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j Paper IF Citations

172 srugKdiscoveryKinKleishmaniasisKusingKproteinKlipidationKasKaKtargetYYKBiophysicaldReviewsWK2021WK]bWK]]bhX]]ce3.7 0

171 tpR{YKu{äWtRxNvbKsubXnuclearKlocalizationKrespondsKtoKchangesKinKambientKtemperatureYKPlantd
PhysiologyWK2021WK]gfWKabdaXabdd 6.6 3

170
SingleXmoleculeKopticalKmicroscopyKofKproteinKdynamicsKandKcomputationalKanalysisKofKimagesKtoK
determineKcellKstructureKdevelopmentKinKdifferentiatingYKComputationaldanddStructurald
BiotechnologydJournalWK2020WK]gWK]cfcX]cge

6.8 3

169 NovelKThienopyrimidineKxnhibitorsKofKX}yristoyltransferaseKwithKänXTargetKpctivityKinKxntracellularK
pmastigotesYKJournaldofdMedicinaldChemistryWK2020WKebWKffc[Xffed 8.3 5

168 {eishmaniaKdifferentiationKrequiresKubiquitinKconjugationKmediatedKbyKaKUqraXUtV]KtaKcomplexYK
PLoSdPathogensWK2020WK]eWKe][[gfgc 7.6 6

167 rrystalKstructuresKofKtheKvw]gKdomainKofKtheKbifunctionalKperoxiredoxinXchitinaseKrottKfromK
rlostridiumKdifficileYKActadCrystallographicadSectiondFsdStructuraldBiologydCommunicationsWK2020WKfeWKac]Xach1.1 1

166 TheKmolecularKbasisKofKthioalcoholKproductionKinKhumanKbodyKodourYKScientificdReportsWK2020WK][WK]ad[[ 4.9 5

165 xmpactKofKrodYKproteinKonKmetabolismWKsporulationKandKvirulenceKinKrlostridioidesKdifficileKribotypeK
[afYKPLoSdONEWK2019WK]cWKe[a[eghe 3.7 13

164 rrystalKstructureKofKtheKputativeKpeptideXbindingKproteinKppppKfromKrlostridiumKdifficileYKActad
CrystallographicadSectiondFsdStructuraldBiologydCommunicationsWK2019WKfdWKaceXadb 1.1 6

163 pKrapidKintroductionKtoKneurologicalKbiochemistryKusingKsrosophilaKmelanogasterYKInvertebrated
NeuroscienceWK2018WK]gWK]d 1.2

162 SiteXselectiveKrXrKmodificationKofKproteinsKatKneutralKpwKusingKorganocatalystXmediatedKcrossKaldolK
ligationsYKChemicaldScienceWK2018WKhWKddgdXddhb 9.4 24

161 uragmentXderivedKinhibitorsKofKhumanKNXmyristoyltransferaseKblockKcapsidKassemblyKandK
replicationKofKtheKcommonKcoldKvirusYKNaturedChemistryWK2018WK][WKdhhXe[e 17.6 53

160 }ucosalKpntibodiesKtoKtheKrKTerminusKofKToxinKpKγreventKrolonizationKofKrlostridiumKdifficileYK
InfectiondanddImmunityWK2017WKgdWK 3.7 17

159 StructureKofKtheKqranchedXchainKpminoKpcidKandKvTγXsensingKvlobalKRegulatorWKrodYWKfromYKJournald
ofdBiologicaldChemistryWK2017WKahaWKaf]cXafag 5.4 21

158 StructureXguidedKoptimizationKofKquinolineKinhibitorsKofKXmyristoyltransferaseYKMedChemCommWK
2017WKgWK]h]X]hf 5 8

157 TheKRhodococcusKequiKvirulenceKproteinKVappKdisruptsKendolysosomeKfunctionKandKstimulatesK
lysosomeKbiogenesisYKMicrobiologyOpenWK2017WKeWKe[[c]e 3.4 9

156 TheKSporeKroatKγroteinKrottKuacilitatesKwostKrolonizationKbyKrlostridiumKdifficileYKJournaldofd
InfectiousdDiseasesWK2017WKa]eWK]cdaX]cdh 7 20
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155 rontrolKofKxnitiationKofKsNpKReplicationKinKqacillusKsubtilisKandKtscherichiaKcoliYKGenesWK2017WKgWK 4.2 31

