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j Paper IF Citations

176 sisulfideJqondsJβlayJaJrriticalJRoleJinJtheJStructureJandJuunctionJofJtheJReceptorWbindingJsomainJ
ofJtheJSpRSWroVWaJSpikeJpntigenXJJournalmofmMolecularmBiologyVJ2021VJcbcVJ]efbdf 6.5 7

175 −WterminalJtyrosineJofJxSrUaJtriggersJ[aueWaS]JclusterJsynthesisJbyJxSrUaJdimerizationXJNaturem
CommunicationsVJ2021VJ]aVJeh[a 17.4 4

174
•egionellaJeffectorJ•egp]dYpnkwJcontainsJanJunrecognizedJcysteineJproteaseWlikeJdomainJandJ
displaysJstructuralJsimilarityJtoJ•egpbYpnksVJbutJdiffersJinJhostJcellJlocalizationXJActam
CrystallographicamSectionmD:mStructuralmBiologyVJ2021VJffVJ]dbdW]dca

5.5 1

173 StructuralJbiologyJofJtheJinvasionJarsenalJofJvramWnegativeJbacterialJpathogensXJFEBSmJournalVJ2021
VJ 5.7 2

172 TheJzwJdomainJfacilitatesJtheJsubstrateJspecificityJandJunwindingJprocessivityJofJssXcbJhelicaseXJ
JournalmofmBiologicalmChemistryVJ2021VJaheVJ][[[gd 5.4 4

171 pnJxndispensableJRoleJforJtheJMavtJtffectorJofJ•egionellaJpneumophilaJinJ•ysosomalJtvasionXJMBio
VJ2021VJ]aVJ 7.8 2

170 StructuralJandJfunctionalJstudyJofJ•egionellaJpneumophilaJeffectorJRavpXJProteinmScienceVJ2021VJb[VJhc[Whdd6.3 2

169 SalmonellaJeffectorJSopsJpromotesJplasmaJmembraneJscissionJbyJinhibitingJRab][XJNaturem
CommunicationsVJ2021VJ]aVJcf[f 17.4 1

168
TheJkinaseJ•egzfJexploitsJtheJwippoJpathwayJscaffoldJproteinJMΔq]pJforJallosteryJandJsubstrateJ
phosphorylationXJProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaVJ
2020VJ]]fVJ]ccbbW]cccb

11.5 5

167 xnteractionJofJtheJpnkyrinJwJroreJtffectorJofJwithJtheJwostJ•pRβfJromponentJofJtheJfSzJsnR−βJ
romplexXJMBioVJ2019VJ][VJ 7.8 13

166 tffectorsJSsez]JandJSsezbJTargetJseathJsomainJβroteinsJinJtheJT−uJandJTRpx•JSignalingJβathwaysXJ
MolecularmandmCellularmProteomicsVJ2019VJ]gVJ]]bgW]]de 7.6 33

165 TheJstructureJofJ•egionellaJeffectorJproteinJ•pntJprovidesJinsightsJintoJitsJinteractionJwithJ
ΔculocerebrorenalJsyndromeJofJ•oweJRΔrR•SJproteinXJFEBSmJournalVJ2019VJageVJf][Wfad 5.7 6

164 StructureWfunctionJanalysesJofJaJβ•acJfamilyJulvanJlyaseJrevealJkeyJfeaturesJandJsuggestJitsJ
catalyticJmechanismXJJournalmofmBiologicalmChemistryVJ2018VJahbVJc[aeWc[be 5.4 18

163 effectorJ•emcJisJaJmembraneWassociatedJproteinJtyrosineJphosphataseXJJournalmofmBiologicalm
ChemistryVJ2018VJahbVJ]b[ccW]b[dg 5.4 6

162 RegulationJofJShigellaJtffectorJzinaseJΔspvJthroughJModulationJofJxtsJsynamicJβropertiesXJJournalm
ofmMolecularmBiologyVJ2018VJcb[VJa[heWa]]a 6.5 5

161 StructuralJandJfunctionalJcharacterizationJofJβ•agJfamilyJulvanJlyaseJ−•RcgJfromXJJournalmofm
BiologicalmChemistryVJ2018VJahbVJ]]decW]]dfb 5.4 18

