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m Paper IF Citations

151 TheMtranscriptionalMlandscapeMofMtheMmammalianMgenomebMScienceZM2005ZMgdmZMeiimajg 33.3 2807

150 unMatlasMofMactiveMenhancersMacrossMhumanMcellMtypesMandMtissuesbMNatureZM2014ZMidkZMhiiahje 50.4 1595

149 unalysisMofMtheMmouseMtranscriptomeMbasedMonMfunctionalMannotationMofMjdZkkdMfullalengthMcxNusbM
NatureZM2002ZMhfdZMijgakg 50.4 1350

148 uMpromoteralevelMmammalianMexpressionMatlasbMNatureZM2014ZMidkZMhjfakd 50.4 1301

147 GenomeawideManalysisMofMmammalianMpromoterMarchitectureMandMevolutionbMNaturehGeneticsZM2006ZM
glZMjfjagi 36.3 1021

146 StemMcellMtranscriptomeMprofilingMviaMmassiveascaleMmRNuMsequencingbMNaturehMethodsZM2008ZMiZMjegam 21.6 841

145 LongMnonacodingMantisenseMRNuMcontrolsMUchleMtranslationMthroughManMembeddedMSINyvfMrepeatbM
NatureZM2012ZMhmeZMhihak 50.4 684

144 TheMregulatedMretrotransposonMtranscriptomeMofMmammalianMcellsbMNaturehGeneticsZM2009ZMheZMijgake 36.3 601

143 unMatlasMofMhumanMlongMnonacodingMRNusMwithMaccurateMiUMendsbMNatureZM2017ZMihgZMemmafdh 50.4 581

142 unMatlasMofMcombinatorialMtranscriptionalMregulationMinMmouseMandMmanbMCellZM2010ZMehdZMkhhaif 56.2 555

141 GatewaysMtoMtheMzuNTOMiMpromoterMlevelMmammalianMexpressionMatlasbMGenomehBiologyZM2015ZMejZMff 18.3 443

140 uMdraftMnetworkMofMligandareceptoramediatedMmulticellularMsignallingMinMhumanbMNatureh
CommunicationsZM2015ZMjZMkljj 17.4 393

139 TranscribedMenhancersMleadMwavesMofMcoordinatedMtranscriptionMinMtransitioningMmammalianMcellsbM
ScienceZM2015ZMghkZMededah 33.3 384

138 TheMtranscriptionalMnetworkMthatMcontrolsMgrowthMarrestMandMdifferentiationMinMaMhumanMmyeloidM
leukemiaMcellMlinebMNaturehGeneticsZM2009ZMheZMiigajf 36.3 356

137 TinyMRNusMassociatedMwithMtranscriptionMstartMsitesMinManimalsbMNaturehGeneticsZM2009ZMheZMikfal 36.3 302

136 unMintegratedMexpressionMatlasMofMmiRNusMandMtheirMpromotersMinMhumanMandMmousebMNatureh
BiotechnologyZM2017ZMgiZMlkfalkl 44.5 282

135 HierarchicalMfoldingMandMreorganizationMofMchromosomesMareMlinkedMtoMtranscriptionalMchangesMinM
cellularMdifferentiationbMMolecularhSystemshBiologyZM2015ZMeeZMlif 12.2 229
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134 TheMmiRaekaipMmicroRNuMisMaMkeyMregulatorMofMtheMGecSMphaseMcellMcycleMtransitionbMGenomehBiologyZM
2008ZMmZMRefk 18.3 228

133 InductionMofMmicroRNusZMmiraeiiZMmirafffZMmirahfhMandMmiraidgZMpromotesMmonocyticM
differentiationMthroughMcombinatorialMregulationbMLeukemiaZM2010ZMfhZMhjdaj 10.7 205

132 xeepMtranscriptomeMprofilingMofMmammalianMstemMcellsMsupportsMaMregulatoryMroleMforM
retrotransposonsMinMpluripotencyMmaintenancebMNaturehGeneticsZM2014ZMhjZMiilajj 36.3 203

131 uMpredictiveMcomputationalMframeworkMforMdirectMreprogrammingMbetweenMhumanMcellMtypesbM
NaturehGeneticsZM2016ZMhlZMggeai 36.3 184

