavianKinfluenzaKisolatesK
fromKUnitedKStatesKliveKbirdKmarketsKandKpoultryKfarmsKfromKckjeKtoKckjkZKAviankDiseasesWK2000WKffWKeghYhf1.6 10

21 SequenceKanalysisKofKtheKhemagglutininKgeneKofKzkNdKKoreanKavianKinfluenzaKvirusesKandK
assessmentKofKtheKpathogenicKpotentialKofKisolateKMSkhZKAviankDiseasesWK2000WKffWKgdiYeg 1.6 42

20 TheKeffectKofKeukaryoticKexpressionKvectorsKandKadjuvantsKonKvNsKvaccinesKinKchickensKusingKanK
avianKinfluenzaKmodelZKAviankDiseasesWK2000WKffWKjhcYj 1.6 11

19 wvaluationKofKOxyanionKsdsorptionKMechanismsKonKOxidesKUsingKxT–RKSpectroscopyKandK
wlectrophoreticKMobilityZKACSkSymposiumkSeriesWK1999WKcehYcij 0.4 14

18 PhylogeneticKanalysisKofKziKavianKinfluenzaKvirusesKisolatedKfromKtheKliveKbirdKmarketsKofKtheK
NortheastKUnitedKStatesZKJournalkofkVirologyWK1999WKieWKeghiYie 6.6 105

17 MultipleKalignmentKcomparisonKofKtheKnonYstructuralKgenesKofKinfluenzaKsKvirusesZKViruskResearchWK
1998WKgfWKgkYhk 6.4 85

16 PuRKdiagnosisKofKtheKbovineKimmunodeficiencyYlikeKvirusZKMethodskinkMolecularkBiologyWK1998WKkdWKhiYik 1.4 4

15 uomparisonsKofKhighlyKvirulentKzgNcKinfluenzaKsKvirusesKisolatedKfromKhumansKandKchickensKfromK
zongKKongZKJournalkofkVirologyWK1998WKidWKhhijYjj 6.6 278

14 PrevalenceKofKbovineKimmunodeficiencyYlikeKvirusKinKbullsKasKdeterminedKbyKserologyKandKproviralK
detectionZKCanadiankJournalkofkVeterinarykResearchWK1998WKhdWKdecYe 8

13
vetectionKofKMycobacteriumKbovisKinKformalinYfixedWKparaffinYembeddedKtissuesKofKcattleKandKelkKbyK
PuRKamplificationKofKanK–ShccbKsequenceKspecificKforKMycobacteriumKtuberculosisKcomplexK
organismsZKJournalkofkVeterinarykDiagnostickInvestigationWK1997WKkWKdffYk

1.5 70

12 uomparisonKofKdifferentKPuRKtestsKtoKdetectKbovineKlentivirusKinKcellKcultureKandKexperimentallyKandK
naturallyKinfectedKcattleZKJournalkofkVeterinarykDiagnostickInvestigationWK1997WKkWKfdcYf 1.5 7

11 wvolutionKofKzgKsubtypeKavianKinfluenzaKsKvirusesKinKNorthKsmericaZKViruskResearchWK1997WKgcWKccgYdf 6.4 63

10 vetectionKofKsrcobacterKspeciesKinKgastricKsamplesKfromKswineZKVeterinarykMicrobiologyWK1997WKgiWKedgYeh3.3 34

9 tovineKlentivirusKinducesKearlyKtransientKtYcellKproliferationKinKexperimentallyKinoculatedKcattleKandK
appearsKtoKbeKpantropicZKJournalkofkVirologyWK1997WKicWKhfbYf 6.6 18

8 SizeKvariationKwithinKtheKsecondKhypervariableKregionKofKtheKsurfaceKenvelopeKgeneKofKtheKbovineK
lentivirusKt–VKinKexperimentallyKandKnaturallyKinfectedKcattleZKJournalkofkVirologyWK1997WKicWKdfjdYh 6.6 11
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7 –dentificationKofKhypervariableKandKconservedKregionsKinKtheKsurfaceKenvelopeKgeneKinKtheKbovineK
lentivirusZKVirologyWK1995WKdcdWKidjYee 3.6 33

6 –mprovedKearlyKandKlongYtermKdetectionKofKbovineKlentivirusKbyKaKnestedKpolymeraseKchainKreactionK
testKinKexperimentallyKinfectedKcalvesZKAmericankJournalkofkVeterinarykResearchWK1995WKghWKgikYjh 1.1 31

5 zaematologicalKandKlymphocyteKsubsetKanalysesKinKsheepKinoculatedKwithKbovineK
immunodeficiencyYlikeKvirusZKVeterinarykResearchkCommunicationsWK1994WKcjWKficYjd 2.9 8

4 –solationKandKcharacterizationKofKnewKwildYtypeKisolatesKofKbovineKlentivirusZKJournalkofkVirologyWK
1993WKhiWKgbgcYg 6.6 55

3 –nfluenzaKaKViruscYdd 7

2 svianK–nfluenzaKviagnosticsKandKSurveillanceKMethodsdkkYebj 12

1 RapidKandKsensitiveKvirulenceKpredictionKandKidentificationKofKNewcastleKdiseaseKvirusKgenotypesK
usingKthirdYgenerationKsequencing 3
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