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72  eneticMstudiesMofMbodyMmassMindexMyieldMnewMinsightsMforMobesityMbiologybMNatureYM2015YMielYMemkafdj 50.4 2687

71 uMlargeascaleYMconsortiumabasedMgenomewideMassociationMstudyMofMasthmabMNewlEnglandlJournallofl
MedicineYM2010YMgjgYMefeeaeffe 59.2 1431

70 xefiningMtheMroleMofMcommonMvariationMinMtheMgenomicMandMbiologicalMarchitectureMofMadultMhumanM
heightbMNaturelGeneticsYM2014YMhjYMeekgalj 36.3 1339

69 uMcomprehensiveMeYdddM enomesabasedMgenomeawideMassociationMmetaaanalysisMofMcoronaryMarteryM
diseasebMNaturelGeneticsYM2015YMhkYMeefeaeegd 36.3 1290

68 uMgenomeawideMsearchMforMhumanMtypeMeMdiabetesMsusceptibilityMgenesbMNatureYM1994YMgkeYMegdaj 50.4 1175

67 NewMgeneticMlociMlinkMadiposeMandMinsulinMbiologyMtoMbodyMfatMdistributionbMNatureYM2015YMielYMelkaemj 50.4 920

66  enomeawideMassociationMstudyMofMwNVsMinMejYdddMcasesMofMeightMcommonMdiseasesMandMgYdddM
sharedMcontrolsbMNatureYM2010YMhjhYMkegafd 50.4 639

65 yxomeMsequencingMidentifiesMrareMLxLRMandMuPOuiMallelesMconferringMriskMforMmyocardialMinfarctionbM
NatureYM2015YMielYMedfaj 50.4 463

64 xiagnosticMYieldMandMwlinicalMUtilityMofMSequencingMzamilialMHypercholesterolemiaM enesMinMPatientsM
WithMSevereMHypercholesterolemiabMJournalloflthelAmericanlCollegeloflCardiologyYM2016YMjkYMfiklalm 15.1 458

63 LocalizationMofMcysticMfibrosisMlocusMtoMhumanMchromosomeMkcenaqffbMNatureYM1985YMgelYMglhai 50.4 446

62 SusceptibilityMtoMcoronaryMarteryMdiseaseMandMdiabetesMisMencodedMbyMdistinctYMtightlyMlinkedMSNPsMinM
theMuNRILMlocusMonMchromosomeMmpbMHumanlMolecularlGeneticsYM2008YMekYMldjaeh 5.6 420

61 MendelianMrandomizationMofMbloodMlipidsMforMcoronaryMheartMdiseasebMEuropeanlHeartlJournalYM2015YM
gjYMigmaid 9.5 417

60 ussociationMbetweenMalcoholMandMcardiovascularMdiseasenMMendelianMrandomisationManalysisMbasedM
onMindividualMparticipantMdatabMBMJ,lTheYM2014YMghmYMghejh 5.9 406

59 ReassessmentMofMMendelianMgeneMpathogenicityMusingMkYliiMcardiomyopathyMcasesMandMjdYkdjM
referenceMsamplesbMGeneticslinlMedicineYM2017YMemYMemfafdg 8.1 386

58  eneticManalysisMofMoverMeMmillionMpeopleMidentifiesMigiMnewMlociMassociatedMwithMbloodMpressureM
traitsbMNaturelGeneticsYM2018YMidYMehefaehfi 36.3 386

57 ussociationManalysesMbasedMonMfalseMdiscoveryMrateMimplicateMnewMlociMforMcoronaryMarteryMdiseasebM
NaturelGeneticsYM2017YMhmYMegliaegme 36.3 361

56 uMcandidateMforMtheMcysticMfibrosisMlocusMisolatedMbyMselectionMforMmethylationafreeMislandsbMNatureYM
1987YMgfjYMlhdai 50.4 341
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55  enomeawideMassociationManalysisMidentifiesMnovelMbloodMpressureMlociMandMoffersMbiologicalMinsightsM
intoMcardiovascularMriskbMNaturelGeneticsYM2017YMhmYMhdgahei 36.3 313

