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j Paper IF Citations

184 RareIgermlineIcopyInumberIvariantsIRsNVsSIandIbreastIcancerIriskXXICommunicationslBiologyVI2022VI
dVIed 6.7 0

183 PathologyIofITumorsIqssociatedIWithIPathogenicIwermlineIVariantsIinIhIrreastIsancerI
SusceptibilityIwenesXXIJAMAlOncologyVI2022VI 13.4 4

182 rreastIcancerIrisksIassociatedIwithImissenseIvariantsIinIbreastIcancerIsusceptibilityIgenesXXIGenomel
MedicineVI2022VI_cVId_ 14.4 0

181 RisksIofIbreastIandIovarianIcancerIforIwomenIharboringIpathogenicImissenseIvariantsIinIrRsq_I
andIrRsqaIcomparedIwithIthoseIharboringIproteinItruncatingIvariantsXXIGeneticslinlMedicineVI2021VI 8.1 2

180 wermlineIvariantsIandIbreastIcancerIsurvivalIinIpatientsIwithIdistantImetastasesIatIprimaryIbreastI
cancerIdiagnosisXIScientificlReportsVI2021VI__VI_hfgf 4.9 0

179 tetectingIVariantsIinItheINrNIweneIWhileITestingIforIxereditaryIrreastIsanceriIWhatItoItoINextoXI
InternationallJournalloflMolecularlSciencesVI2021VIaaVI 6.3 1

178 PleiotropyWguidedItranscriptomeIimputationIfromInormalIandItumorItissuesIidentifiesIcandidateI
susceptibilityIgenesIforIbreastIandIovarianIcancerXIHumanlGeneticslandlGenomicslAdvancesVI2021VIaVI_ZZZcaW_ZZZca0.8 2

177
TheIpredictiveIabilityIofItheIb_bIvariantWbasedIpolygenicIriskIscoreIforIcontralateralIbreastIcancerI
riskIpredictionIinIwomenIofIuuropeanIancestryIwithIaIheterozygousIrRsq_IorIrRsqaIpathogenicI
variantXIGeneticslinlMedicineVI2021VIabVI_faeW_fbf

8.1 2

176
vunctionalIannotationIofItheIaqbdIbreastIcancerIriskIlocusIimplicatesIaIstructuralIvariantIinI
influencingIactivityIofIaIlongWrangeIenhancerIelementXIAmericanlJournalloflHumanlGeneticsVI2021VI
_ZgVI__hZW_aZb

11 1

175 sYPbqfT_sIalleleiIlinkingIpremenopausalIoestroneIandIprogesteroneIlevelsIwithIriskIofIhormoneI
receptorWpositiveIbreastIcancersXIBritishlJournalloflCancerVI2021VI_acVIgcaWgdc 8.7 2

174 qIcaseWonlyIstudyItoIidentifyIgeneticImodifiersIofIbreastIcancerIriskIforIrRsq_YrRsqaImutationI
carriersXINaturelCommunicationsVI2021VI_aVI_Zfg 17.4 4

173 rreastIsancerIRiskIwenesIWIqssociationIqnalysisIinIMoreIthanI__bVZZZIWomenXINewlEnglandlJournall
oflMedicineVI2021VIbgcVIcagWcbh 59.2 143

172 rreastIandIProstateIsancerIRisksIforIMaleIrRsq_IandIrRsqaIPathogenicIVariantIsarriersIUsingI
PolygenicIRiskIScoresXIJournalloflthelNationallCancerlInstituteVI2021VI 9.7 3

171
qssociationIofIgermlineIgeneticIvariantsIwithIbreastIcancerWspecificIsurvivalIinIpatientIsubgroupsI
definedIbyIclinicWpathologicalIvariablesIrelatedItoItumorIbiologyIandItypeIofIsystemicItreatmentXI
BreastlCancerlResearchVI2021VIabVIge

8.3 1

170 MendelianIrandomisationIstudyIofIsmokingIexposureIinIrelationItoIbreastIcancerIriskXIBritishl
JournalloflCancerVI2021VI_adVI__bdW__cd 8.7 0

