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Costs of cold acclimation on survival and reproductive behavior in Drosophila melanogaster. PLoS 05 20
ONE, 2018, 13, e0197822. )
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Genetic Decoupling of Thermal Hardiness across Metamorphosis in Drosophila melanogaster.
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Seasonal variation in basal and plastic cold tolerance: Adaptation is influenced by both longa€.and
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Artificial selection on chill-coma recovery time in Drosophila melanogaster: Direct and correlated
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Constraints, independence, and evolution of thermal plasticity: Probing genetic architecture of long-
and short-term thermal acclimation. Proceedings of the National Academy of Sciences of the United
States of America, 2015, 112, 4399-4404.

Ecotypes of an ecologically dominant prairie grass (<i> <scp>A</scp>ndropogon gerardii</i>) exhibit
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Natural selection drives clinal life history patterns in the perennial sunflower species, Helianthus 3.9 64
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Molecular phylogeny of the subfamily Amphistichinae (Teleostei: Embiotocidae) reveals parallel
divergent evolution of red pigmentation in two rapidly evolving lineages of sand-dwelling surfperch.
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Genetic variation in heat-stress tolerance among South American Drosophila populations. Genetica, 11 14
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Genetic variation in senescence marker protein-30 is associated with natural variation in cold
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Quantitative Genetics of Pigmentation Development in 2 Populations of the Common Garter Snake,

Thamnophis sirtalis. Journal of Heredity, 2010, 101, 573-580.

Response of a complex foraging phenotype to artificial selection on its component traits.
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Quantitative genomics of locomotor behavior in Drosophila melanogaster. Genome Biology, 2007, 8,
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Quantitative trait loci for thermotolerance phenotypes in Drosophila melanogaster. Heredity, 2006,
96, 232-242.
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