160 StructuralJMimicryJbyJaJqacterialJuJqoxJtffectorJwijacksJtheJwostJUbiquitinWβroteasomeJSystemXJ
StructureVJ2017VJadVJbfeWbgb 5.2 15
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159 −ewJUlvanWsegradingJβolysaccharideJ•yaseJuamilyiJStructureJandJratalyticJMechanismJSuggestsJ
ronvergentJtvolutionJofJpctiveJSiteJprchitectureXJACSmChemicalmBiologyVJ2017VJ]aVJ]aehW]ag[ 4.9 34

158 xnsightsJfromJproteinWproteinJinteractionJstudiesJonJbacterialJpathogenesisXJExpertmReviewmofm
ProteomicsVJ2017VJ]cVJffhWfhf 4.2 8

157 StructureJandJfunctionalJdynamicsJofJtheJmitochondrialJueYSJclusterJsynthesisJcomplexXJNaturem
CommunicationsVJ2017VJgVJ]agf 17.4 95

156 ronformationalJflexibilityJofJβ•]aJfamilyJheparinasesiJstructureJandJsubstrateJspecificityJofJ
heparinaseJxxxJfromJqacteroidesJthetaiotaomicronJRqTcedfSXJGlycobiologyVJ2017VJafVJ]feW]gf 5.8 10

155 MolecularJbasisJforJtheJbindingJandJmodulationJofJVWpTβaseJbyJaJbacterialJeffectorJproteinXJPLoSm
PathogensVJ2017VJ]bVJe][[ebhc 7.6 32

154 StructuralJandJuunctionalJxnvestigationsJofJtheJtffectorJβroteinJ•piR]JfromJ•egionellaJ
pneumophilaXJJournalmofmBiologicalmChemistryVJ2016VJah]VJ]dfefWff 5.4 3

153 rrystalJStructureJofJtheJSalmonellaJTyphimuriumJtffectorJvtgtXJPLoSmONEVJ2016VJ]]VJe[]eeecb 3.7 8

152 StructuralJinsightJintoJeffectorJproteinsJofJvramWnegativeJbacterialJpathogensJthatJmodulateJtheJ
phosphoproteomeJofJtheirJhostXJProteinmScienceVJ2015VJacVJe[cWa[ 6.3 12

151 SalmonellaJsisruptsJwostJtndocyticJTraffickingJbyJSopsaWMediatedJxnhibitionJofJRabfXJCellmReportsVJ
2015VJ]aVJ]d[gW]g 10.6 58

150 QuaternaryJstructureJofJWzzqJandJWzztJpolysaccharideJcopolymerasesXJProteinmScienceVJ2015VJacVJdgWeh 6.3 18

149 StructuralJΔrganizationJofJtnzymesJofJtheJβhenylacetateJratabolicJwybridJβathwayXJBiologyVJ2015VJ
cVJcacWca 4.9 6

148 βrogressJinJunderstandingJtheJassemblyJprocessJofJbacterialJΔWantigenXJFEMSmMicrobiologymReviewsVJ
2014VJbgVJ][cgWed 15.1 69

147 roiledWcoilJhelixJrotationJselectsJrepressingJorJactivatingJstateJofJtranscriptionalJregulatorJshaRXJ
StructureVJ2014VJaaVJcfgWgf 5.2 15

146 StructuralJbasisJforJtheJinhibitionJofJhostJproteinJubiquitinationJbyJShigellaJeffectorJkinaseJΔspvXJ
StructureVJ2014VJaaVJgfgWgg 5.2 33

145 StructureJofJrbppJyWdomainJboundJtoJtheJregulatoryJproteinJrbpmJexplainsJitsJspecificityJandJ
suggestsJevolutionaryJlinkJbetweenJrbpmJandJtranscriptionalJregulatorsXJPLoSmONEVJ2014VJhVJe][[cc] 3.7 6

144 UronicJpolysaccharideJdegradingJenzymesXJCurrentmOpinionminmStructuralmBiologyVJ2014VJagVJgfWhd 8.1 35

143 pJcaseJstudyJonJtheJtreatmentJofJproteinJSxRpSJdataXJActamCrystallographicamSectionmD:mBiologicalm
CrystallographyVJ2014VJf[VJaegeWh] 2

