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j Paper IF Citations

115 TheMbacterialMyjdwMriboswitchMregulatesMtranslationMthroughMitsMtRNrZlikeMfold[[MJournalgofgBiologicalg
ChemistryYM2022YMbabjde 5.4

114 wluorogenicMaptamersMresolveMtheMflexibilityMofMRNrMjunctionsMusingMorientationZdependentMwRvT[M
RnaYM2021YMchYMeddZeee 5.8 6

113 trystalMstructureMofMtheMsevereMacuteMrespiratoryMsyndromeMcoronavirusMcMUSrRSZtoVZcVM
frameshiftingMpseudoknot[MRnaYM2021YM 5.8 2

112 rMyelicaseMUnwindsMyexanucleotideMRepeatMRNrMxZQuadruplexesMandMwacilitatesMRepeatZrssociatedM
NonZrUxMTranslation[MJournalgofgthegAmericangChemicalgSocietyYM2021YMbedYMhdgiZhdhj 16.4 9

111 zmprovingMRNrMtrystalMuiffractionMQualityMbyMPostcrystallizationMTreatment[MMethodsgingMolecularg
BiologyYM2021YMcdcdYMcfZdh 1.4 1

110 TheMemergingMstructuralMcomplexityMofMxZquadruplexMRNrs[MRnaYM2021YMchYMdjaZeac 5.8 11

109 rnMuncommonM[KUMgV]MmetalMionMtriadMimpartsMstabilityMandMselectivityMtoMtheMxuanidineZzMriboswitch[M
RnaYM2021YMchYMbcfhZbcge 5.8 2

108 vngineeringMtrystalMPackingMinMRNrMStructuresMzkMPastMandMwutureMStrategiesMforMvngineeringMRNrM
PackingMinMtrystals[MCrystalsYM2021YMbbYM 2.3 3

107 StructureZxuidedMvngineeringMofMtheMyomodimericMMangoZzVMwluorescenceMTurnZonMrptamerMYieldsM
anMRNrMwRvTMPair[MStructureYM2020YMciYMhhgZhif[ed 5.2 8

106 ParallelMuiscoveryMStrategiesMProvideMaMsasisMforMRiboswitchMLigandMuesign[MCellgChemicalgBiologyYM
2020YMchYMbcebZbcej[ee 8.2 4

105 RealZtimeMmonitoringMofMsingleMZTPMriboswitchesMrevealsMaMcomplexMandMkineticallyMcontrolledM
decisionMlandscape[MNaturegCommunicationsYM2020YMbbYMefdb 17.4 12

104 MonitoringMcoZtranscriptionalMfoldingMofMriboswitchesMthroughMhelicaseMunwinding[MMethodsging
EnzymologyYM2019YMgcdYMcajZcch 1.7 1

103 sindingMbetweenMxMQuadruplexesMatMtheMyomodimerMznterfaceMofMtheMtornMRNrMrptamerMStronglyM
rctivatesMThioflavinMTMwluorescence[MCellgChemicalgBiologyYM2019YMcgYMbbfjZbbgi[ee 8.2 12

102 wromMfluorescentMproteinsMtoMfluorogenicMRNrskMToolsMforMimagingMcellularMmacromolecules[MProteing
ScienceYM2019YMciYMbdheZbdig 6.3 21

101 StructureMandMfunctionalMreselectionMofMtheMMangoZzzzMfluorogenicMRNrMaptamer[MNaturegChemicalg
BiologyYM2019YMbfYMehcZehj 11.7 48

100 RNrMxZquadruplexMisMresolvedMbyMrepetitiveMandMrTPZdependentMmechanismMofMuyXdg[MNatureg
CommunicationsYM2019YMbaYMbiff 17.4 35

99 ProteinMandMRNrMdynamicalMfingerprinting[MNaturegCommunicationsYM2019YMbaYMbacg 17.4 35
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98 SyntheticMligandsMforMPreQMriboswitchesMprovideMstructuralMandMmechanisticMinsightsMintoMtargetingM
RNrMtertiaryMstructure[MNaturegCommunicationsYM2019YMbaYMbfab 17.4 23

97 zsothermalMTitrationMtalorimetryMMeasurementsMofMRiboswitchZLigandMznteractions[MMethodsging
MoleculargBiologyYM2019YMbjgeYMhfZih 1.4 4