154 pKwidespreadKfamilyKofKserineZthreonineKproteinKphosphatasesKsharesKaKcommonKregulatoryKswitchK
withKproteasomalKproteasesYKELifeWK2017WKeWK 8.9 12

153 NX}yristoyltransferaseKasKaKTargetKforKsrugKsiscoveryKinK}alariaK2016WKafdXahc 1

152 TetramerizationKandKinterdomainKflexibilityKofKtheKreplicationKinitiationKcontrollerKYabpKenablesK
simultaneousKbindingKtoKmultipleKpartnersYKNucleicdAcidsdResearchWK2016WKccWKcchXeb 20.1 18

151 }orphogenicKγroteinKRodZKxnteractsKwithKSporulationKSpecificKSpoxxtKinKqacillusKsubtilisYKPLoSdONEWK
2016WK]]WKe[]dh[fe 3.7 8

150 siscoveryKofKpyridylXbasedKinhibitorsKofKXmyristoyltransferaseYKMedChemCommWK2015WKeWK]fefX]ffa 5 10

149 siscoveryKofKhighKaffinityKinhibitorsKofKXmyristoyltransferaseYKMedChemCommWK2015WKeWK]fe]X]fee 5 18

148 TheKsubstrateXbindingKproteinKinKbacterialKpqrKtransportersiKdissectingKrolesKinKtheKevolutionKofK
substrateKspecificityYKBiochemicaldSocietydTransactionsWK2015WKcbWK][]]Xf 5.1 67

147
StructureKmediationKinKsubstrateKbindingKandKpostXtranslationalKprocessingKofKpenicillinKacylasesiK
xnformationKfromKmutantKstructuresKofKzluyveraKcitrophilaKpenicillinKvKacylaseYKProteindScienceWK2015
WKacWK]ee[Xf[

6.3 6

146 StructuralKcharacterisationKofKtheKvirulenceXassociatedKproteinKVapvKfromKtheKhorseKpathogenK
RhodococcusKequiYKVeterinarydMicrobiologyWK2015WK]fhWKcaXda 3.3 10

145
sesignKandKsynthesisKofKhighKaffinityKinhibitorsKofKγlasmodiumKfalciparumKandKγlasmodiumKvivaxK
NXmyristoyltransferasesKdirectedKbyKligandKefficiencyKdependentKlipophilicityKS{t{γTYKJournaldofd
MedicinaldChemistryWK2014WKdfWKaffbXgg

8.3 52

144 ValidationKofKNXmyristoyltransferaseKasKanKantimalarialKdrugKtargetKusingKanKintegratedKchemicalK
biologyKapproachYKNaturedChemistryWK2014WKeWK]]aXa] 17.6 151

143 siverseKmodesKofKbindingKinKstructuresKofK{eishmaniaKmajorKNXmyristoyltransferaseKwithKselectiveK
inhibitorsYKIUCrJWK2014WK]WKad[Xe[ 4.7 27

142 StructureXbasedKdesignKofKpotentKandKselectiveK{eishmaniaKNXmyristoyltransferaseKinhibitorsYK
JournaldofdMedicinaldChemistryWK2014WKdfWKgeecXf[ 8.3 44

141 γeptidomimeticKinhibitorsKofKNXmyristoyltransferaseKfromKhumanKmalariaKandKleishmaniasisK
parasitesYKOrganicdanddBiomoleculardChemistryWK2014WK]aWKg]baXf 3.9 23

140 StructureKandKinteractionsKofKtheKqacillusKsubtilisKsporulationKinhibitorKofKsNpKreplicationWKSirpWKwithK
domainKxKofKsnapYKMoleculardMicrobiologyWK2014WKhbWKhfdXh] 4.1 25

139 vlobalKprofilingKofKcoXKandKpostXtranslationallyKNXmyristoylatedKproteomesKinKhumanKcellsYKNatured
CommunicationsWK2014WKdWKch]h 17.4 148

138 StructureKofKtheKvirulenceXassociatedKproteinKVapsKfromKtheKintracellularKpathogenKRhodococcusK
equiYKActadCrystallographicadSectiondD:dBiologicaldCrystallographyWK2014WKf[WKa]bhXd] 11

(2014-2017)
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137 siscoveryKofKnovelKandKligandXefficientKinhibitorsKofKγlasmodiumKfalciparumKandKγlasmodiumKvivaxK
NXmyristoyltransferaseYKJournaldofdMedicinaldChemistryWK2013WKdeWKbf]Xd 8.3 46

