
Carl A Gagnon

ListjofjPublicationsjbyjCitations

Source:jhttps://exaly.com/authorypdf/9349644/carlyaygagnonypublicationsybyycitations.pdf

Version:j2024y04y28j

Thisjdocumentjhasjbeenjgeneratedjbasedjonjthejpublicationsjandjcitationsjrecordedjbyjexaly.com.jForj

thejlatestjversionjofjthisjpublicationjlistxjvisitjthejlinkjgivenjabove.

ThejthirdjcolumnjisjthejimpactjfactorjsIFtjofjthejjournalxjandjthejfourthjcolumnjisjthejnumberjofj

citationsjofjthejarticle.

69
papers

1,389
citations

20
h-index

35
g-index

70
ext. papers

1,614
ext. citations

3.2
avg, IF

4.3
L-index



m Paper IF Citations

69 TheNemergenceNofNporcineNcircovirusNgbNgenotypeNVPxVbgbWNinNswineNinNxanadacNCanadianiVeterinaryi
JournalaN2007aNimaNmffbn 0.5 115

68 TheNroleNofNporcineNreproductiveNandNrespiratoryNsyndromeNVPRRSWNvirusNstructuralNandN
nonbstructuralNproteinsNinNvirusNpathogenesiscNAnimaliHealthiResearchiReviewsaN2010aNffaNfhjbkh 2.1 105

67
SeroneutralizationNofNporcineNreproductiveNandNrespiratoryNsyndromeNvirusNcorrelatesNwithNantibodyN
responseNtoNtheNéPjNmajorNenvelopeNglycoproteincNJournaliofiVeterinaryiDiagnosticiInvestigationaN
1999aNffaNgebk

1.5 105

66
yevelopmentNandNuseNofNaNmultiplexNrealbtimeNquantitativeNpolymeraseNchainNreactionNassayNforN
detectionNandNdifferentiationNofNPorcineNcircovirusbgNgenotypesNgaNandNgbNinNanNepidemiologicalN
surveycNJournaliofiVeterinaryiDiagnosticiInvestigationaN2008aNgeaNjijbjm

1.5 83

65
TheNemergenceNofNaNnewNstrainNofNporcineNcircovirusbgNinNOntarioNandNQuebecNswineNandNitsN
associationNwithNsevereNporcineNcircovirusNassociatedNdiseasebbgeeibgeekcNCanadianiJournaliofi
VeterinaryiResearchaN2008aNlgaNgjnbkm

63

64 ImpactNofNdeoxynivalenolNVyONWNcontaminatedNfeedNonNintestinalNintegrityNandNimmuneNresponseNinN
swinecNFoodiandiChemicaliToxicologyaN2015aNmeaNlbfk 4.7 57

63 zmergenceNofNaNnewNtypeNofNporcineNcircovirusNinNswineNVPxVWoNaNtypeNfNandNtypeNgNPxVNrecombinantcN
VeterinaryiMicrobiologyaN2010aNfiiaNfmbgh 3.3 49

62 zmergenceNofNaNnewNswineNHhNgNandNpandemicNVHfNfWNgeenNinfluenzaNvNvirusNreassortantNinNtwoN
xanadianNanimalNpopulationsaNminkNandNswinecNJournaliofiClinicaliMicrobiologyaN2011aNinaNihmkbne 9.7 43

61 xoinfectionsNandNtheirNmolecularNconsequencesNinNtheNporcineNrespiratoryNtractcNVeterinaryiResearch
aN2020aNjfaNme 3.8 42

60
vNsubsetNofNporcineNreproductiveNandNrespiratoryNsyndromeNvirusNéPhNglycoproteinNisNreleasedNintoN
theNcultureNmediumNofNcellsNasNaNnonbvirionbassociatedNandNmembranebfreeNVsolubleWNformcNJournali
ofiVirologyaN1998aNlgaNkgnmbhek

6.6 42

59
PorcineNreproductiveNandNrespiratoryNsyndromeNvirusNdiversityNofNzasternNxanadaNswineNherdsNinNaN
largeNsequenceNdatasetNrevealsNtwoNhypervariableNregionsNunderNpositiveNselectioncNInfectionxi
GeneticsiandiEvolutionaN2012aNfgaNffffbn