142 −lewJdefinesJaJnewJfamilyJofJbacterialJeffectorJkinasesXJStructureVJ2014VJaaVJad[Wh 5.2 20

(2014-2017)
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141 StructureJofJtheJ−WterminalJdomainJofJtheJeffectorJproteinJ•egrbJfromJ•egionellaJpneumophilaXJ
ActamCrystallographicamSectionmD:mBiologicalmCrystallographyVJ2014VJf[VJcbeWc] 9

140
SulfonationJofJglycopeptideJantibioticsJbyJsulfotransferaseJSta•JdependsJonJconformationalJ
flexibilityJofJaglyconeJscaffoldXJProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesm
ofmAmericaVJ2012VJ][hVJ]]gacWh

11.5 11

139
rloningVJqaeyerWVilligerJbiooxidationsVJandJstructuresJofJtheJcamphorJpathwayJ
aWoxoW˛�RbSWcVdVdWtrimethylcyclopentenylacetylWcoenzymeJpJmonooxygenaseJofJβseudomonasJ
putidaJpTrrJ]fcdbXJAppliedmandmEnvironmentalmMicrobiologyVJ2012VJfgVJaa[[W]a

4.8 48

138 StructuralJcharacterizationJofJcloselyJrelatedJΔWantigenJlipopolysaccharideJR•βSSJchainJlengthJ
regulatorsXJJournalmofmBiologicalmChemistryVJ2012VJagfVJ]deheWf[d 5.4 21

137
βroteinWproteinJinteractionsJinJtheJ˛†WoxidationJpartJofJtheJphenylacetateJutilizationJpathwayiJ
crystalJstructureJofJtheJβaauWβaavJhydrataseWisomeraseJcomplexXJJournalmofmBiologicalmChemistryVJ
2012VJagfVJbfhgeWhe

5.4 9

136 rharacterizationJofJinteractionsJbetweenJ•βSJtransportJproteinsJofJtheJ•ptJsystemXJBiochemicalmandm
BiophysicalmResearchmCommunicationsVJ2011VJc[cVJ][hbWg 3.4 35

135 veneticJselectionJdesignedJtoJstabilizeJproteinsJuncoversJaJchaperoneJcalledJSpyXJNaturemStructuralm
andmMolecularmBiologyVJ2011VJ]gVJaeaWh 17.6 115

134 StructureJofJhydrogenaseJmaturationJproteinJwypuJwithJreactionJintermediatesJshowsJtwoJactiveJ
sitesXJStructureVJ2011VJ]hVJ]ffbWgb 5.2 38

133 SynthesisVJstructuralVJandJbiologicalJstudiesJonJaJpseudodisaccharideJcontainingJaJbicyclicVJbridgedJ
carbaWsugarXJTetrahedron:mAsymmetryVJ2011VJaaVJ]c[cW]c][

132 psparagineJc[dJofJheparinJlyaseJxxJpreventsJtheJcleavageJofJglycosidicJlinkagesJproximateJtoJaJ
bWΔWsulfoglucosamineJresidueXJFEBSmLettersVJ2011VJdgdVJace]We 3.8 16

131 StructuralJandJenzymaticJcharacterizationJofJ−anSJRYjhSSVJaJhWΔWpcetylJ−WacetylneuraminicJacidJ
esteraseJfromJtscherichiaJcoliJΔ]dfiwfXJProteinmScienceVJ2011VJa[VJ]a[gW]h 6.3 27

130 StructuralJandJfunctionalJstudiesJofJtheJtscherichiaJcoliJphenylacetylWropJmonooxygenaseJ
complexXJJournalmofmBiologicalmChemistryVJ2011VJageVJ][fbdWcb 5.4 35

129 StructureWguidedJinvestigationJofJlipopolysaccharideJΔWantigenJchainJlengthJregulatorsJrevealsJ
regionsJcriticalJforJmodalJlengthJcontrolXJJournalmofmBacteriologyVJ2011VJ]hbVJbf][Wa] 3.5 24

128
StructuralJandJmechanisticJinsightJintoJcovalentJsubstrateJbindingJbyJtscherichiaJcoliJ
dihydroxyacetoneJkinaseXJProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofm
AmericaVJ2011VJ][gVJ]b[aWf