136
rrystalKandKsolutionKstudiesKrevealKthatKtheKtranscriptionalKregulatorKpcnRKofKrorynebacteriumK
glutamicumKisKregulatedKbyKcitrateX}gaVKbindingKtoKaKnonXcanonicalKpocketYKJournaldofdBiologicald
ChemistryWK2013WKaggWK]dg[[X]a

5.4 8

135
rloningWKoverexpressionWKcrystallizationKandKpreliminaryKXXrayKcrystallographicKanalysisKofKaK
slowXprocessingKmutantKofKpenicillinKvKacylaseKfromKzluyveraKcitrophilaYKActadCrystallographicad
SectiondF:dStructuraldBiologydCommunicationsWK2013WKehWKhadXh

5

134 vlobalKnetworkKreorganizationKduringKdynamicKadaptationsKofKqacillusKsubtilisKmetabolismYKScienceWK
2012WKbbdWK][hhX][b 33.3 215

133 siscoveryKofKγlasmodiumKvivaxKNXmyristoyltransferaseKinhibitorsiKscreeningWKsynthesisWKandK
structuralKcharacterizationKofKtheirKbindingKmodeYKJournaldofdMedicinaldChemistryWK2012WKddWKbdfgXga 8.3 54

132 StructureKofKtheKphosphataseKdomainKofKtheKcellKfateKdeterminantKSpoxxtKfromKqacillusKsubtilisYK
JournaldofdMoleculardBiologyWK2012WKc]dWKbcbXdg 6.5 23

131 ronditionXdependentKtranscriptomeKrevealsKhighXlevelKregulatoryKarchitectureKinKqacillusKsubtilisYK
ScienceWK2012WKbbdWK]][bXe 33.3 602

130 sesignKandKsynthesisKofKinhibitorsKofKγlasmodiumKfalciparumKNXmyristoyltransferaseWKaKpromisingK
targetKforKantimalarialKdrugKdiscoveryYKJournaldofdMedicinaldChemistryWK2012WKddWKggfhXh[ 8.3 45

129 wighXresolutionKtemporalKanalysisKofKglobalKpromoterKactivityKinKqacillusKsubtilisYKMethodsdind
MicrobiologyWK2012WKbhWK]Xae 2.8 1

128 pKfluorescenceXbasedKassayKforKNXmyristoyltransferaseKactivityYKAnalyticaldBiochemistryWK2012WKca]WKbcaXc3.1 51

127 SelectiveKinhibitorsKofKprotozoanKproteinKNXmyristoyltransferasesKasKstartingKpointsKforKtropicalK
diseaseKmedicinalKchemistryKprogramsYKPLoSdNeglecteddTropicaldDiseasesWK2012WKeWKe]ead 4.8 58

126 }papKisKaKmureinXtripeptideXspecificKzincKcarboxypeptidaseKthatKfunctionsKasKpartKofKaKcatabolicK
pathwayKforKpeptidoglycanXderivedKpeptidesKinK˛‡XproteobacteriaYKBiochemicaldJournalWK2012WKccgWKbahXc] 3.8 8

125 StructureKofKcomponentsKofKanKintercellularKchannelKcomplexKinKsporulatingKqacillusKsubtilisYK
ProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaWK2012WK][hWKdcc]Xd 11.5 45

124 pnKoscillatingK}inKsystemKinKqacillusKsubtilisKinfluencesKasymmetricalKseptationKduringKsporulationYK
MicrobiologydnUniteddKingdomoWK2012WK]dgWK]hfaX]hg] 2.9 16

123 StructureKandKorganisationKofKSinRWKtheKmasterKregulatorKofKbiofilmKformationKinKqacillusKsubtilisYK
JournaldofdMoleculardBiologyWK2011WKc]]WKdhfXe]b 6.5 29

122 rhangesKofKlipidKdomainsKinKqacillusKsubtilisKcellsKwithKdisruptedKcellKwallKpeptidoglycanYKFEMSd
MicrobiologydLettersWK2011WKbadWKhaXg 2.9 27

121 TheKSelectedKγapersKofKSirKplanKuershtiKsevelopmentKofKγroteinKtngineeringYKProteindEngineeringsd
DesigndanddSelectionWK2011WKacWKaadXaaf 1.9