96 toZcrystalMstructureMofMtheMiMangoZzzzMfluorescentMRNrMaptamerMusingManMXZrayMfreeZelectronMlaser[M
ActagCrystallographicagSectiongFvgStructuralgBiologygCommunicationsYM2019YMhfYMfehZffb 1.1 5

95 TrackingMRNrMwithMlightkMselectionYMstructureYMandMdesignMofMfluorescenceMturnZonMRNrMaptamers[M
QuarterlygReviewsgofgBiophysicsYM2019YMfcYMei 7 27

94 StructuralMbasisMofMxZquadruplexMunfoldingMbyMtheMuvry]RyrMhelicaseMuyXdg[MNatureYM2018YMffiYMegfZegj50.4 138

93 tonvergentMUseMofMyeptacoordinationMforMtationMSelectivityMbyMRNrMandMProteinMMetalloregulators[M
CellgChemicalgBiologyYM2018YMcfYMjgcZjhd[ef 8.2 12

92 trystalMStructuresMofMtheMMangoZzzMRNrMrptamerMRevealMyeterogeneousMwluorophoreMsindingMandM
xuideMvngineeringMofMVariantsMwithMzmprovedMSelectivityMandMsrightness[MBiochemistryYM2018YMfhYMdfeeZdfei3.2 31

91 RNrZPuzzlesMRoundMzzzkMduMRNrMstructureMpredictionMofMfiveMriboswitchesMandMoneMribozyme[MRnaYM
2017YMcdYMgffZghc 5.8 118

90 StructuralMbasisMforMhighZaffinityMfluorophoreMbindingMandMactivationMbyMRNrMMango[MNatureg
ChemicalgBiologyYM2017YMbdYMiahZibd 11.7 77

89 LongZRangeMznteractionsMinMRiboswitchMtontrolMofMxeneMvxpression[MAnnualgReviewgofgBiophysicsYM
2017YMegYMeffZeib 21.1 41

88 rMdivalentMcationZdependentMvariantMofMtheMribozymeMwithMstringentMtaMselectivityMcoZoptsMaM
preexistingMnonspecificMmetalMionZbindingMsite[MRnaYM2017YMcdYMdffZdge 5.8 10

87 rMhomodimerMinterfaceMwithoutMbaseMpairsMinManMRNrMmimicMofMredMfluorescentMprotein[MNatureg
ChemicalgBiologyYM2017YMbdYMbbjfZbcab 11.7 67

86 StructuralMPrinciplesMofMwluorescentMRNrMrptamers[MTrendsgingPharmacologicalgSciencesYM2017YMdiYMjciZjdj13.2 31

85 RNrMsindingkMxettingMSpecificMaboutMSpecificity[MCellgChemicalgBiologyYM2016YMcdYMbbhhZbbhi 8.2 2

84 znMvitroMevolutionMofMcoenzymeZindependentMvariantsMfromMtheMglmSMribozymeMstructuralMscaffold[M
MethodsYM2016YMbagYMhgZib 4.6 3

83 UseMofMtheMUbrMProteinMtoMwacilitateMtrystallizationMandMStructureMueterminationMofMLargeMRNrs[M
MethodsgingMoleculargBiologyYM2016YMbdcaYMghZhg 1.4 6

82 ManyMrctivitiesYMOneMStructurekMwunctionalMPlasticityMofMRibozymeMwolds[MMoleculesYM2016YMcbYM 4.8 16

81 TheMtRNrMvlbowMinMStructureYMRecognitionMandMvvolution[MLifeYM2016YMgYM 3 35
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80 RNrMquaternaryMstructureMandMglobalMsymmetry[MTrendsgingBiochemicalgSciencesYM2015YMeaYMcbbZca 10.3 32

79 SynthesisMandMapplicationsMofMRNrsMwithMpositionZselectiveMlabellingMandMmosaicMcomposition[M
NatureYM2015YMfccYMdgiZhc 50.4 75

78 RecognitionMofMtheMbacterialMalarmoneMZMPMthroughMlongZdistanceMassociationMofMtwoMRNrM
subdomains[MNaturegStructuralgandgMoleculargBiologyYM2015YMccYMghjZif 17.6 28