54 MappingMofMmutationMcausingMzriedreichTsMataxiaMtoMhumanMchromosomeMmbMNatureYM1988YMgghYMfhlaid 50.4 297

53 TheMgeneticsMofMbloodMpressureMregulationMandMitsMtargetMorgansMfromMassociationMstudiesMinMghfYheiM
individualsbMNaturelGeneticsYM2016YMhlYMeekeaeelh 36.3 251

52 MultiancestryMassociationMstudyMidentifiesMnewMasthmaMriskMlociMthatMcolocalizeMwithMimmuneacellM
enhancerMmarksbMNaturelGeneticsYM2018YMidYMhfaig 36.3 246

51 xistributionMandMmedicalMimpactMofMlossaofafunctionMvariantsMinMtheMzinnishMfounderMpopulationbMPLoSl
GeneticsYM2014YMedYMeeddhhmh 6 243

50 ussociationMofMlowafrequencyMandMrareMcodingasequenceMvariantsMwithMbloodMlipidsMandMcoronaryM
heartMdiseaseMinMijYdddMwhitesMandMblacksbMAmericanlJournalloflHumanlGeneticsYM2014YMmhYMffgagf 11 233

49 TheMInfluenceMofMugeMandMSexMonM eneticMussociationsMwithMudultMvodyMSizeMandMShapenMuM
LargeaScaleM enomeaWideMInteractionMStudybMPLoSlGeneticsYM2015YMeeYMeeddigkl 6 220

48 MeasuredMhaplotypeManalysisMofMtheMangiotensinaIMconvertingMenzymeMgenebMHumanlMolecularl
GeneticsYM1998YMkYMekhiaie 5.6 177

47  eneticMsusceptibilityMtoMcoronaryMarteryMdiseasenMfromMpromiseMtoMprogressbMNaturelReviewsl
GeneticsYM2006YMkYMejgakg 30.1 150

46 SystematicMyvaluationMofMPleiotropyMIdentifiesMjMzurtherMLociMussociatedMWith´ woronaryM
urtery´ xiseasebMJournalloflthelAmericanlCollegeloflCardiologyYM2017YMjmYMlfgalgj 15.1 146

45 MetaaanalysisMofMgenealevelMtestsMforMrareMvariantMassociationbMNaturelGeneticsYM2014YMhjYMfddah 36.3 142

44  eneacentricMmetaaanalysisMinMlkYkgjMindividualsMofMyuropeanMancestryMidentifiesMmultipleM
bloodapressurearelatedMlocibMAmericanlJournalloflHumanlGeneticsYM2014YMmhYMghmajd 11 131

43 PhenotypicMwharacterizationMofM enetically´ LoweredMHumanMLipoproteinUaVMLevelsbMJournalloflthel
AmericanlCollegeloflCardiologyYM2016YMjlYMfkjeafkkf 15.1 127

42 ussociationMofMRareMandMwommonMVariationMinMtheMLipoproteinMLipaseM eneMWithMworonaryMurteryM
xiseasebMJAMAl-lJournalloflthelAmericanlMedicallAssociationYM2017YMgekYMmgkamhj 27.4 109

41 LinkageMofManMXachromosomeMcleftMpalateMgenebMNatureYM1987YMgfjYMmeaf 50.4 94

40 SecretoryMphospholipaseMuUfVaIIuMandMcardiovascularMdiseasenMaMmendelianMrandomizationMstudybM
JournalloflthelAmericanlCollegeloflCardiologyYM2013YMjfYMemjjaemkj 15.1 91

39  eneaageMinteractionsMinMbloodMpressureMregulationnMaMlargeascaleMinvestigationMwithMtheMwHuR yYM
 lobalMvPgenYMandMIwvPMwonsortiabMAmericanlJournalloflHumanlGeneticsYM2014YMmiYMfhagl 11 80

38 QuantitativeMgeneticMvariationnMaMpostamodernMviewbMHumanlMolecularlGeneticsYM2004YMegMSpecMNoMeYMReak5.6 68
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37 udultMheightYMcoronaryMheartMdiseaseMandMstrokenMaMmultialocusMMendelianMrandomizationM
metaaanalysisbMInternationallJournalloflEpidemiologyYM2016YMhiYMemfkaemgk 7.8 65

36  enomeawideMmappingMofMsusceptibilityMtoMcoronaryMarteryMdiseaseMidentifiesMaMnovelMreplicatedM
locusMonMchromosomeMekbMPLoSlGeneticsYM2006YMfYMekf 6 60