130 MiRaedkMandMMiRaeliMcanMinduceMcellMcycleMarrestMinMhumanMnonMsmallMcellMlungMcancerMcellMlinesbMPLoSh
ONEZM2009ZMhZMejjkk 3.7 173

129 TheMabundanceMofMshortMproteinsMinMtheMmammalianMproteomebMPLoShGeneticsZM2006ZMfZMeif 6 159

128 yffectsMofMcytosineMmethylationMonMtranscriptionMfactorMbindingMsitesbMBMChGenomicsZM2014ZMeiZMeem 4.5 156

127 UnamplifiedMcapManalysisMofMgeneMexpressionMonMaMsingleamoleculeMsequencerbMGenomehResearchZM
2011ZMfeZMeeidam 9.7 143

126 TranscriptMannotationMinMzuNTOMgnMmouseMgeneMcatalogMbasedMonMphysicalMcxNusbMPLoShGeneticsZM
2006ZMfZMejf 6 138

125 RedefinitionMofMtheMhumanMmastMcellMtranscriptomeMbyMdeepawuGyMsequencingbMBloodZM2014ZMefgZMeilajk 2.2 126

124 InteractiveMvisualizationMandManalysisMofMlargeascaleMsequencingMdatasetsMusingMZyNvUbMNatureh
BiotechnologyZM2014ZMgfZMfekam 44.5 124

123 wuGyrnMpreciseMTSSMdataMretrievalMandMhigharesolutionMpromoteromeMminingMforMintegrativeManalysesbM
NucleichAcidshResearchZM2015ZMhgZMeie 20.1 117

122 SystematicMassessmentMofMtissueMdissociationMandMstorageMbiasesMinMsingleacellMandMsingleanucleusM
RNuaseqMworkflowsbMGenomehBiologyZM2020ZMfeZMegd 18.3 117

121 TranscriptionMandMenhancerMprofilingMinMhumanMmonocyteMsubsetsbMBloodZM2014ZMefgZMemdam 2.2 101

120 NovelMgenesMregulatedMbyMSonicMHedgehogMinMpluripotentMmesenchymalMcellsbMOncogeneZM2002ZMfeZMlemjafdi9.2 101

119
yxpressionManalysisMofMtheMlongMnonacodingMRNuMantisenseMtoMUchleMVuSMUchleWMduringMdopaminergicM
cellsUMdifferentiationMinMvitroMandMinMneurochemicalMmodelsMofMParkinsonUsMdiseasebMFrontiershinh
CellularhNeuroscienceZM2015ZMmZMeeh

6.1 99

118 RegulationMofMwxwfivMphosphatasesMsubcellularMlocalizationbMOncogeneZM2000ZMemZMfekmali 9.2 92

117 zuNTOMiMwuGyMprofilesMofMhumanMandMmouseMsamplesbMScientifichDataZM2017ZMhZMekdeef 8.2 88

(2017-2008)
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116 wdcfivMactivityMisMregulatedMbyMehagagbMOncogeneZM2001ZMfdZMhgmgahde 9.2 88

115
xifferentialMrolesMofMepigeneticMchangesMandMzoxpgMexpressionMinMregulatoryMTMcellaspecificM
transcriptionalMregulationbMProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaZM2014ZMeeeZMiflmamh

11.5 85

114 PaxmMandMJaggedeMactMdownstreamMofMGligMinMvertebrateMlimbMdevelopmentbMMechanismshofh
DevelopmentZM2005ZMeffZMefelagg 1.7 84

113
GenerationMofMdiversityMinMtheMinnateMimmuneMsystemnMmacrophageMheterogeneityMarisesMfromM
geneaautonomousMtranscriptionalMprobabilityMofMindividualMinducibleMgenesbMJournalhofhImmunologyZM
2002ZMejlZMhhaid

5.3 84

112 SensitizationMtoMimmuneMcheckpointMblockadeMthroughMactivationMofMaMSTuTecNKMaxisMinMtheMtumorM
microenvironmentbMSciencehTranslationalhMedicineZM2019ZMeeZM 17.5 83

111 uMrescueMstrategyMforMmultimappingMshortMsequenceMtagsMrefinesMsurveysMofMtranscriptionalMactivityM
byMwuGybMGenomicsZM2008ZMmeZMfleal 4.3 82

