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19 Transcriptomic Analyses Indicate That Maize Ligule Development Recapitulates Gene Expression
Patterns That Occur during Lateral Organ Initiation Â . Plant Cell, 2015, 26, 4718-4732. 3.1 99
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27 Gene regulatory interactions at lateral organ boundaries in maize. Development (Cambridge), 2014, 141,
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29 The <i>Liguleless narrow</i> mutation affects proximal-distal signaling and leaf growth.
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30 Unraveling the KNOTTED1 regulatory network in maize meristems. Genes and Development, 2012, 26,
1685-1690. 2.7 258
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52 thick tassel dwarf1 encodes a putative maize ortholog of the Arabidopsis CLAVATA1 leucine-rich repeat
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54 From Endonucleases to Transcription Factors: Evolution of the AP2 DNA Binding Domain in Plants[W].
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55 Enlarged meristems and delayed growth in plp mutants result from lack of CaaX prenyltransferases.
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Plant Physiology, 2004, 135, 300-308. 2.3 34
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63 Analysis of the Competence to Respond to KNOTTED1 Activity in Arabidopsis Leaves Using a Steroid
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64 The knotted1-like homeobox gene BREVIPEDICELLUS regulates cell differentiation by modulating
metabolic pathways. Genes and Development, 2003, 17, 2088-2093. 2.7 207
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67 The Control of Spikelet Meristem Identity by the branched silkless1 Gene in Maize. Science, 2002, 298,
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68 The Gibberellin Pathway Mediates KNOTTED1-Type Homeobox Function in Plants with Different Body
Plans. Current Biology, 2002, 12, 1557-1565. 1.8 399

69 Maize transgene results in Mexico are artefacts (see editorial footnote). Nature, 2002, 416, 601-602. 13.7 71

70 Expression Patterns and Mutant Phenotype of <i>teosinte branched1</i> Correlate With Growth
Suppression in Maize and Teosinte. Genetics, 2002, 162, 1927-1935. 1.2 263
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72 Genetic Evidence and the Origin of Maize. Latin American Antiquity, 2001, 12, 84-86. 0.3 39
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