11.5 32

127 ratalyticJmechanismJofJheparinaseJxxJinvestigatedJbyJsiteWdirectedJmutagenesisJandJtheJcrystalJ
structureJwithJitsJsubstrateXJJournalmofmBiologicalmChemistryVJ2010VJagdVJa[[d]We] 5.4 39

126 StructuralJbasisJforJueWSJclusterJassemblyJandJtR−pJthiolationJmediatedJbyJxscSJproteinWproteinJ
interactionsXJPLoSmBiologyVJ2010VJgVJe][[[bdc 9.7 194

125 StructuralJandJmechanisticJclassificationJofJuronicJacidWcontainingJpolysaccharideJlyasesXJ
GlycobiologyVJ2010VJa[VJ]dcfWfb 5.8 165

124 StructuralJbasisJofJtheJregulationJofJtheJrbppJcoWchaperoneJbyJitsJspecificJmodulatorJrbpMXJJournalm
ofmMolecularmBiologyVJ2010VJbhgVJ]]]Wa] 6.5 10
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123 StructuralJsnapshotsJofJheparinJdepolymerizationJbyJheparinJlyaseJxXJJournalmofmBiologicalmChemistryVJ
2009VJagcVJbc[]hWaf 5.4 44

122 StructuralJandJfunctionalJanalysisJofJrampylobacterJjejuniJβseviJaJudpWsugarJhydrolaseJfromJtheJ
pseudaminicJacidJbiosyntheticJpathwayXJJournalmofmBiologicalmChemistryVJ2009VJagcVJa[hghW][[[ 5.4 15

121 StructureWfunctionJanalysisJofJtscherichiaJcoliJMnmvJRvidpSVJaJhighlyJconservedJtR−pWmodifyingJ
enzymeXJJournalmofmBacteriologyVJ2009VJ]h]VJfe]cWh 3.5 37

120 StructureJofJtheJnoncatalyticJdomainsJandJglobalJfoldJofJtheJproteinJdisulfideJisomeraseJtRpfaXJ
StructureVJ2009VJ]fVJed]Wh 5.2 41

119 SequenceWstructureJrelationshipsJinJpolysaccharideJcoWpolymeraseJRβrβSJproteinsXJTrendsminm
BiochemicalmSciencesVJ2009VJbcVJfgWgc 10.3 68

118 TrappingJopenJandJclosedJformsJofJuittiJaJgroupJxxxJperiplasmicJbindingJproteinXJProteins:mStructurezm
FunctionmandmBioinformaticsVJ2009VJfdVJdhgWe[h 4.2 26

117 StructureJandJfunctionJofJtheJglycopeptideJ−WmethyltransferaseJMtfpVJaJtoolJforJtheJbiosynthesisJ
ofJmodifiedJglycopeptideJantibioticsXJChemistrymandmBiologyVJ2009VJ]eVJc[]W][ 33

116 •iquidJchromatographyWmassJspectrometryJtoJstudyJchondroitinJlyaseJactionJpatternXJAnalyticalm
BiochemistryVJ2009VJbgdVJdfWec 3.1 16

115 βreparationJandJcharacterizationJofJbacterialJproteinJcomplexesJforJstructuralJanalysisXJAdvancesminm
ProteinmChemistrymandmStructuralmBiologyVJ2009VJfeVJ]Wca 5.3 4

114 qacterialJpolysaccharideJcoWpolymerasesJshareJaJcommonJframeworkJforJcontrolJofJpolymerJlengthXJ
NaturemStructuralmandmMolecularmBiologyVJ2008VJ]dVJ]b[Wg 17.6 89

113 MolecularJdynamicsWsolvatedJinteractionJenergyJstudiesJofJproteinWproteinJinteractionsiJtheJ
Mβ]Wp]cJscaffoldingJcomplexXJJournalmofmMolecularmBiologyVJ2008VJbfhVJfgfWg[a 6.5 115

112
xmprovementJofJtheJthermostabilityJandJactivityJofJaJpectateJlyaseJbyJsingleJaminoJacidJ
substitutionsVJusingJaJstrategyJbasedJonJmeltingWtemperatureWguidedJsequenceJalignmentXJAppliedm
andmEnvironmentalmMicrobiologyVJ2008VJfcVJ]]gbWh