110 wdcfiadependentMactivationMofMcyclinMuccdkfMisMblockedMinMGfMphaseMarrestedMcellsMindependentlyMofM
uTMcuTRbMOncogeneZM2001ZMfdZMmfeagf 9.2 82

109 UpdateMofMtheMzuNTOMMwebMresourcenMhighMresolutionMtranscriptomeMofMdiverseMcellMtypesMinM
mammalsbMNucleichAcidshResearchZM2017ZMhiZMxkgkaxkhg 20.1 80

108 SystematicMcharacterizationMofMtheMzincafingeracontainingMproteinsMinMtheMmouseMtranscriptomebM
GenomehResearchZM2003ZMegZMehgdahf 9.7 79

107 womparisonMofMwuGyMandMRNuaseqMtranscriptomeMprofilingMusingMclonallyMamplifiedMandM
singleamoleculeMnextagenerationMsequencingbMGenomehResearchZM2014ZMfhZMkdlaek 9.7 66

106 StromalMcellMdiversityMassociatedMwithMimmuneMevasionMinMhumanMtripleanegativeMbreastMcancerbM
EMBOhJournalZM2020ZMgmZMeedhdjg 13 66

105 TheMzuNTOMMwebMresourcenMfromMmammalianMtranscriptionalMlandscapeMtoMitsMdynamicMregulationbM
GenomehBiologyZM2009ZMedZMRhd 18.3 65

104
unalysisMofMtheMhumanMmonocyteaderivedMmacrophageMtranscriptomeMandMresponseMtoM
lipopolysaccharideMprovidesMnewMinsightsMintoMgeneticMaetiologyMofMinflammatoryMbowelMdiseasebM
PLoShGeneticsZM2017ZMegZMeeddjjhe

6 64

103 ulternateMtranscriptionMofMtheMTollalikeMreceptorMsignalingMcascadebMGenomehBiologyZM2006ZMkZMRed 18.3 63

102 womplementingMtissueMcharacterizationMbyMintegratingMtranscriptomeMprofilingMfromMtheMHumanM
ProteinMutlasMandMfromMtheMzuNTOMiMconsortiumbMNucleichAcidshResearchZM2015ZMhgZMjklkaml 20.1 61

101 unalysisMofMtheMxNuMmethylomeMandMtranscriptomeMinMgranulopoiesisMrevealsMtimedMchangesMandM
dynamicMenhancerMmethylationbMBloodZM2014ZMefgZMekmalm 2.2 59

100 ehagagMactsMasManMintramolecularMbridgeMtoMregulateMcdcfivMlocalizationMandMactivitybMJournalhofh
BiologicalhChemistryZM2003ZMfklZMflildak 5.4 59

99 MultipleMsplicingMvariantsMofMcdcfivMregulateMGfcMMprogressionbMBiochemicalhandhBiophysicalh
ResearchhCommunicationsZM1999ZMfjdZMiedai 3.4 59
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98 TheMenhancerMandMpromoterMlandscapeMofMhumanMregulatoryMandMconventionalMTacellM
subpopulationsbMBloodZM2014ZMefgZMejlakl 2.2 58

97 TranscriptomeMunalysisMofMRecurrentlyMxeregulatedMGenesMacrossMMultipleMwancersMIdentifiesMNewM
PanawancerMviomarkersbMCancerhResearchZM2016ZMkjZMfejafj 10.1 56

96 zuNTOMhMydgeyxpressxvnManMintegratedMdatabaseMofMpromotersZMgenesZMmicroRNusZMexpressionM
dynamicsMandMregulatoryMinteractionsbMGenomehBiologyZM2009ZMedZMRgm 18.3 56

95 uMnovelMcorepressorZMvwoRaLeZMrepressesMtranscriptionMthroughManMinteractionMwithMwtvPbMJournalhofh
BiologicalhChemistryZM2007ZMflfZMeifhlaik 5.4 53

94 PseudoamessengerMRNunMphantomsMofMtheMtranscriptomebMPLoShGeneticsZM2006ZMfZMefg 6 51

93 scMatchnMaMsingleacellMgeneMexpressionMprofileMannotationMtoolMusingMreferenceMdatasetsbM
BioinformaticsZM2019ZMgiZMhjllahjmi 7.2 50