35 MultiaancestryMgenomeawideMgeneasmokingMinteractionMstudyMofMglkYfkfMindividualsMidentifiesMnewM
lociMassociatedMwithMserumMlipidsbMNaturelGeneticsYM2019YMieYMjgjajhl 36.3 59

34 uMLargeaScaleMMultiaancestryM enomeawideMStudyMuccountingMforMSmokingMvehaviorMIdentifiesM
MultipleMSignificantMLociMforMvloodMPressurebMAmericanlJournalloflHumanlGeneticsYM2018YMedfYMgkiahdd 11 59

33 VitaminMxMlevelsMandMsusceptibilityMtoMasthmaYMelevatedMimmunoglobulinMyMlevelsYMandMatopicM
dermatitisnMuMMendelianMrandomizationMstudybMPLoSlMedicineYM2017YMehYMeeddffmh 11.6 47

32 uMprincipalMcomponentMmetaaanalysisMonMmultipleManthropometricMtraitsMidentifiesMnovelMlociMforM
bodyMshapebMNaturelCommunicationsYM2016YMkYMeggik 17.4 46

31 zineamappingMofManMancestralMrecombinationMbreakpointMinMxwPebMNaturelGeneticsYM1999YMfgYMfkdae 36.3 40

30 MultiancestryM enomeaWideMussociationMStudyMofMLipidMLevelsMIncorporatingM eneaulcoholM
InteractionsbMAmericanlJournalloflEpidemiologyYM2019YMellYMedggaedih 3.8 39

29 NovelMchildhoodMasthmaMgenesMinteractMwithMinMuteroMandMearlyalifeMtobaccoMsmokeMexposurebM
JournalloflAllergylandlClinicallImmunologyYM2014YMeggYMllial 11.5 36

28  enotypeMatMtheMaekh cwMpolymorphismMofMtheMinterleukinajMgeneMisMassociatedMwithMcommonM
carotidMarteryMintimalamedialMthicknessnMfamilyMstudyMandMmetaaanalysisbMStrokeYM2005YMgjYMffeiam 6.7 36

27  earingMupMforMgenomeawideMgeneaassociationMstudiesbMHumanlMolecularlGeneticsYM2005YMehMSpecM
NobMfYMReikajf 5.6 36

26 uffectedMsibpairMlinkageMtestsMforMmultipleMlinkedMsusceptibilityMgenesbMGeneticlEpidemiologyYM1997YM
ehYMedgaei 2.6 34

25 uMcommonMLPuMnullMalleleMassociatesMwithMlowerMlipoproteinUaVMlevelsMandMcoronaryMarteryMdiseaseM
riskbMArteriosclerosis,lThrombosis,landlVascularlBiologyYM2014YMghYMfdmiam 9.4 33

24 wommonMgeneticMvariantsMandMmodifiableMriskMfactorsMunderpinMhypertrophicMcardiomyopathyM
susceptibilityMandMexpressivitybMNaturelGeneticsYM2021YMigYMegiaehf 36.3 33

23 NovelMgeneticMassociationsMforMbloodMpressureMidentifiedMviaMgeneaalcoholMinteractionMinMupMtoMikdKM
individualsMacrossMmultipleMancestriesbMPLoSlONEYM2018YMegYMedemlejj 3.7 31

22 uMcandidateMgeneMstudyMofMzMcellMlevelsMinMsiblingMpairsMusingMaMjointMlinkageMandMassociationManalysisbM
GeneScreenYM2000YMeYMmaeh 31

21 unalysisMofMieMproposedMhypertrophicMcardiomyopathyMgenesMfromMgenomeMsequencingMdataMinM
sarcomereMnegativeMcasesMhasMnegligibleMdiagnosticMyieldbMGeneticslinlMedicineYM2019YMfeYMeikjaeilh 8.1 25

20 NoMussociationMofMworonaryMurteryMxiseaseMwithMXawhromosomalMVariantsMinMwomprehensiveM
InternationalMMetaaunalysisbMScientificlReportsYM2016YMjYMgifkl 4.9 18
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19  lobalMgeneticMarchitectureMofManMerythroidMquantitativeMtraitMlocusYMHMIPafbMAnnalsloflHumanl
GeneticsYM2014YMklYMhghaie 2.2 18