4.8 53

111
StructureJofJ•WxyluloseWdWβhosphateJbWepimeraseJRUlatSJfromJtheJanaerobicJ•WascorbateJutilizationJ
pathwayJofJtscherichiaJcoliiJidentificationJofJaJnovelJphosphateJbindingJmotifJwithinJaJTxMJbarrelJ
foldXJJournalmofmBacteriologyVJ2008VJ]h[VJg]bfWcc

3.5 13

110 StructureJofJ[−iue]JhydrogenaseJmaturationJproteinJwyptJfromJtscherichiaJcoliJandJitsJinteractionJ
withJwypuXJJournalmofmBacteriologyVJ2008VJ]h[VJ]ccfWdg 3.5 40

109 TheJrontributionJofJStructuralJβroteomicsJtoJUnderstandingJtheJuunctionJofJwypotheticalJβroteinsJ
2008VJ]bdW]d]

108 QuantitativeJcontinuousJassayJforJhyaluronanJsynthaseXJAnalyticalmBiochemistryVJ2007VJbe]VJa]gWad 3.1 12

107
−MRJstructureJofJYcg•VJaJconservedJproteinJfromJtscherichiaJcoliJrepresentingJtheJsUuf[hJfamilyVJ
withJaJnovelJalphaYbetaYalphaJsandwichJfoldXJProteins:mStructurezmFunctionmandmBioinformaticsVJ2007VJ
eeVJ][[cWf

4.2 2

106 StructuralJcontextJforJproteinJ−WglycosylationJinJbacteriaiJTheJstructureJofJβtqbVJanJadhesinJfromJ
rampylobacterJjejuniXJProteinmScienceVJ2007VJ]eVJhh[Wd 6.3 31

(2007-2009)
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105 xnsightsJintoJtheJbiologyJofJtscherichiaJcoliJthroughJstructuralJproteomicsXJJournalmofmStructuralmandm
FunctionalmGenomicsVJ2007VJgVJcdWdd 4

104 rrystalJstructureJofJSta•VJaJglycopeptideJantibioticJsulfotransferaseJfromJStreptomycesJ
toyocaensisXJJournalmofmBiologicalmChemistryVJ2007VJagaVJ]b[fbWge 5.4 16

103 rrystalJstructureJofJtheJbbQJdomainsJofJtheJproteinJdisulfideJisomeraseJtRpdfXJStructureVJ2006VJ]cVJ]bb]Wh5.2 113

102 pnJatypicalJapproachJidentifiesJTYRabcJasJtheJkeyJbaseJcatalystJinJchondroitinJprJlyaseXJ
ChemBioChemVJ2006VJfVJeb]Wf 3.8 11

101 StructuralJsnapshotsJofJtscherichiaJcoliJhistidinolJphosphateJphosphataseJalongJtheJreactionJ
pathwayXJJournalmofmBiologicalmChemistryVJ2006VJag]VJbfhb[Wc] 5.4 35

100
StructuralJandJfunctionalJcharacterizationJofJβserVJanJaminotransferaseJinvolvedJinJtheJ
biosynthesisJofJpseudaminicJacidVJanJessentialJflagellarJmodificationJinJwelicobacterJpyloriXJJournalm
ofmBiologicalmChemistryVJ2006VJag]VJgh[fW]e

5.4 78

99 rrystalJstructureJofJheparinaseJxxJfromJβedobacterJheparinusJandJitsJcomplexJwithJaJdisaccharideJ
productXJJournalmofmBiologicalmChemistryVJ2006VJag]VJ]ddadWbd 5.4 73

98 rSJlyasesiJstructureVJactivityVJandJapplicationsJinJanalysisJandJtheJtreatmentJofJdiseasesXJAdvancesminm
PharmacologyVJ2006VJdbVJ]gfWa]d 5.7 43

97 TheJarchitectureJofJtheJmultisubunitJTRpββJxJcomplexJsuggestsJaJmodelJforJvesicleJtetheringXJCellVJ
2006VJ]afVJg]fWb[ 56.2 149

96 somainJorganizationJandJcrystalJstructureJofJtheJcatalyticJdomainJofJtXcoliJRluuVJaJpseudouridineJ
synthaseJthatJactsJonJabSJrR−pXJJournalmofmMolecularmBiologyVJ2006VJbdhVJhhgW][[h 6.5 11