4.5 40

58 xapsularNsialicNacidNofNStreptococcusNsuisNserotypeNgNbindsNtoNswineNinfluenzaNvirusNandNenhancesN
bacterialNinteractionsNwithNvirusbinfectedNtrachealNepithelialNcellscNInfectioniandiImmunityaN2013aNmfaNiinmbjem3.7 40

57 xharacterizationNofNaNxanadianNminkNHhNgNinfluenzaNvNvirusNisolateNgeneticallyNrelatedNtoNtripleN
reassortantNswineNinfluenzaNviruscNJournaliofiClinicaliMicrobiologyaN2009aNilaNlnkbn 9.7 40

56 virborneNporcineNcircovirusNinNxanadianNswineNconfinementNbuildingscNVeterinaryiMicrobiologyaN2010aN
fifaNggibhe 3.3 38

55 TheNspreadNofNtypeNgNPorcineNReproductiveNandNRespiratoryNSyndromeNVirusNVPRRSVWNinNNorthN
vmericaoNaNphylogeographicNapproachcNVirologyaN2013aNiilaNfikbji 3.6 36

54
PorcineNreproductiveNandNrespiratoryNsyndromeNvirusNVPRRSVWbspecificNmvbsoNsupportingN
diagnosticsNandNprovidingNnewNinsightsNintoNtheNantigenicNpropertiesNofNtheNviruscNVeterinaryi
ImmunologyiandiImmunopathologyaN2011aNfifaNgikbjl

2 36

53
IdentificationNofNaNnewNcellNlineNpermissiveNtoNporcineNreproductiveNandNrespiratoryNsyndromeNvirusN
infectionNandNreplicationNwhichNisNphenotypicallyNdistinctNfromNMvRxbfijNcellNlinecNVirologyiJournalaN
2012aNnaNgkl

6.1 31

Carl A Gagnon

2



52
PotentialNuseNofNaNrecombinantNreplicationbdefectiveNadenovirusNvectorNcarryingNtheNxbterminalN
portionNofNtheNPnlNadhesinNproteinNasNaNvaccineNagainstNMycoplasmaNhyopneumoniaeNinNswinecN
VaccineaN2010aNgmaNimegbn

4.1 27

51 vlternativeNcodonNusageNofNPRRSNvirusNORFjNgeneNincreasesNeucaryoticNexpressionNofNéPVjWN
glycoproteinNandNimprovesNimmuneNresponseNinNchallengedNpigscNVaccineaN2005aNghaNiefkbgg 4.1 24

50 éeneticNdiversityNofNMycoplasmaNhyopneumoniaeNisolatesNofNabattoirNpigscNVeterinaryiMicrobiologyaN
2014aNfkmaNhimbjk 3.3 23

49 InvestigationNofNtheNspeciesNoriginNofNtheNStcNJudeNPorcineNLungNepithelialNcellNlineNVSJPLWNmadeN
availableNtoNresearcherscNJournaliofiVirologyaN2010aNmiaNjijibj 6.6 20

48 TranscriptionalNvnalysisNofNPRRSVbInfectedNPorcineNyendriticNxellNResponseNtoNStreptococcusNsuisN
InfectionNRevealsNUpbRegulationNofNInflammatorybRelatedNéenesNzxpressioncNPLoSiONEaN2016aNffaNeefjkefn3.7 20

47
yeoxynivalenolNVyONWNnaturallyNcontaminatedNfeedNimpairsNtheNimmuneNresponseNinducedNbyN
porcineNreproductiveNandNrespiratoryNsyndromeNvirusNVPRRSVWNliveNattenuatedNvaccinecNVaccineaN
2015aNhhaNhmmfbk

4.1 19

46 vctinobacillusNpleuropneumoniaeNpossessesNanNantiviralNactivityNagainstNporcineNreproductiveNandN
respiratoryNsyndromeNviruscNPLoSiONEaN2014aNnaNenmihi 3.7 19

45 zffectNofNdeoxynivalenolNVyONWNmycotoxinNonNinNvivoNandNinNvitroNporcineNcircovirusNtypeNgN
infectionscNVeterinaryiMicrobiologyaN2015aNflkaNgjlbkl 3.3 18

44 TranscriptionalNapproachNtoNstudyNporcineNtrachealNepithelialNcellsNindividuallyNorNduallyNinfectedN
withNswineNinfluenzaNvirusNandNStreptococcusNsuiscNBMCiVeterinaryiResearchaN2014aNfeaNmk 2.7 17