92 LRRNhMandMUPKgvMareMmarkersMofMprimaryMmesothelialMcellsbMPLoShONEZM2011ZMjZMefigme 3.7 49

91 UpdateMofMtheMzuNTOMMwebMresourcenMfromMmammalianMtranscriptionalMlandscapeMtoMitsMdynamicM
regulationbMNucleichAcidshResearchZM2011ZMgmZMxlijajd 20.1 45

90 zuNTOMiMtranscriptomeMcatalogMofMcellularMstatesMbasedMonMSemanticMMediaWikibMDatabase:htheh
JournalhofhBiologicalhDatabaseshandhCurationZM2016ZMfdejZM 5 44

89 WholeMgenomeMtranscriptomeManalysisbMRNAhBiologyZM2009ZMjZMedkaef 4.8 42

88 TranscriptionalMlandscapeMofMMycobacteriumMtuberculosisMinfectionMinMmacrophagesbMScientifich
ReportsZM2018ZMlZMjkil 4.9 41

87 GenomeawideMreviewMofMtranscriptionalMcomplexityMinMmouseMproteinMkinasesMandMphosphatasesbM
GenomehBiologyZM2006ZMkZMRi 18.3 41

86 zunctionalMannotationMofMhumanMlongMnoncodingMRNusMviaMmolecularMphenotypingbMGenomeh
ResearchZM2020ZMgdZMedjdaedkf 9.7 41

85 wuGyMprofilingMofMncRNusMinMhepatocellularMcarcinomaMrevealsMwidespreadMactivationMofMretroviralM
LTRMpromotersMinMvirusainducedMtumorsbMGenomehResearchZM2015ZMfiZMelefafh 9.7 40

84 PhosphoregulatorsnMproteinMkinasesMandMproteinMphosphatasesMofMmousebMGenomehResearchZM2003ZM
egZMehhgaih 9.7 39

83 RedefiningMtheMtranscriptionalMregulatoryMdynamicsMofMclassicallyMandMalternativelyMactivatedM
macrophagesMbyMdeepwuGyMtranscriptomicsbMNucleichAcidshResearchZM2015ZMhgZMjmjmalf 20.1 38

82 RywLUnMaMpipelineMtoMdiscoverMreproducibleMtranscriptionalMstartMsitesMandMtheirMalternativeM
regulationMusingMcappedManalysisMofMgeneMexpressionMVwuGyWbMBMChGenomicsZM2014ZMeiZMfjm 4.5 37

81 weruloplasminMisMaMnovelMadipokineMwhichMisMoverexpressedMinMadiposeMtissueMofMobeseMsubjectsMandM
inMobesityaassociatedMcancerMcellsbMPLoShONEZM2014ZMmZMeldfkh 3.7 36

(2014-2014)
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80 MesencephalicMdopaminergicMneuronsMexpressMaMrepertoireMofMolfactoryMreceptorsMandMrespondMtoM
odorantalikeMmoleculesbMBMChGenomicsZM2014ZMeiZMkfm 4.5 36

79 TissueaspecificMgeneMexpressionMinMsoybeanMVGlycineMmaxWMdetectedMbyMcxNuMmicroarrayManalysisbM
JournalhofhPlanthPhysiologyZM2002ZMeimZMegjeaegkh 3.6 36

78 TheMzuNTOMiMcollectionZMaMdataMseriesMunderpinningMmammalianMtranscriptomeMatlasesMinMdiverseM
cellMtypesbMScientifichDataZM2017ZMhZMekdeeg 8.2 35

77 TheMfrequentMevolutionaryMbirthMandMdeathMofMfunctionalMpromotersMinMmouseMandMhumanbMGenomeh
ResearchZM2015ZMfiZMeihjaik 9.7 33

76 TheMstatisticalMgeometryMofMtranscriptomeMdivergenceMinMcellatypeMevolutionMandMcancerbMNatureh
CommunicationsZM2015ZMjZMjdjj 17.4 33

75 IntegrationMofMgeneticsMandMmiRNuatargetMgeneMnetworkMidentifiedMdiseaseMbiologyMimplicatedMinM
tissueMspecificitybMNucleichAcidshResearchZM2018ZMhjZMeelmlaeemdm 20.1 26

74 TranscriptionalMprofilingMofMtheMhumanMfibrillincLTvPMgeneMfamilyZMkeyMregulatorsMofMmesenchymalM
cellMfunctionsbMMolecularhGeneticshandhMetabolismZM2014ZMeefZMkgalg 3.7 25