95 TheJstructureJofJtheJexopolyphosphataseJRββXSJfromJtscherichiaJcoliJΔ]dfiwfJsuggestsJaJbindingJ
modeJforJlongJpolyphosphateJchainsXJJournalmofmMolecularmBiologyVJ2006VJbdhVJ]achWe[ 6.5 42

94 sesignJofJaJdataJmodelJforJdevelopingJlaboratoryJinformationJmanagementJandJanalysisJsystemsJ
forJproteinJproductionXJProteins:mStructurezmFunctionmandmBioinformaticsVJ2005VJdgVJafgWgc 4.2 21

93 qiochemicalJandJcrystallographicJstudiesJrevealJaJspecificJinteractionJbetweenJTRpββJsubunitsJ
TrsbbpJandJqetbpXJTrafficVJ2005VJeVJ]]gbWhd 5.7 22

92 rrystalJstructureJofJureidoglycolateJhydrolaseJRpllpSJfromJtscherichiaJcoliJΔ]dfiwfXJProteins:m
StructurezmFunctionmandmBioinformaticsVJ2005VJe]VJcdcWh 4.2 9

91
rrystalJstructureJofJ−WsuccinylarginineJdihydrolaseJpstqVJboundJtoJsubstrateJandJproductVJanJ
enzymeJfromJtheJarginineJcatabolicJpathwayJofJtscherichiaJcoliXJJournalmofmBiologicalmChemistryVJ
2005VJag[VJ]dg[[Wg

5.4 22

90 SiteWdirectedJmutagenesisJofJtheJactiveJsiteJregionJinJtheJquinateYshikimateJdWdehydrogenaseJYdiqJ
ofJtscherichiaJcoliXJJournalmofmBiologicalmChemistryVJ2005VJag[VJf]eaWh 5.4 20

89 xdentificationJofJanJtscherichiaJcoliJΔ]dfiwfJhemeJoxygenaseJwithJtandemJfunctionalJrepeatsXJ
ProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaVJ2005VJ][aVJ]ehddWe[ 11.5 77

88
TheJcrystalJstructureJofJrRtvVJaJsecretedJglycoproteinJinvolvedJinJcellularJgrowthJandJ
differentiationXJProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaVJ
2005VJ][aVJ]gbaeWb]

11.5 40
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87 rrystallographicJtrappingJofJtheJglutamylWropJthioesterJintermediateJofJfamilyJxJropJtransferasesXJ
JournalmofmBiologicalmChemistryVJ2005VJag[VJcah]hWag 5.4 26

86 rrystalJstructureJofJaJdodecamericJuM−WdependentJUbiXWlikeJdecarboxylaseJRβad]SJfromJ
tscherichiaJcoliJΔ]dfiJwfXJProteinmScienceVJ2004VJ]bVJb[[eW]e 6.3 42

85 StructuralJsimilarityJofJYbesJproteinJfromJtscherichiaJcoliJtoJallostericJregulatoryJdomainsXJJournalm
ofmBacteriologyVJ2004VJ]geVJg[gbWg 3.5 10

84 TheJstructureJofJtheJMpβzJscaffoldVJMβ]VJboundJtoJitsJpartnerVJp]cXJpJcomplexJwithJaJcriticalJroleJinJ
endosomalJmapJkinaseJsignalingXJJournalmofmBiologicalmChemistryVJ2004VJafhVJabcaaWb[ 5.4 59

83 rrystalJstructuresJofJtscherichiaJcoliJpTβWdependentJglucokinaseJandJitsJcomplexJwithJglucoseXJ
JournalmofmBacteriologyVJ2004VJ]geVJeh]dWaf 3.5 67

82 TheJstructureJofJchondroitinJqJlyaseJcomplexedJwithJglycosaminoglycanJoligosaccharidesJunravelsJ
aJcalciumWdependentJcatalyticJmachineryXJJournalmofmBiologicalmChemistryVJ2004VJafhVJbaggaWhe 5.4 76

81 ]wVJ]brJandJ]d−JresonanceJassignmentsJofJhumanJdV][WmethenyltetrahydrofolateJsynthetaseXJ
JournalmofmBiomolecularmNMRVJ2004VJahVJdcfWg 3