43
ImmunogenicNandNprotectiveNpropertiesNofNéPjNandNMNstructuralNproteinsNofNporcineNreproductiveN
andNrespiratoryNsyndromeNvirusNexpressedNfromNreplicatingNbutNnondisseminatingNadenovectorscN
VeterinaryiResearchaN2013aNiiaNfl

3.8 17

42 IdentificationNofNaNnovelNherpesvirusNassociatedNwithNaNpenileNproliferativeNlesionNinNaNbelugaN
VyelphinapterusNleucasWcNJournaliofiWildlifeiDiseasesaN2015aNjfaNgiibn 1.3 16

41 IdentificationNofNaNnovelNherpesvirusNassociatedNwithNcutaneousNulcersNinNaNfisherNVMartesNpennantiWcN
JournaliofiVeterinaryiDiagnosticiInvestigationaN2011aNghaNnmkbne 1.5 16

40
zucaryoticNexpressionNofNtheNnucleocapsidNproteinNgeneNofNporcineNcircovirusNtypeNgNandNuseNofNtheN
proteinNinNanNindirectNimmunofluorescenceNassayNforNserologicalNdiagnosisNofNpostweaningN
multisystemicNwastingNsyndromeNinNpigscNVaccineiJournalaN2004aNffaNlhkbif

14

39 InNvitroNeffectNofNdeoxynivalenolNVyONWNmycotoxinNonNporcineNreproductiveNandNrespiratoryN
syndromeNvirusNreplicationcNFoodiandiChemicaliToxicologyaN2014aNkjaNgfnbgk 4.7 13

38 InNvivoNeffectNofNdeoxynivalenolNVyONWNnaturallyNcontaminatedNfeedNonNporcineNreproductiveNandN
respiratoryNsyndromeNvirusNVPRRSVWNinfectioncNVeterinaryiMicrobiologyaN2014aNfliaNifnbigk 3.3 13

37 vntibodyNresponsesNinducedNinNmiceNimmunizedNwithNrecombinantNadenovectorsNexpressingN
chimericNproteinsNofNvariousNporcineNpathogenscNVaccineaN2013aNhfaNgknmblei 4.1 12

36 HzRPzSVIRUSzSNINxLUyINéNNOVzLNévMMvHzRPzSVIRUSzSNvRzNWIyzSPRzvyNvMONéNPHOxIyN
SzvLNSPzxIzSNINNxvNvyvcNJournaliofiWildlifeiDiseasesaN2016aNjgaNlebmf 1.3 9

35
PropidiumNmonoazideNVPMvWNandNethidiumNbromideNmonoazideNVzMvWNimproveNyNvNarrayNandN
highbthroughputNsequencingNofNporcineNreproductiveNandNrespiratoryNsyndromeNvirusNidentificationcN
JournaliofiVirologicaliMethodsaN2015aNgggaNfmgbnf

2.6 8

(2015-2010)

3



34 ImpactNofNvctinobacillusNpleuropneumoniaeNbiofilmNmodeNofNgrowthNonNtheNlipidNvNstructuresNandN
stimulationNofNimmuneNcellscNInnateiImmunityaN2016aNggaNhjhbkg 2.7 8

33 zsophagitisNandNPharyngitisNvssociatedNwithNvvianNInfectiousNLaryngotracheitisNinNwackyardN
xhickensoNTwoNxasescNAvianiDiseasesaN2017aNkfaNgjjbgke 1.6 8

32
zfficacyNofNFosteraNPRRSNmodifiedNliveNvirusNvaccineNagainstNaNxanadianNheterologousNvirulentNfieldN
strainNofNporcineNreproductiveNandNrespiratoryNsyndromeNviruscNCanadianiJournaliofiVeterinaryi
ResearchaN2016aNmeaNfbff

0.5 7

31
xhickenNvstrovirusNVxvstVWNMolecularNStudiesNRevealNzvidenceNofNMultipleNPastNRecombinationN
zventsNinNSequencesNOriginatedNfromNxlinicalNSamplesNofNWhiteNxhickNSyndromeNVWxSWNinNWesternN
xanadacNVirusesaN2020aNfgaN

6.2 7

30 yualNinfectionsNofNxyfkhNexpressingNNPTrNepithelialNcellsNwithNinfluenzaNvNvirusNandNPRRSVcN
VeterinaryiMicrobiologyaN2017aNgelaNfihbfim 3.3 6