77 RNrZPuzzlesMRoundMzzkMassessmentMofMRNrMstructureMpredictionMprogramsMappliedMtoMthreeMlargeM
RNrMstructures[MRnaYM2015YMcbYMbaggZie 5.8 122

76 StructureMandMmechanismMofMtheMTZboxMriboswitches[MWileygInterdisciplinarygReviewsgRNAYM2015YMgYMebjZdd9.3 29

75 OnMtheMshouldersMofMgiants[MRnaYM2015YMcbYMfaeZf 5.8 1

74 RapidMRNrZligandMinteractionManalysisMthroughMhighZinformationMcontentMconformationalMandM
stabilityMlandscapes[MNaturegCommunicationsYM2015YMgYMiiji 17.4 23

73 znsightsMintoMtheMmechanismMofMaMxZquadruplexZunwindingMuvryZboxMhelicase[MNucleicgAcidsg
ResearchYM2015YMedYMcccdZdb 20.1 66

72 PostZcrystallizationMzmprovementMofMRNrMtrystalsMbyMSynergisticMzonMvxchangeMandMuehydration[M
BiowprotocolYM2015YMfYM 0.9 1

71 PostZcrystallizationMzmprovementMofMRNrMtrystalMuiffractionMQuality[MMethodsgingMoleculargBiologyYM
2015YMbdbgYMbdZce 1.4 2

70 StructuralMbasisMforMactivityMofMhighlyMefficientMRNrMmimicsMofMgreenMfluorescentMprotein[MNatureg
StructuralgandgMoleculargBiologyYM2014YMcbYMgfiZgd 17.6 235

69 uramaticMimprovementMofMcrystalsMofMlargeMRNrsMbyMcationMreplacementMandMdehydration[MStructureYM
2014YMccYMbdgdZbdhb 5.2 40

68 NewMmolecularMengineeringMapproachesMforMcrystallographicMstudiesMofMlargeMRNrs[MCurrentgOpiniong
ingStructuralgBiologyYM2014YMcgYMjZbf 8.1 34

67 ValidatingMfragmentZbasedMdrugMdiscoveryMforMbiologicalMRNrskMleadMfragmentsMbindMandMremodelM
theMTPPMriboswitchMspecifically[MChemistrygandgBiologyYM2014YMcbYMfjbZf 55

66 uirectMevaluationMofMtRNrMaminoacylationMstatusMbyMtheMTZboxMriboswitchMusingMtRNrZmRNrM
stackingMandMstericMreadout[MMoleculargCellYM2014YMffYMbeiZff 17.6 37

65 trystallographicManalysisMofMTPPMriboswitchMbindingMbyMsmallZmoleculeMligandsMdiscoveredMthroughM
fragmentZbasedMdrugMdiscoveryMapproaches[MMethodsgingEnzymologyYM2014YMfejYMccbZdd 1.7 3

64 rMflexibleYMscalableMmethodMforMpreparationMofMhomogeneousMaminoacylatedMtRNrs[MMethodsging
EnzymologyYM2014YMfejYMbafZbd 1.7 7

63 trystalMstructureMofMaMcZdiZrMPMriboswitchMrevealsManMinternallyMpseudoZdimericMRNr[MEMBOgJournalYM
2014YMddYMcgjcZhad 13 46
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62 xlobalManalysisMofMriboswitchesMbyMsmallZangleMXZrayMscatteringMandMcalorimetry[MBiochimicagEtg
BiophysicagActagwgGenegRegulatorygMechanismsYM2014YMbidjYMbacaZbacj 6 30

61 rnalysisMofMriboswitchMstructureMandMligandMbindingMusingMsmallZangleMXZrayMscatteringMUSrXSV[M
MethodsgingMoleculargBiologyYM2014YMbbadYMcbbZcf 1.4 7

60 toZcrystalMstructureMofMaMTZboxMriboswitchMstemMzMdomainMinMcomplexMwithMitsMcognateMtRNr[MNatureYM
2013YMfaaYMdgdZg 50.4 105

59 xlucosamineMandMglucosamineZgZphosphateMderivativeskMcatalyticMcofactorManaloguesMforMtheMglmSM
ribozyme[MJournalgofgOrganicgChemistryYM2013YMhiYMehdaZed 4.2 20