73 xeepwuGyMTranscriptomicsMRevealManMImportantMRoleMofMtheMTranscriptionMzactorMMuzvMinMtheM
LymphaticMyndotheliumbMCellhReportsZM2015ZMegZMehmgaeidh 10.6 25

72 TheMcombinationMofMgeneMperturbationMassayMandMwhIPachipMrevealsMfunctionalMdirectMtargetMgenesM
forMIRzlMinMTHPaeMcellsbMMolecularhImmunologyZM2010ZMhkZMffmiagdf 4.3 25

71 PredictingMcellatoacellMcommunicationMnetworksMusingMNuTMIbMNaturehCommunicationsZM2020ZMeeZMidee 17.4 25

70 PromoteralevelMexpressionMclusteringMidentifiesMtimeMdevelopmentMofMtranscriptionalMregulatoryM
cascadesMinitiatedMbyMyrbvMreceptorsMinMbreastMcancerMcellsbMScientifichReportsZM2015ZMiZMeemmm 4.9 24

69 wharacterizingMembryonicMgeneMexpressionMpatternsMinMtheMmouseMusingMnonredundantM
sequenceabasedMselectionbMGenomehResearchZM2003ZMegZMfjdmafd 9.7 24

68 uMtransientMdisruptionMofMfibroblasticMtranscriptionalMregulatoryMnetworkMfacilitatesM
transadifferentiationbMNucleichAcidshResearchZM2014ZMhfZMlmdiaeg 20.1 23

67 SystematicManalysisMofMtranscriptionMstartMsitesMinMavianMdevelopmentbMPLoShBiologyZM2017ZMeiZMefddfllk 9.7 22

66 zunctionalMannotationMofMtheMvlincMclassMofMnonacodingMRNusMusingMsystemsMbiologyMapproachbM
NucleichAcidshResearchZM2016ZMhhZMgfggaif 20.1 21

65
unlaysisMofMcomplementaryMexpressionMprofilesMfollowingMWTeMinductionMversusMrepressionMrevealsM
theMcholesterolcfattyMacidMsyntheticMpathwaysMasMaMpossibleMmajorMtargetMofMWTebMOncogeneZM2004ZM
fgZMgdjkakm

9.2 21

64
RetinoicMacidMpotentiatesMinflammatoryMcytokinesMinMhumanMmastMcellsnMidentificationMofMmastMcellsMasM
prominentMconstituentsMofMtheMskinMretinoidMnetworkbMMolecularhandhCellularhEndocrinologyZM2015ZM
hdjZMhmaim

4.4 20

63 IntegrativeMwuGyMandMxNuMMethylationMProfilingMIdentifyMypigeneticallyMRegulatedMGenesMinMNSwLwbM
MolecularhCancerhResearchZM2017ZMeiZMegihaegji 6.6 20
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62 NewMeraMinMgeneticsMofMearlyaonsetMmuscleMdiseasenMvreakthroughsMandMchallengesbMSeminarshinhCellh
andhDevelopmentalhBiologyZM2017ZMjhZMejdaekd 7.5 20

61 HighathroughputMtranscriptionMprofilingMidentifiesMputativeMepigeneticMregulatorsMofMhematopoiesisbM
BloodZM2014ZMefgZMehjaik 2.2 19

60 TranscriptionalMxynamicsMxuringMHumanMudipogenesisMandMItsMLinkMtoMudiposeMMorphologyMandM
xistributionbMDiabetesZM2017ZMjjZMfelafgd 0.9 19

59
ReinforcingMtheMassociationMbetweenMdistalMeqMwNVsMandMstructuralMbrainMdisordernMuMcaseMofMaM
complexMeqhgaqhhMwNVMandMaMreviewMofMtheMliteraturebMAmericanhJournalhofhMedicalhGeneticshParthB:h
NeuropsychiatrichGeneticsZM2016ZMekevZMhilajk

3.5 18

58 uutomatedMworkflowMforMpreparationMofMcxNuMforMcapManalysisMofMgeneMexpressionMonMaMsingleM
moleculeMsequencerbMPLoShONEZM2012ZMkZMegdldm 3.7 18

57 TechnicalMudvancenMTranscriptionMfactorZMpromoterZMandMenhancerMutilizationMinMhumanMmyeloidMcellsbM
JournalhofhLeukocytehBiologyZM2015ZMmkZMmliammi 6.5 17