29 QuebecoNyetectionNofNbovineNlymphotropicNherpesvirusNyNvNinNtissuesNofNaNbovineNabortedNfetuscN
CanadianiVeterinaryiJournalaN2010aNjfaNfegfbg 0.5 6

28
WholebéenomeNSequencingNofNPorcineNReproductiveNandNRespiratoryNSyndromeNVirusNfromNFieldN
xlinicalNSamplesNImprovesNtheNéenomicNSurveillanceNofNtheNViruscNJournaliofiClinicaliMicrobiologyaN
2020aNjmaN

9.7 6

27 vctinobacillusNpleuropneumoniaeNinducesNSJPLNcellNcycleNarrestNinNégdMbphaseNandNinhibitsNporcineN
reproductiveNandNrespiratoryNsyndromeNvirusNreplicationcNVirologyiJournalaN2015aNfgaNfmm 6.1 5

26 zxposureNofNferalNswineNVSusNscrofaWNinNtheNUnitedNStatesNtoNselectedNpathogenscNCanadianiJournaliofi
VeterinaryiResearchaN2015aNlnaNlibm 0.5 5

25 vnalysisNofNWholebéenomeNSequencesNofNInfectiousNlaryngotracheitisNVirusNIsolatesNfromNPoultryN
FlocksNinNxanadaoNzvidenceNofNRecombinationcNVirusesaN2020aNfgaN 6.2 5

24 wirdNSpeciesNInvolvedNinNWestNNileNVirusNzpidemiologicalNxycleNinNSouthernNQuˆ'beccNInternationali
JournaliofiEnvironmentaliResearchiandiPubliciHealthaN2020aNflaN 4.6 4

23
WholeNéenomeNSequencingNofNaNxanadianNwovineNéammaherpesvirusNiNStrainNandNtheNPossibleNLinkN
betweenNtheNViralNInfectionNandNRespiratoryNandNReproductiveNxlinicalNManifestationsNinNyairyN
xattlecNFrontiersiiniVeterinaryiScienceaN2017aNiaNng

3.1 4

22 PostvaccinalNreovirusNinfectionNwithNhighNmortalityNinNbreederNchickscNAvianiDiseasesaN2014aNjmaNkjnbkj 1.6 4

21 éeneticNrelatednessNofNrecentNxanadianNequineNinfluenzaNvirusNisolatesNwithNvaccineNstrainsNusedNinN
theNfieldcNCanadianiVeterinaryiJournalaN2007aNimaNfegmbhe 0.5 4

20 xanadaoNFirstNreportNofNaNbovineNpathogenaNinNtheNrespiratoryNtractNofNswineNinNxanadacNCanadiani
VeterinaryiJournalaN2018aNjnaNfhhhbfhhl 0.5 4

19
vctinobacillusNpleuropneumoniaeNcultureNsupernatantNantiviralNeffectNagainstNporcineNreproductiveN
andNrespiratoryNsyndromeNvirusNoccursNpriorNtoNtheNviralNgenomeNreplicationNandNtranscriptionN
throughNactinNdepolymerizationcNJournaliofiMedicaliMicrobiologyaN2018aNklaNginbgki

3.2 4

18
éenotypingNofNInfectiousNLaryngotracheitisNVirusNVILTVWNIsolatesNfromNWesternNxanadianNProvincesN
ofNvlbertaNandNwritishNxolumbiaNwasedNonNPartialNOpenNReadingNFrameNVORFWNaNandNbcNAnimalsaN2020aN
feaN

3.1 4

17
PorcineNreproductiveNandNrespiratoryNsyndromeNvirusNwholebgenomeNsequencingNefficacyNwithNfieldN
clinicalNsamplesNusingNaNpolyVvWbtailNviralNgenomeNpurificationNmethodcNJournaliofiVeterinaryi
DiagnosticiInvestigationaN2021aNhhaNgfkbggk

1.5 4

Carl A Gagnon

4



16 WHOLzNézNOMzNSzQUzNxINéNOFNvNNvVIPOXVIRUSNvSSOxIvTzyNWITHNINFzxTIONSNINNvNéROUPN
OFNvVIvRYbHOUSzyNSNOWNwUNTINéSNVWcNJournaliofiZooiandiWildlifeiMedicineaN2020aNjeaNmehbmfg 0.9 3

15 HighbthroughputNsequencingNrevealedNtheNpresenceNofNanNunforeseenNparvovirusNspeciesNinN
xanadianNswineoNtheNporcineNpartetraviruscNCanadianiVeterinaryiJournalaN2013aNjiaNlmlbn 0.5 3