58 rnMinMvitroMevolvedMglmSMribozymeMhasMtheMwildZtypeMfoldMbutMlosesMcoenzymeMdependence[MNatureg
ChemicalgBiologyYM2013YMjYMiafZba 11.7 26

57 ModulationMofMquaternaryMstructureMandMenhancementMofMligandMbindingMbyMtheMKZturnMofMtandemM
glycineMriboswitches[MRnaYM2013YMbjYMbghZhg 5.8 35

56 rllostericMtertiaryMinteractionsMpreorganizeMtheMcZdiZxMPMriboswitchMandMaccelerateMligandMbinding[M
ACSgChemicalgBiologyYM2012YMhYMjcaZh 4.9 57

55 YbxwMandMYlxQMareMbacterialMhomologsMofMLhreMandMbindMKZturnsMbutMnotMKZloops[MRnaYM2012YMbiYMhfjZha 5.8 38

54 RiboswitcheskMdiscoveryMofMdrugsMthatMtargetMbacterialMgeneZregulatoryMRNrs[MAccountsgofgChemicalg
ResearchYM2011YMeeYMbdcjZdi 24.3 150

53 TheMglmSMribozymeMtunesMtheMcatalyticallyMcriticalMpKUaVMofMitsMcoenzymeMglucosamineZgZphosphate[M
JournalgofgthegAmericangChemicalgSocietyYM2011YMbddYMbebiiZjb 16.4 35

52
UseMofMaMcoenzymeMbyMtheMglmSMribozymeZriboswitchMsuggestsMprimordialMexpansionMofMRNrM
chemistryMbyMsmallMmolecules[MPhilosophicalgTransactionsgofgthegRoyalgSocietygB:gBiologicalgSciencesYM
2011YMdggYMcjecZi

5.8 19

51 TheMrolesMofMmetalMionsMinMregulationMbyMriboswitches[MMetalgIonsgingLifegSciencesYM2011YMjYMbebZhd 32

50 SvWrLkManMopenZsourceMplatformMforMnextZgenerationMsequenceManalysisMandMvisualization[MNucleicg
AcidsgResearchYM2010YMdiYMhjaiZbf 20.1 18

49 TheMglmSMribozymekMuseMofMaMsmallMmoleculeMcoenzymeMbyMaMgeneZregulatoryMRNr[MQuarterlygReviewsg
ofgBiophysicsYM2010YMedYMecdZeh 7 53

48 RiboswitchMfunctionkMflippingMtheMswitchMorMtuningMtheMdimmerp[MRNAgBiologyYM2010YMhYMdciZdc 4.8 58

47 zdiosyncraticallyMtunedMswitchingMbehaviorMofMriboswitchMaptamerMdomainsMrevealedMbyMcomparativeM
smallZangleMXZrayMscatteringManalysis[MRnaYM2010YMbgYMfjiZgaj 5.8 88

46 ThermodynamicManalysisMofMligandMbindingMandMligandMbindingZinducedMtertiaryMstructureMformationM
byMtheMthiamineMpyrophosphateMriboswitch[MRnaYM2010YMbgYMbigZjg 5.8 61

45 TheMboxMy]rtrMribonucleoproteinMcomplexkMinterplayMofMRNrMandMproteinMstructuresMinM
postZtranscriptionalMRNrMmodification[MJournalgofgBiologicalgChemistryYM2010YMcifYMiafZj 5.4 60

(2010-2014)

5



44 RapidMconstructionMofMempiricalMRNrMfitnessMlandscapes[MScienceYM2010YMddaYMdhgZj 33.3 119

43 UseMofMtheMspliceosomalMproteinMUbrMtoMfacilitateMcrystallizationMandMstructureMdeterminationMofM
complexMRNrs[MMethodsYM2010YMfcYMbfjZgh 4.6 41

42 RibozymesMandMriboswitcheskMmodulationMofMRNrMfunctionMbyMsmallMmolecules[MBiochemistryYM2010YM
ejYMjbcdZdb 3.2 125

41 SmallMselfZcleavingMribozymes[MColdgSpringgHarborgPerspectivesgingBiologyYM2010YMcYMaaadfhe 10.2 134

40 tocrystalMstructureMofMaMclassMzMpreQbMriboswitchMrevealsMaMpseudoknotMrecognizingManMessentialM
hypermodifiedMnucleobase[MNaturegStructuralgandgMoleculargBiologyYM2009YMbgYMdedZe 17.6 136