120 TheKstructureKandKinteractionsKofKSpoxxSpKandKSpoxxSqWKaKtoxinXantitoxinKsystemKinKqacillusKsubtilisYK
JournaldofdBiologicaldChemistryWK2011WKageWKeg[gX]h 5.4 12
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119 rompensatingKstereochemicalKchangesKallowKmureinKtripeptideKtoKbeKaccommodatedKinKaK
conventionalKpeptideXbindingKproteinYKJournaldofdBiologicaldChemistryWK2011WKageWKb]d]aXa] 5.4 23

118 NXmyristoyltransferaseKinhibitorsKasKnewKleadsKtoKtreatKsleepingKsicknessYKNatureWK2010WKcecWKfagXba 50.4 213

117 txpressionKofKsolubleWKactiveKfragmentsKofKtheKmorphogeneticKproteinKSpoxxtKfromKqacillusKsubtilisK
usingKaKlibraryXbasedKconstructKscreenYKProteindEngineeringsdDesigndanddSelectionWK2010WKabWKg]fXad 1.9 10

116 pqaSysqioxxiKanKintegrativeKplasmidKgeneratingKgfpKtranscriptionalKfusionsKforKhighXthroughputK
analysisKofKgeneKexpressionKinKqacillusKsubtilisYKMicrobiologydnUniteddKingdomoWK2010WK]deWK]e[[X]e[g 2.9 52

115 NXmyristoyltransferaseKfromK{eishmaniaKdonovaniiKstructuralKandKfunctionalKcharacterisationKofKaK
potentialKdrugKtargetKforKvisceralKleishmaniasisYKJournaldofdMoleculardBiologyWK2010WKbheWKhgdXhh 6.5 73

114 txpressionKandKlocalizationKofKSpoxxSpKtoxinKduringKtheKlifeKcycleKofKqacillusKsubtilisYKResearchdind
MicrobiologyWK2010WK]e]WKfd[Xe 4 5

113 SmallKsubunitsKofKRNpKpolymeraseiKlocalizationWKlevelsKandKimplicationsKforKcoreKenzymeK
compositionYKMicrobiologydnUniteddKingdomoWK2010WK]deWKbdbaXbdcb 2.9 31

112
StructuralKbasisKforKtheKefficientKphosphorylationKofKpZTX}γKSbRXazidoXbRXdeoxythymidineK
monophosphateTKandKdv}γKbyKγlasmodiumKfalciparumKtypeKxKthymidylateKkinaseYKBiochemicald
JournalWK2010WKcagWKchhXd[h

3.8 30

111 TheKrorynebacteriumKglutamicumKaconitaseKrepressoriKscratchingKaroundKforKcrystalsYKActad
CrystallographicadSectiondF:dStructuraldBiologydCommunicationsWK2010WKeeWK][fcXf 3

110 StructureKofKtheKcatalyticKdomainKofKtheKhumanKmitochondrialK{onKproteaseiKproposedKrelationKofK
oligomerKformationKandKactivityYKProteindScienceWK2010WK]hWKhgfXhh 6.3 37

109 veneticKandKbiochemicalKanalysisKofKtheKinteractionKofKqacillusKsubtilisKrodYKwithKbranchedXchainK
aminoKacidsYKJournaldofdBacteriologyWK2009WK]h]WKegedXfe 3.5 36

108 TheKcrystalKstructuresKofKmacrophageKmigrationKinhibitoryKfactorKfromKγlasmodiumKfalciparumKandK
γlasmodiumKbergheiYKProteindScienceWK2009WK]gWKadfgXh] 6.3 29

107 TheKstructureKofKRphWKanKexoribonucleaseKfromKqacillusKanthracisWKatK]YfKpKresolutionYKActad
CrystallographicadSectiondF:dStructuraldBiologydCommunicationsWK2009WKedWKaXf

106 StructureKandKnonXessentialKfunctionKofKglycerolKkinaseKinKγlasmodiumKfalciparumKbloodKstagesYK
MoleculardMicrobiologyWK2009WKf]WKdbbXcd 4.1 24

105 StructuralKrearrangementKaccompanyingKligandKbindingKinKtheKvpuKdomainKofKrodYKfromKqacillusK
subtilisYKJournaldofdMoleculardBiologyWK2009WKbh[WK][[fX]g 6.5 32