56 TheMwonstrainedMMaximalMyxpressionMLevelMOwingMtoMHaploidyMShapesMGeneMwontentMonMtheM
MammalianMXMwhromosomebMPLoShBiologyZM2015ZMegZMeeddfgei 9.7 17

55 uMsimpleMmetricMofMpromoterMarchitectureMrobustlyMpredictsMexpressionMbreadthMofMhumanMgenesM
suggestingMthatMmostMtranscriptionMfactorsMareMpositiveMregulatorsbMGenomehBiologyZM2014ZMeiZMheg 18.3 17

54 SubcellularMlocalizationMofMmammalianMtypeMIIMmembraneMproteinsbMTrafficZM2006ZMkZMjegafi 5.7 17

53 viaallelicMmutationsMinMMYLeMcauseMaMsevereMcongenitalMmyopathybMHumanhMolecularhGeneticsZM2018ZM
fkZMhfjgahfkf 5.6 17

52 YYeMbindingMassociationMwithMsexabiasedMtranscriptionMrevealedMthroughMXalinkedMtranscriptMlevelsM
andMallelicMbindingManalysesbMScientifichReportsZM2016ZMjZMgkgfh 4.9 16

51 wwMchemokineMligandMfMandMleukemiaMinhibitoryMfactorMcooperativelyMpromoteMpluripotencyMinM
mouseMinducedMpluripotentMcellsbMStemhCellsZM2011ZMfmZMeemjafdi 5.8 16

50 PhosphoregxvnMtheMtissueMandMsubacellularMdistributionMofMmammalianMproteinMkinasesMandM
phosphatasesbMBMChBioinformaticsZM2006ZMkZMlf 3.6 16

49 TranscriptionalMdynamicsMrevealMcriticalMrolesMforMnonacodingMRNusMinMtheMimmediateaearlyMresponsebM
PLoShComputationalhBiologyZM2015ZMeeZMeeddhfek 5 15

48 whromatinMstatesMrevealMfunctionalMassociationsMforMgloballyMdefinedMtranscriptionMstartMsitesMinMfourM
humanMcellMlinesbMBMChGenomicsZM2014ZMeiZMefd 4.5 15

47 untisenseMTranscriptionMinMLociMussociatedMtoMHereditaryMNeurodegenerativeMxiseasesbMMolecularh
NeurobiologyZM2019ZMijZMigmfaihei 6.2 15

46 UnravellingMtheMmolecularMbasisMforMregulatoryMTacellMplasticityMandMlossMofMfunctionMinMdiseasebM
ClinicalhandhTranslationalhImmunologyZM2018ZMkZMeedee 6.8 14

45 SpecificMmesothelialMsignatureMmarksMtheMheterogeneityMofMmesenchymalMstemMcellsMfromMhighagradeM
serousMovarianMcancerbMStemhCellsZM2014ZMgfZMfmmlagdee 5.8 14

(2014-2017)
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44 wwLfMenhancesMpluripotencyMofMhumanMinducedMpluripotentMstemMcellsMbyMactivatingMhypoxiaMrelatedM
genesbMScientifichReportsZM2014ZMhZMiffl 4.9 14

43 RegulatoryMinterdependenceMofMmyeloidMtranscriptionMfactorsMrevealedMbyMMatrixMRNuiManalysisbM
GenomehBiologyZM2009ZMedZMRefe 18.3 14

42 TranscriptomeManalysisMofMperiodontitisaassociatedMfibroblastsMbyMwuGyMsequencingMidentifiedMxLXiM
andMRUNXfMlongMvariantMasMnovelMregulatorsMinvolvedMinMperiodontitisbMScientifichReportsZM2016ZMjZMggjjj 4.9 14

41 TranscriptomeMunalysisMUncoversMaMGrowthaPromotingMuctivityMofMOrosomucoidaeMonMHepatocytesbM
EBioMedicineZM2017ZMfhZMfikafjj 8.8 13

40 TheMevolutionMofMhumanMcellsMinMtermsMofMproteinMinnovationbMMolecularhBiologyhandhEvolutionZM2014ZM
geZMegjhakh 8.3 13