14 systemicNinfectionNinNaNdomesticNfierybshoulderedNconureNbirdNVWcNJMMiCaseiReportsaN2018aNjaNeeejfjm 0.5 3

13 PathogenicNandNTransmissionNPotentialNofNWildtypeNandNxhickenNzmbryoNOriginNVxzOWNVaccineN
RevertantNInfectiousNLaryngotracheitisNViruscNVirusesaN2021aNfhaN 6.2 3

12 zpidemiologicalNstudyNofNxoxiellaNburnetiiNinNdairyNcattleNandNsmallNruminantsNinNQuˆ'becaNxanadacN
PreventiveiVeterinaryiMedicineaN2021aNfnfaNfejhkj 3.1 3

11
zvaluationNofNRecombinantNHerpesvirusNofNTurkeyNLaryngotracheitisNVrHVTbLTWNVaccineNagainstN
éenotypeNVINxanadianNWildbTypeNInfectiousNLaryngotracheitisNVirusNVILTVWNInfectionccNVaccinesaN2021aN
naN

5.3 2

10 UnusualNcentralNnervousNsystemNlesionsNinNslaughterbweightNpigsNwithNporcineNcircovirusNtypeNgN
systemicNinfectioncNCanadianiVeterinaryiJournalaN2011aNjgaNhnibl 0.5 1

9 FirstNreportedNoutbreakNofNyuckNatadenovirusNvNtracheobronchitisNinNhbweekboldNducklingsNinN
Quˆ'becNincludingNwholeNgenomeNsequenceNofNtheNviruscNCanadianiVeterinaryiJournalaN2019aNkeaNfgmjbfgmm0.5 1

8
WholeNgenomeNsequencingNofNmethicillinbresistantNandNmethicillinbsensitiveNisolatedNfromNiNhorsesN
inNaNveterinaryNteachingNhospitalNandNitsNambulatoryNservicecNCanadianiJournaliofiVeterinaryiResearch
aN2021aNmjaNgfmbggh

0.5 1

7 yistinctNmiRNvNProfileNofNxellularNandNzxtracellularNVesiclesNReleasedNfromNxhickenNTrachealNxellsN
FollowingNvvianNInfluenzaNVirusNInfectioncNVaccinesaN2020aNmaN 5.3 1

6
xomparisonNofNPrimaryNVirusNIsolationNinNPulmonaryNvlveolarNMacrophagesNandNFourNyifferentN
xontinuousNxellNLinesNforNTypeNfNandNTypeNgNPorcineNReproductiveNandNRespiratoryNSyndromeNViruscN
VaccinesaN2021aNnaN

5.3 1

5
PrevalenceNofNsheddingNandNantibodyNtoNxoxiellaNburnetiiNinNpostbpartumNdairyNcowsNandNitsN
associationNwithNreproductiveNtractNdiseasesNandNperformanceoNvNpilotNstudycNPreventiveiVeterinaryi
MedicineaN2021aNfmkaNfejghf

3.1 1

4 xodingbxompleteNéenomeNSequenceNofNaNStrainNvssociatedNwithNNecrotizingNHepatitisNinNanN
vmericanNKestrelNVWccNMicrobiologyiResourceiAnnouncementsaN2022aNeeeeengg 1.3 1

3
UntargetedNandNtargetedNmetabolomicsNrevealNthatNadenosineNnucleotidesNreleasedNinN
vctinobacillusNpleuropneumoniaeNsupernatantNinhibitNporcineNreproductiveNandNrespiratoryN
syndromeNvirusNreplicationccNTalantaaN2022aNgigaNfghhfj

6.2

2
wiochemicalNpropertiesNandNprocessingNofNtheNthreeNmajorNstructuralNproteinsNofNPRRSNvirusN
expressedNbyNrecombinantNadenovirusescNStructuralaNfunctionalNandNcommunityNaspectscNAdvancesiini
ExperimentaliMedicineiandiBiologyaN2001aNiniaNggjbhf

3.6

1 QuebecoNvvianNpathogensNidentificationNandNgenomicNcharacterizationoNgegfNannualNreviewNofNtheN
MolecularNyiagnosticNLaboratoryaNUniversitˆ'NdeNMontrˆ'alccNCanadianiVeterinaryiJournalaN2022aNkhaNimkbine 0.5

List of Publications

5