104 TheKcrystalKstructuresKofKhumanKS][[p]aKinKapoKformKandKinKcomplexKwithKzinciKnewKinsightsKintoK
S][[p]aKoligomerisationYKJournaldofdMoleculardBiologyWK2009WKbh]WKdbeXd] 6.5 82

103 {ipidKspiralsKinKqacillusKsubtilisKandKtheirKroleKinKcellKdivisionYKMoleculardMicrobiologyWK2008WKegWK]b]dXaf 4.1 100

102 wigherXthroughputKapproachesKtoKcrystallizationKandKcrystalKstructureKdeterminationYKBiochemicald
SocietydTransactionsWK2008WKbeWKff]Xd 5.1 51

(2008-2011)
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101
uunctionalKroleKforKaKconservedKaspartateKinKtheKSpo[tKsignatureKmotifKinvolvedKinKtheK
dephosphorylationKofKtheKqacillusKsubtilisKsporulationKregulatorKSpo[pYKJournaldofdBiologicald
ChemistryWK2008WKagbWKaheaXfa

5.4 25

100 sivisionKsiteKrecognitionKinKtscherichiaKcoliKandKqacillusKsubtilisYKFEMSdMicrobiologydReviewsWK2007WK
b]WKb]]Xae 15.1 49

99
pKbacterialKvirulenceKfactorKwithKaKdualKroleKasKanKadhesinKandKaKsoluteXbindingKproteiniKtheKcrystalK
structureKatK]YdKpKresolutionKofKtheKγtq]aKproteinKfromKtheKfoodXborneKhumanKpathogenK
rampylobacterKjejuniYKJournaldofdMoleculardBiologyWK2007WKbfaWK]e[Xf]

6.5 28

98 vankyriniKaKnewKoncoproteinKandKregulatorKofKpRbKandKpdbYKTrendsdindCelldBiologyWK2006WK]eWKaahXbb 18.3 69

97 pnK[{ueSmecamT}a]eXKbridgeKinKtheKcrystalKstructureKofKaKferricKenterobactinKbindingKproteinYK
AngewandtedChemiedtdInternationaldEditionWK2006WKcdWKd]baXe 16.4 50

96 StructuralKcharacterizationKofKSpo[tXlikeKproteinXasparticKacidKphosphatasesKthatKregulateK
sporulationKinKbacilliYKJournaldofdBiologicaldChemistryWK2006WKag]WKbfhhbXg[[b 5.4 13

95
ronservationKofKstructureKandKmechanismKinKprimaryKandKsecondaryKtransportersKexemplifiedKbyK
SiaγWKaKsialicKacidKbindingKvirulenceKfactorKfromKwaemophilusKinfluenzaeYKJournaldofdBiologicald
ChemistryWK2006WKag]WKaaa]aXaaaaa

5.4 60

94 TheKstructureKofKrodYWKaKvTγXKandKisoleucineXresponsiveKregulatorKofKstationaryKphaseKandKvirulenceK
inKgramXpositiveKbacteriaYKJournaldofdBiologicaldChemistryWK2006WKag]WK]]beeXfb 5.4 78

93
StructuralKbasisKofKtheKsulphateKstarvationKresponseKinKtYKcoliiKcrystalKstructureKandKmutationalK
analysisKofKtheKcofactorXbindingKdomainKofKtheKrblKtranscriptionalKregulatorYKJournaldofdMoleculard
BiologyWK2006WKbecWKb[hXaa

6.5 38

92 ppplicationKofKhighXthroughputKtechnologiesKtoKaKstructuralKproteomicsXtypeKanalysisKofKqacillusK
anthracisYKActadCrystallographicadSectiondD:dBiologicaldCrystallographyWK2006WKeaWK]aefXfd 22

91 TheKcrystalKstructureKofKsuperoxideKdismutaseKfromKγlasmodiumKfalciparumYKBMCdStructuraldBiologyWK
2006WKeWKa[ 2.7 22

90 StructuralKandKbiochemicalKcharacterizationKofKaKmitochondrialKperoxiredoxinKfromKγlasmodiumK
falciparumYKMoleculardMicrobiologyWK2006WKe]WKhcgXdh 4.1 44

89 TheKvTγaseWKrpgpSYloQTWKaKputativeKtranslationKfactorWKisKimplicatedKinKmorphogenesisKinKqacillusK
subtilisYKMoleculardGeneticsdanddGenomicsWK2006WKafdWKc[hXa[ 3.1 17