39 yxplorationMofMtheMcellacycleMgenesMfoundMwithinMtheMRIKyNMzuNTOMfMdataMsetbMGenomehResearchZM
2003ZMegZMegjjaki 9.7 12

38 womparativeMtranscriptomicsMofMprimaryMcellsMinMvertebratesbMGenomehResearchZM2020ZMgdZMmieamje 9.7 12

37 OnatheaflyMselectionMofMcellaspecificMenhancersZMgenesZMmiRNusMandMproteinsMacrossMtheMhumanMbodyM
usingMSlidevasebMDatabase:hthehJournalhofhBiologicalhDatabaseshandhCurationZM2016ZMfdejZM 5 12

36 wuGydaoPOSSUMnMmotifMenrichmentManalysisMfromMwuGyaderivedMTSSsbMBioinformaticsZM2016ZMgfZMflilajd7.2 11

35 MappingMMammalianMwellatypeaspecificMTranscriptionalMRegulatoryMNetworksMUsingMKxawuGyMandM
whIPaseqMxataMinMtheMTwaYIKMwellMLinebMFrontiershinhGeneticsZM2015ZMjZMgge 4.5 11

34 vuildingMpromoterMawareMtranscriptionalMregulatoryMnetworksMusingMsiRNuMperturbationMandM
deepwuGybMNucleichAcidshResearchZM2010ZMglZMleheal 20.1 11

33 xeepwuGyMtranscriptomicsMidentifyMHOXxedMasMaMtranscriptionMfactorMregulatingMlymphaticM
endothelialMresponsesMtoMVyGzawbMJournalhofhCellhScienceZM2016ZMefmZMfikgali 5.3 11

32 LinkingMzuNTOMiMwuGyMpeaksMtoMannotationsMwithMwuGyscanbMScientifichDataZM2017ZMhZMekdehk 8.2 10

31 vrainaynrichedMwodingMandMLongMNonacodingMRNuMGenesMureMOverrepresentedMinMRecurrentM
NeurodevelopmentalMxisorderMwNVsbMCellhReportsZM2020ZMggZMedlgdk 10.6 10

30 SystematicMassessmentMofMtissueMdissociationMandMstorageMbiasesMinMsingleacellMandMsingleanucleusM
RNuaseqMworkflows 9

29 SharedMactivityMpatternsMarisingMatMgeneticMsusceptibilityMlociMrevealMunderlyingMgenomicMandMcellularM
architectureMofMhumanMdiseasebMPLoShComputationalhBiologyZM2018ZMehZMeeddimgh 5 8

28 MyoglobinopathyMisManMadultaonsetMautosomalMdominantMmyopathyMwithMcharacteristicMsarcoplasmicM
inclusionsbMNaturehCommunicationsZM2019ZMedZMegmj 17.4 7

27 wuGyadefinedMpromoterMregionsMofMtheMgenesMimplicatedMinMRettMSyndromebMBMChGenomicsZM2014ZM
eiZMeekk 4.5 7
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26 womprehensiveMwharacterizationMofMTranscriptionalMuctivityMduringMInfluenzaMuMVirusMInfectionM
RevealsMviasesMinMwapaSnatchingMofMHostMRNuMSequencesbMJournalhofhVirologyZM2020ZMmhZM 6.6 6

25 zunctionalMunnotationMofMHumanMLongMNonawodingMRNusMviaMMolecularMPhenotyping 6

24 wuGyxploreRnManMRMpackageMforMtheManalysisMandMvisualizationMofMpromoterMdynamicsMacrossMmultipleM
experimentsbMBioinformaticsZM2014ZMgdZMeelgaeelh 7.2 5

23 unnotatingMnonacodingMtranscriptionMusingMfunctionalMgenomicsMstrategiesbMBriefingshinhFunctionalh
GenomicshohProteomicsZM2009ZMlZMhgkahg 5

22 MonitoringMtranscriptionMinitiationMactivitiesMinMratMandMdogbMScientifichDataZM2017ZMhZMekdekg 8.2 4

21 HumanMgeneticsMandMgenomicsMmeetingsMgoingMvirtualnMpracticalMlessonsMlearnedMfromMtwoM
internationalMmeetingsMinMearlyMfdfdbMHumanhGenomicsZM2020ZMehZMfk 6.8 4