18 ubsenceMofMlinkageMofMtheMepithelialMsodiumMchannelMtoMhypertensionMinMblackMwaribbeansbMAmericanl
JournalloflHypertensionYM1998YMeeYMmhfai 2.3 16

17 PlasmaMcytokinesMandMriskMofMcoronaryMheartMdiseaseMinMtheMPROwuRxISMstudybMOpenlHeartYM2018YMiYMedddldk3 15

16 uMmultiaancestryMgenomeawideMstudyMincorporatingMgeneasmokingMinteractionsMidentifiesMmultipleM
newMlociMforMpulseMpressureMandMmeanMarterialMpressurebMHumanlMolecularlGeneticsYM2019YMflYMfjeiafjgg 5.6 14

15 ReevaluationMofMtheMSouthMusianMIntronicMxeletionMinMHypertrophicMwardiomyopathybMCirculationl
GenomiclandlPrecisionlMedicineYM2020YMegYMeddfklg 5.2 14

14
xifferentialM eneMyxpressionMinMMacrophagesMzromMHumanMutheroscleroticMPlaquesMShowsM
wonvergenceMonMPathwaysMImplicatedMbyM enomeaWideMussociationMStudyMRiskMVariantsbM
Arteriosclerosis,lThrombosis,landlVascularlBiologyYM2018YMglYMfkelafkgd

9.4 14

13 uMmouseatoamanMcandidateMgeneMstudyMidentifiesMassociationMofMchronicMotitisMmediaMwithMtheMlociM
T IzeMandMzvXOeebMScientificlReportsYM2017YMkYMefhmj 4.9 12

12 IdentifyingMsystematicMheterogeneityMpatternsMinMgeneticMassociationMmetaaanalysisMstudiesbMPLoSl
GeneticsYM2017YMegYMeeddjkii 6 12

11 xiscoveryMandMreplicationMofMSNPaSNPMinteractionsMforMquantitativeMlipidMtraitsMinMoverMjdYdddM
individualsbMBioDatalMiningYM2017YMedYMfi 4.3 5

10 LackMofMgeneticMsupportMforMsharedMaetiologyMofMworonaryMurteryMxiseaseMandMLateaonsetM
ulzheimerTsMdiseasebMScientificlReportsYM2018YMlYMkedf 4.9 5

9 ReassessmentMofMMendelianMgeneMpathogenicityMusingMkYliiMcardiomyopathyMcasesMandMjdYkdjM
referenceMsamples 5

8 HeritabilityMandMfamilyabasedM WuSManalysesMofMtheMNaacylMethanolamineMandMceramideMplasmaM
lipidomebMHumanlMolecularlGeneticsYM2021YMgdYMiddaieg 5.6 4

7 ManhattanXXnMdisplayingMgenomeawideMassociationMsummaryMstatisticsMwithMmultipleMannotationM
layersbMBMClBioinformaticsYM2019YMfdYMjed 3.6 3

6 HeritabilityMofMhaemodynamicsMinMtheMascendingMaortabMScientificlReportsYM2020YMedYMehgij 4.9 2

5 MarkedMvariationMinMheritabilityMestimatesMofMleftMventricularMmassMdependingMonMmodalityMofM
measurementbMScientificlReportsYM2019YMmYMegiij 4.9 1

4 RobustMestimatesMofMheritableMcoronaryMdiseaseMriskMinMindividualsMwithMtypeMfMdiabetesbMGeneticl
EpidemiologyYM2021YM 2.6 1

3 xataadrivenMmodellingMofMmutationalMhotspotsMandMinMsilicoMpredictorsMinMhypertrophicM
cardiomyopathybMJournalloflMedicallGeneticsYM2021YMilYMiijaijh 5.8 0

2 IdentifyingMsmallaeffectMgeneticMassociationsMoverlookedMbyMtheMconventionalMfixedaeffectMmodelMinM
aMlargeascaleMmetaaanalysisMofMcoronaryMarteryMdiseasebMBioinformaticsYM2020YMgjYMiifaiik 7.2

(2020-2014)

5



1 InterpretingMgeneaassociationMstudiesbMHumanlMolecularlGeneticsYM2005YMehYMfhlm 5.6
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