88 rrystalKstructureKofKdihydrodipicolinateKsynthaseKSqpbhbdTKfromKqacillusKanthracisKatK]YhcKpK
resolutionYKProteins:dStructuresdFunctiondanddBioinformaticsWK2006WKeaWKahfXb[] 4.2 47

87 TheKstructureKofKtheKoligopeptideXbindingKproteinWKppppWKfromKqacillusKsubtilisKinKcomplexKwithKaK
nonapeptideYKJournaldofdMoleculardBiologyWK2005WKbcdWKgfhXha 6.5 54

86 SulfideiKqiosynthesisKfromKSulfateK2005WK 1

85 WhereKasymmetryKinKgeneKexpressionKoriginatesYKMoleculardMicrobiologyWK2005WKdfWKe]]Xa[ 4.1 27

84 pnKpTγXbindingKcassetteXtypeKcysteineKtransporterKinKrampylobacterKjejuniKinferredKfromKtheK
structureKofKanKextracytoplasmicKsoluteKreceptorKproteinYKMoleculardMicrobiologyWK2005WKdfWK]cbXdd 4.1 63
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83 dUTγaseKasKaKplatformKforKantimalarialKdrugKdesigniKstructuralKbasisKforKtheKselectivityKofKaKclassKofK
nucleosideKinhibitorsYKStructureWK2005WK]bWKbahXbg 5.2 75

82 StructuresKofKγlasmodiumKfalciparumKpurineKnucleosideKphosphorylaseKcomplexedKwithKsulfateKandK
itsKnaturalKsubstrateKinosineYKActadCrystallographicadSectiondD:dBiologicaldCrystallographyWK2005WKe]WK]acdXdc 23

81 StructureKofKpurineKnucleosideKphosphorylaseKSseosTKfromKqacillusKanthracisYKActad
CrystallographicadSectiondF:dStructuraldBiologydCommunicationsWK2005WKe]WKcdhXea 13

80 StructuresKofKtwoKsuperoxideKdismutasesKfromKqacillusKanthracisKrevealKaKnovelKactiveKcentreYKActad
CrystallographicadSectiondF:dStructuraldBiologydCommunicationsWK2005WKe]WKea]Xc 7

79 rrystalKstructureKofKγurtKSqp[aggTKfromKqacillusKanthracisKatK]YgKpKresolutionYKProteins:dStructuresd
FunctiondanddBioinformaticsWK2005WKe]WKefcXe 4.2 11

78 TheKstructureKofKbypassKofKforesporeKrWKanKintercompartmentalKsignalingKfactorKduringKsporulationK
inKqacillusYKJournaldofdBiologicaldChemistryWK2005WKag[WKbea]cXa[ 5.4 2

77
TheKcrystalKstructureKofKgankyrinWKanKoncoproteinKfoundKinKcomplexesKwithKcyclinXdependentKkinaseK
cWKaK]hKSKproteasomalKpTγaseKregulatorWKandKtheKtumorKsuppressorsKRbKandKpdbYKJournaldofd
BiologicaldChemistryWK2004WKafhWK]dc]Xd

5.4 71

76 ResiduesKinKtheKdistalKhemeKpocketKofKneuroglobinYKxmplicationsKforKtheKmultipleKligandKbindingK
stepsYKJournaldofdBiologicaldChemistryWK2004WKafhWKdggeXhb 5.4 46

75 simerXinducedKsignalKpropagationKinKSpo[pYKMoleculardMicrobiologyWK2004WKdbWKgahXca 4.1 23

74 rrystallizationKofKtheKoligopeptideXbindingKproteinKppppKfromKqacillusKsubtilisYKActad
CrystallographicadSectiondD:dBiologicaldCrystallographyWK2004WKe[WK]fdXf 2

73 rrystallizationKofKYloQWKaKvTγaseKofKunknownKfunctionKessentialKforKqacillusKsubtilisKviabilityYKActad
CrystallographicadSectiondD:dBiologicaldCrystallographyWK2004WKe[WKbahXb[ 2

72
rrystallizationKandKpreliminaryKcrystallographicKstudiesKofKtheKcofactorXbindingKdomainKofKtheK
{ysRXtypeKtranscriptionalKregulatorKrblKfromKtscherichiaKcoliYKActadCrystallographicadSectiondD:d
BiologicaldCrystallographyWK2004WKe[WK]edcXf

