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5 Venom Gene Sequence Diversity and Expression Jointly Shape Diet Adaptation in Pitvipers. Molecular
Biology and Evolution, 2022, 39, . 8.9 8

6 Convergent evolution of toxin resistance in animals. Biological Reviews, 2022, 97, 1823-1843. 10.4 20

7 VenomMaps: Updated species distribution maps and models for New World pitvipers (Viperidae:) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 502 Td (Crotalinae). Scientific Data, 2022, 9, .5.3 4
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17 Drought, desertification and poverty: AÂ geospatial analysis of snakebite envenoming in the Caatinga
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19 Prevention and improvement of clinical management of snakebite in Southern Asian countries: A
proposed road map. Toxicon, 2021, 200, 140-152. 1.6 12
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21 Integration of transcriptomic and proteomic approaches for snake venom profiling. Expert Review of
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by transcriptional analyses of venom glands. Scientific Reports, 2020, 10, 18083. 3.3 11

25 <i>Crotalus oreganus concolor</i>: Envenomation Case with VenomÂ Analysis and a Diagnostic
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28 Snake Recombination Landscapes Are Concentrated in Functional Regions despite PRDM9. Molecular
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29 Venomics of the Central American Lyre Snake Trimorphodon quadruplex (Colubridae: Smith, 1941) from
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30 Exploring Toxin Evolution: Venom Protein Transcript Sequencing and Transcriptome-Guided
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Multi-species comparisons of snakes identify coordinated signalling networks underlying
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286, 20190910.
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32 Venoms of Rear-Fanged Snakes: New Proteins and Novel Activities. Frontiers in Ecology and Evolution,
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Intraspecific sequence and gene expression variation contribute little to venom diversity in
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34 Predator-prey interactions and venom composition in a high elevation lizard specialist, Crotalus
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35 Geographic variation in morphology in the Mohave Rattlesnake (Crotalus scutulatus Kennicott 1861)
(Serpentes: Viperidae): implications for species boundaries. Zootaxa, 2019, 4683, zootaxa.4683.1.7. 0.5 7

36 Allopatric divergence and secondary contact with gene flow: a recurring theme in rattlesnake
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38 The origins and evolution of chromosomes, dosage compensation, and mechanisms underlying venom
regulation in snakes. Genome Research, 2019, 29, 590-601. 5.5 114
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40 Venom composition of adult Western Diamondback Rattlesnakes (Crotalus atrox) maintained under
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54 Transcriptome-facilitated proteomic characterization of rear-fanged snake venoms reveal abundant
metalloproteinases with enhanced activity. Journal of Proteomics, 2018, 187, 223-234. 2.4 34



5

Stephen P Mackessy

# Article IF Citations
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63 Full-Length Venom Protein cDNA Sequences from Venom-Derived mRNA: Exploring Compositional
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64 Genetic surfing, not allopatric divergence, explains spatial sorting of mitochondrial haplotypes in
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65 Desert Massasauga Rattlesnakes (<i>Sistrurus catenatus edwardsii</i>) in Southeastern Colorado:
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69 Structural and functional characterization of complex formation between two Kunitz-type serine
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2015, 20, 1358-1372.

4.9 73
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86 Characterization of a Kunitz-type protease inhibitor peptide (Rusvikunin) purified from Daboia russelii
russelii venom. International Journal of Biological Macromolecules, 2014, 67, 154-162. 7.5 52

87 Identification and characterization of a taxon-specific three-finger toxin from the venom of the Green
Vinesnake (Oxybelis fulgidus; family Colubridae). Biochimie, 2013, 95, 1923-1932. 2.6 81

88 Molecular basis for prey relocation in viperid snakes. BMC Biology, 2013, 11, 20. 3.8 43

89 The Burmese python genome reveals the molecular basis for extreme adaptation in snakes. Proceedings
of the National Academy of Sciences of the United States of America, 2013, 110, 20645-20650. 7.1 260

90
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