80 TheJstructuralJgenomicsJexperimentalJpipelineiJinsightsJfromJglobalJtargetJlistsXJProteins:mStructurezm
FunctionmandmBioinformaticsVJ2004VJdeVJa[]W][ 4.2 27

79 rrystallizationJandJpreliminaryJXWrayJanalysisJofJheparinaseJxxJfromJβedobacterJheparinusXJActam
CrystallographicamSectionmD:mBiologicalmCrystallographyVJ2004VJe[VJ]eccWe 7

78 xnsightsJintoJfunctionJofJβSxJdomainsJfromJstructureJofJtheJMetJreceptorJβSxJdomainXJBiochemicalm
andmBiophysicalmResearchmCommunicationsVJ2004VJba]VJabcWc[ 3.4 33

77
rrystalJstructureJofJtheJRlusJpseudouridineJsynthaseJcatalyticJmoduleVJanJenzymeJthatJmodifiesJ
abSJrR−pJandJisJessentialJforJnormalJcellJgrowthJofJtscherichiaJcoliXJJournalmofmMolecularmBiologyVJ
2004VJbbdVJgfW][]

6.5 36

76
wighWresolutionJcrystalJstructureJofJprthrobacterJaurescensJchondroitinJprJlyaseiJanJ
enzymeWsubstrateJcomplexJdefinesJtheJcatalyticJmechanismXJJournalmofmMolecularmBiologyVJ2004VJ
bbfVJbefWge

6.5 87

75 tssentialJrolesJofJzincJligationJandJenzymeJdimerizationJforJcatalysisJinJtheJaminoacylaseW]YMa[J
familyXJJournalmofmBiologicalmChemistryVJ2003VJafgVJcccheWd[c 5.4 66

74 TheJsolutionJstructureJofJYbcyJfromJtscherichiaJcoliJrevealsJaJrecentlyJdiscoveredJalpha•JmotifJ
involvedJinJR−pJbindingXJJournalmofmBacteriologyVJ2003VJ]gdVJca[cW][ 3.5 10

73 roverageJofJproteinJsequenceJspaceJbyJcurrentJstructuralJgenomicsJtargetsXJJournalmofmStructuralm
andmFunctionalmGenomicsVJ2003VJcVJcfWdd 11

72 •ectinJcontrolJofJproteinJfoldingJandJsortingJinJtheJsecretoryJpathwayXJTrendsminmBiochemicalm
SciencesVJ2003VJagVJchWdf 10.3 155

71 TheJfinalJplayerJinJtheJcoenzymeJpJbiosyntheticJpathwayXJStructureVJ2003VJ]]VJghhWh[[ 5.2 2

70
MoleculesJofJtscherichiaJcoliJMobqJassembleJintoJdenselyJpackedJhollowJcylindersJinJaJcrystalJ
latticeJwithJfdOJsolventJcontentXJActamCrystallographicamSectionmD:mBiologicalmCrystallographyVJ2003VJ
dhVJabcgWda

(2003-2005)
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69 rrystalJstructureJofJaJtrimericJformJofJdephosphocoenzymeJpJkinaseJfromJtscherichiaJcoliXJProteinm
ScienceVJ2003VJ]aVJbafWbe 6.3 26

68 rrystalJstructureJofJβroteusJvulgarisJchondroitinJsulfateJpqrJlyaseJxJatJ]XhpJresolutionXJJournalmofm
MolecularmBiologyVJ2003VJbagVJeabWbc 6.5 86

67 rrystalJstructureJofJtscherichiaJcoliJβdxpVJanJenzymeJinvolvedJinJtheJpyridoxalJphosphateJ
biosynthesisJpathwayXJJournalmofmBiologicalmChemistryVJ2003VJafgVJcbegaWh[ 5.4 31

66 StructuresJofJshikimateJdehydrogenaseJprotJandJitsJβaralogJYdiqXJpJcommonJstructuralJframeworkJ
forJdifferentJactivitiesXJJournalmofmBiologicalmChemistryVJ2003VJafgVJ]hcebWfa 5.4 81

65 rontributionJofJstructuralJgenomicsJtoJunderstandingJtheJbiologyJofJtscherichiaJcoliXJJournalmofm
BacteriologyVJ2003VJ]gdVJbhhcWc[[a 3.5 16
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