7

71 rrystallographicKandKsolutionKstudiesKofKNXlithocholylKinsuliniKaKnewKgenerationKofKprolongedXactingK
humanKinsulinsYKBiochemistryWK2004WKcbWKdhgfXhd 3.2 30

70 TheKcrystalKstructureKofKYloQWKaKcircularlyKpermutedKvTγaseKessentialKforKqacillusKsubtilisKviabilityYK
JournaldofdMoleculardBiologyWK2004WKbc[WKfefXga 6.5 45

69 ronservedKarginineKresiduesKimplicatedKinKpTγKhydrolysisWKnucleotideXsensingWKandKinterXsubunitK
interactionsKinKpppKandKpppVKpTγasesYKJournaldofdStructuraldBiologyWK2004WK]ceWK][eX]a 3.4 202

68 TheKresponseKregulatorKSpo[pKfromKqacillusKsubtilisKisKefficientlyKphosphorylatedKinKtscherichiaKcoliYK
FEMSdMicrobiologydLettersWK2003WKaabWK]dbXf 2.9 22

67 rrystallizationKofKtheKvTγXdependentKtranscriptionalKregulatorKrodYKfromKqacillusKsubtilisYKActad
CrystallographicadSectiondD:dBiologicaldCrystallographyWK2003WKdhWK]ddXf 17

66
rrystallizationKofKgankyrinWKanKoncoproteinKthatKinteractsKwithKrszcKandKtheKSebKSrptbTKpTγaseKofK
theK]hSKregulatorKofKtheKaeSKproteasomeYKActadCrystallographicadSectiondD:dBiologicald
CrystallographyWK2003WKdhWK]ahcXd

9

(2003-2005)
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65 xnversionKofKaxialKcoordinationKinKmyoglobinKtoKcreateKaKMproximalMKligandKbindingKpocketYK
BiochemistryWK2003WKcaWK][]h]Xh 3.2 13

64 rRYSTp{KSTRUrTURtSKäuKγtRxγ{pS}xrKSä{UTtXqxNsxNvKγRäTtxNSKxNKpqrKTRpNSγäRTK
rä}γ{tXtSKx{{U}xNpTtKTwtxRKuUNrTxäNK2003WK]gfXa[f 20

63 TheKcrystalKstructureKofKtheKpppKdomainKofKtheKpTγXdependentKproteaseKutswKofKtscherichiaKcoliKatK
]YdKpKresolutionYKStructureWK2002WK][WK][fbXgb 5.2 110

62 rrystallizationKofKtheKpppKdomainKofKtheKpTγXdependentKproteaseKutswKofKtscherichiaKcoliYKActad
CrystallographicadSectiondD:dBiologicaldCrystallographyWK2002WKdgWK][eeXf 6

61 qacillusKsubtilisKdivisionKproteinKsivxVpKXKscreenKforKstableKoligomerKstateKconditionsYKActad
CrystallographicadSectiondD:dBiologicaldCrystallographyWK2002WKdgWK]dcaXb 5

60 γroteinKengineeringKa[KyearsKonYKNaturedReviewsdMoleculardCelldBiologyWK2002WKbWKhecXf[ 48.7 99

59 simerKformationKandKtranscriptionKactivationKinKtheKsporulationKresponseKregulatorKSpo[pYKJournald
ofdMoleculardBiologyWK2002WKb]eWKabdXcd 6.5 64

58 äligomerizationKofKtheKqacillusKsubtilisKdivisionKproteinKsivxVpYKMicrobiologydnUniteddKingdomoWK2002
WK]cgWKg[fXg]b 2.9 32

57 rrystallizationKofKfullXlengthKrysqKofKzlebsiellaKaerogenesWKaK{ysRXtypeKtranscriptionalKregulatorYK
ActadCrystallographicadSectiondD:dBiologicaldCrystallographyWK2001WKdfWKae[Xa 7

56 rrystallizationKandKpreliminaryKXXrayKanalysisKofKtheKsporulationKfactorKSpoxxppKinKitsKnativeKandK
phosphorylatedKformsYKActadCrystallographicadSectiondD:dBiologicaldCrystallographyWK2001WKdfWKahaXd 1

55 pppVKsuperfamilyKpTγasesiKcommonKstructureXXdiverseKfunctionYKGenesdTodCellsWK2001WKeWKdfdXhf 2.3 769
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