20 MolecularMInsightsMIntoMRegulatoryMTawellMudaptationMtoMSelfZMynvironmentZMandMHostMTissuesnM
PlasticityMorMLossMofMzunctionMinMuutoimmuneMxiseasebMFrontiershinhImmunologyZM2020ZMeeZMefjm 8.4 4

19 IdentificationMofMnovelMcerebellarMdevelopmentalMtranscriptionalMregulatorsMwithMmotifMactivityM
analysisbMBMChGenomicsZM2019ZMfdZMkel 4.5 3

18 uMTranscriptionalMSwitchMPointMxuringMHematopoieticMStemMandMProgenitorMwellMOntogenybMStemh
CellshandhDevelopmentZM2017ZMfjZMgehagfk 4.4 3

17 unMutlasMofMwombinatorialMTranscriptionalMRegulationMinMMouseMandMManbMCellZM2010ZMeheZMgjm 56.2 3

16 xiscoveryMofMwidespreadMtranscriptionMinitiationMatMmicrosatellitesMpredictableMbyMsequenceabasedM
deepMneuralMnetworkbMNaturehCommunicationsZM2021ZMefZMgfmk 17.4 3

15 yxpressionMLevelsMofMTherapeuticMTargetsMasMIndicatorsMofMSensitivityMtoMTargetedMTherapeuticsbM
MolecularhCancerhTherapeuticsZM2019ZMelZMfhldafhlm 6.1 3

14 wonservedMtemporalMorderingMofMpromoterMactivationMimplicatesMcommonMmechanismsMgoverningM
theMimmediateMearlyMresponseMacrossMcellMtypesMandMstimulibMOpenhBiologyZM2018ZMlZM 7 3

13 TranscriptionMzactorMNKXjbgMShedsMLightMonMGastricMwancerMProgressionbMEBioMedicineZM2016ZMmZMmaed 8.8 2

12 TranscriptionMstartMsiteMprofilingMofMeiManatomicalMregionsMofMtheMMacacaMmulattaMcentralMnervousM
systembMScientifichDataZM2017ZMhZMekdejg 8.2 2

11 SharedMactivityMpatternsMarisingMatMgeneticMsusceptibilityMlociMrevealMunderlyingMgenomicMandMcellularM
architectureMofMhumanMdisease 2

10 SingleacellManalysisMrevealsMdiverseMstromalMsubsetsMassociatedMwithMimmuneMevasionMinM
tripleanegativeMbreastMcancer 2

9
IntraaMandMintertumoralMheterogeneityMofMliverMmetastasesMinMaMpatientMwithMuvealMmelanomaM
revealedMbyMsingleacellMRNuMsequencingbMJournalhofhPhysicalhEducationhandhSportshManagementZM2021
ZMkZM

2.8 2

(2021-2020)
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8 xiscoveryMofMTranscriptionMzactorsMNovelMtoMMouseMwerebellarMGranuleMwellMxevelopmentMThroughM
LaserawaptureMMicrodissectionbMCerebellumZM2018ZMekZMgdlagfi 4.3 1

7 upplicationMofMGeneMyxpressionMTrajectoriesMInitiatedMfromMyrbvMReceptorMuctivationMHighlightsMtheM
xynamicsMofMxivergentMPromoterMUsagebMPLoShONEZM2015ZMedZMedehhekj 3.7 1

6 MaxHiwnMrobustMestimationMofMchromatinMinteractionMfrequencyMinMHiawMandMcaptureMHiawMexperiments 1

5 wuGydaoPOSSUMnMmotifMenrichmentManalysisMfromMwuGyaderivedMTSSs 1

4 ImprovedMwRISPRcwasmMgeneMeditingMinMprimaryMhumanMmyoblastsMusingMlowMconfluencyMculturesMonM
MatrigelbMSkeletalhMuscleZM2021ZMeeZMfg 5.1 1

3 zunctionalMvalidationMofMvariantsMofMunknownMsignificanceMusingMwRISPRMgeneMeditingMandM
transcriptomicsnMuMKleefstraMsyndromeMcaseMstudybbMGeneZM2022ZMlfeZMehjflk 3.8 0

2 xeepMsequencingMbloodMtranscriptomesbMBloodZM2014ZMefgZMfimiaj 2.2

1 StrandedMRNuaSeqnMStrandaSpecificMShotgunMSequencingMofMRNuM2012ZMmeaedl

Alistair R R Forrest
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