39 RecognitionMofMtheMbacterialMsecondMmessengerMcyclicMdiguanylateMbyMitsMcognateMriboswitch[MNatureg
StructuralgandgMoleculargBiologyYM2009YMbgYMbcbcZh 17.6 163

38 StructureZguidedMengineeringMofMtheMregioselectivityMofMRNrMligaseMribozymes[MJournalgofgtheg
AmericangChemicalgSocietyYM2009YMbdbYMdfdcZea 16.4 16

37 trystallizationMofMtheMglmSMribozymeZriboswitch[MMethodsgingMoleculargBiologyYM2009YMfeaYMbcjZdj 1.4 16

36 RibozymesMandMriboswitcheskMmodulationMofMRNrMfunctionMbyMsmallMmolecules[MFASEBgJournalYM2009YM
cdYMdcg[b 0.9

35 StructuralMbasisMofMspecificMtRNrMaminoacylationMbyMaMsmallMinMvitroMselectedMribozyme[MNatureYM2008YM
efeYMdfiZgb 50.4 112

34 StructuralMbasisMforMspecificYMhighZaffinityMtetracyclineMbindingMbyManMinMvitroMevolvedMaptamerMandM
artificialMriboswitch[MChemistrygandgBiologyYM2008YMbfYMbbcfZdh 87

33 RiboswitcheskMsmallZmoleculeMrecognitionMbyMgeneMregulatoryMRNrs[MCurrentgOpiniongingStructuralg
BiologyYM2007YMbhYMchdZj 8.1 130

32 TheMstructureMandMfunctionMofMsmallMnucleolarMribonucleoproteins[MNucleicgAcidsgResearchYM2007YMdfYMbefcZge20.1 285

31 RequirementMofMhelixMPc[cMandMnucleotideMxbMforMpositioningMtheMcleavageMsiteMandMcofactorMofMtheM
glmSMribozyme[MJournalgofgMoleculargBiologyYM2007YMdhdYMbhiZij 6.5 75

30 vssentialMroleMofManMactiveZsiteMguanineMinMglmSMribozymeMcatalysis[MJournalgofgthegAmericangChemicalg
SocietyYM2007YMbcjYMbeifiZj 16.4 80

29 trystalMstructuresMofMtheMthiZboxMriboswitchMboundMtoMthiamineMpyrophosphateManalogsMrevealM
adaptiveMRNrZsmallMmoleculeMrecognition[MStructureYM2006YMbeYMbefjZgi 5.2 211

28 StructuralMbasisMofMglmSMribozymeMactivationMbyMglucosamineZgZphosphate[MScienceYM2006YMdbdYMbhfcZg 33.3 334

27 trystalMstructureMofMpseudouridineMsynthaseMRlurkMindirectMsequenceMreadoutMthroughM
proteinZinducedMRNrMstructure[MMoleculargCellYM2006YMceYMfdfZef 17.6 69
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26 PseudouridineMsynthases[MChemistrygandgBiologyYM2006YMbdYMbbcfZdf 186

25 PrecursorMcomplexMstructureMofMpseudouridineMsynthaseMTrusMsuggestsMcouplingMofMactiveMsiteM
perturbationsMtoManMRNrZsequesteringMperipheralMproteinMdomain[MProteingScienceYM2005YMbeYMccabZg 6.3 26

24 TheMtbffZNopbaMcomplexMisMaMmolecularMbracketMthatMorganizesMboxMy]rtrMRNPs[MNaturegStructuralg
andgMoleculargBiologyYM2005YMbcYMbbabZh 17.6 96

23 trystallizationMofMtheMhairpinMribozymekMillustrativeMprotocols[MMethodsgingMoleculargBiologyYM2004YM
cfcYMdadZbb 1.4 19

22 trystalMstructureMofMtheMhighlyMdivergentMpseudouridineMsynthaseMTruuMrevealsMaMcircularM
permutationMofMaMconservedMfold[MRnaYM2004YMbaYMbacgZdd 5.8 30

21 StructureMofMproteinMLhreMboundMtoMaMKZturnMderivedMfromManMarchaealMboxMy]rtrMsRNrMatMb[iMrM
resolution[MStructureYM2004YMbcYMijdZjad 5.2 120

20 TheMhairpinMribozyme[MBiopolymersYM2004YMhdYMhbZi 2.2 54

19 RibozymeMStructuralMvlementskMyairpinMRibozymeM2004YMhedZheg

18 RNrZmodifyingMenzymes[MCurrentgOpiniongingStructuralgBiologyYM2003YMbdYMejZff 8.1 63

17 UbrMRNrZbindingMdomainMatMb[iMrMresolution[MActagCrystallographicagSectiongD:gBiologicalg
CrystallographyYM2003YMfjYMbfcbZe 14

16 TransitionMstateMstabilizationMbyMaMcatalyticMRNr[MScienceYM2002YMcjiYMbecbZe 33.3 252

15 trystalMstructureMofMaMhairpinMribozymeZinhibitorMcomplexMwithMimplicationsMforMcatalysis[MNatureYM
2001YMebaYMhiaZg 50.4 402

14 MethodsMtoMcrystallizeMRNr[MCurrentgProtocolsgingNucleicgAcidgChemistryYM2001YMthapterMhYMUnitMh[g 0.5 11

13 tocrystalMstructureMofMaMtRNrMPsiffMpseudouridineMsynthasekMnucleotideMflippingMbyManM
RNrZmodifyingMenzyme[MCellYM2001YMbahYMjcjZdj 56.2 234

12 uirectMpKUaVMmeasurementMofMtheMactiveZsiteMcytosineMinMaMgenomicMhepatitisMdeltaMvirusMribozyme[M
JournalgofgthegAmericangChemicalgSocietyYM2001YMbcdYMieehZfc 16.4 94

11 rMnestedMdoubleMpseudoknotMisMrequiredMforMselfZcleavageMactivityMofMbothMtheMgenomicMandM
antigenomicMhepatitisMdeltaMvirusMribozymes[MRnaYM1999YMfYMhcaZh 5.8 75

10 RNrMfoldskMinsightsMfromMrecentMcrystalMstructures[MAnnualgReviewgofgBiophysicsgandgBiomolecularg
StructureYM1999YMciYMfhZhd 86

9 trystalMstructureMofMaMhepatitisMdeltaMvirusMribozyme[MNatureYM1998YMdjfYMfghZhe 50.4 660

(1998-2006)
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8 rMgeneralMmoduleMforMRNrMcrystallization[MJournalgofgMoleculargBiologyYM1998YMchjYMgcbZdb 6.5 105

7 [ba]MuynamicMlightMscatteringMinMevaluatingMcrystallizabilityMofMmacromolecules[MMethodsging
EnzymologyYM1997YMchgYMbfhZbgg 1.7 62

6 UseMofMcisZMandMtransZribozymesMtoMremoveMfTMandMdTMheterogeneitiesMfromMmilligramsMofMinMvitroM
transcribedMRNr[MNucleicgAcidsgResearchYM1996YMceYMjhhZi 20.1 156

5 ProbingMtheMsolutionMstructureMofMtheMuNrZbindingMproteinMMaxMbyMaMcombinationMofMproteolysisMandM
massMspectrometry[MProteingScienceYM1995YMeYMbaiiZjj 6.3 139

4
rntiZcooperativeMbiphasicMequilibriumMbindingMofMtranscriptionMfactorMupstreamMstimulatoryMfactorM
toMitsMcognateMuNrMmonitoredMbyMproteinMfluorescenceMchanges[MJournalgofgBiologicalgChemistryYM
1995YMchaYMbjdcfZj

5.4 17

3 MolecularMbasisMofMmouseMmicrophthalmiaMUmiVMmutationsMhelpsMexplainMtheirMdevelopmentalMandM
phenotypicMconsequences[MNaturegGeneticsYM1994YMiYMcfgZgd 36.3 451

2 UseMofMdynamicMlightMscatteringMtoMassessMcrystallizabilityMofMmacromoleculesMandMmacromolecularM
assemblies[MStructureYM1994YMcYMdfhZj 5.2 120

1 RecognitionMbyMMaxMofMitsMcognateMuNrMthroughMaMdimericMb]yLy]ZMdomain[MNatureYM1993YMdgdYMdiZef 50.4 658
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