169 ProteinItruncatingIvariantsIinIvqNsMIandIriskIforIuRWnegativeYtripleInegativeIbreastIcancerXINpjl
BreastlCancerVI2021VIfVI_bZ 7.8 0

168 qnalysisIofIytalianIPathogenicIVariantsIydentifiesIaIPrivateISpectrumIinItheIPopulationIfromItheI
rergamoIProvinceIinINorthernIytalyXICancersVI2021VI_bVI 6.6 5
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167 wenomeWwideIassociationIstudyIidentifiesIbaInovelIbreastIcancerIsusceptibilityIlociIfromIoverallI
andIsubtypeWspecificIanalysesXINaturelGeneticsVI2020VIdaVIdfaWdg_ 36.3 76

166 wermlineIxOXr_bImutationsIpXwgcuIandIpXRa_fsIdoInotIconferIanIincreasedIbreastIcancerIriskXI
ScientificlReportsVI2020VI_ZVIhegg 4.9 2

165 TranscriptomeWwideIassociationIstudyIofIbreastIcancerIriskIbyIestrogenWreceptorIstatusXIGeneticl
EpidemiologyVI2020VIccVIccaWceg 2.6 9

164 qInetworkIanalysisItoIidentifyImediatorsIofIgermlineWdrivenIdifferencesIinIbreastIcancerIprognosisXI
NaturelCommunicationsVI2020VI__VIb_a 17.4 20

163 TheISpectrumIofIProteinITruncatingIVariantsIinIuuropeanIrreastIsancerIsasesXICancersVI2020VI_aVI 6.6 7

162 qssociationIofIwenomicItomainsIinIandIwithIProstateIsancerIRiskIandIqggressivenessXICancerl
ResearchVI2020VIgZVIeacWebg 10.1 22

161 vineWmappingIofI_dZIbreastIcancerIriskIregionsIidentifiesI_h_IlikelyItargetIgenesXINaturelGeneticsVI
2020VIdaVIdeWfb 36.3 56

160 sancerIRisksIqssociatedIWithIwermlineIPathogenicIVariantsiIqnIynternationalIStudyIofIdacIvamiliesXI
JournalloflClinicallOncologyVI2020VIbgVIefcWegd 2.2 133

159 PolygenicIriskIscoresIandIbreastIandIepithelialIovarianIcancerIrisksIforIcarriersIofIrRsq_IandIrRsqaI
pathogenicIvariantsXIGeneticslinlMedicineVI2020VIaaVI_edbW_eee 8.1 34

158 MutationIRatesIinIsancerISusceptibilityIwenesIinIPatientsIWithIrreastIsancerIWithIMultipleIPrimaryI
sancersXIJCOlPrecisionlOncologyVI2020VIcVI 3.6 2

157 TwoItruncatingIvariantsIinIvqNssIandIbreastIcancerIriskXIScientificlReportsVI2019VIhVI_adac 4.9 2

156 TheIspectrumIofIrRsq_IandIrRsqaIpathogenicIsequenceIvariantsIinIMiddleIuasternVINorthIqfricanVI
andISouthIuuropeanIcountriesXIHumanlMutationVI2019VIcZVIe_Weab 4.7 14

155 MendelianIrandomisationIstudyIofIheightIandIbodyImassIindexIasImodifiersIofIovarianIcancerIriskIinI
aaVdggIrRsq_IandIrRsqaImutationIcarriersXIBritishlJournalloflCancerVI2019VI_a_VI_gZW_ha 8.7 13

154 wenomeWwideIassociationIandItranscriptomeIstudiesIidentifyItargetIgenesIandIriskIlociIforIbreastI
cancerXINaturelCommunicationsVI2019VI_ZVI_fc_ 17.4 47

153 wenomeWwideIassociationIstudyIofIgermlineIvariantsIandIbreastIcancerWspecificImortalityXIBritishl
JournalloflCancerVI2019VI_aZVIecfWedf 8.7 28

152 xomologousIrecombinationItNqIrepairIdefectsIinIassociatedIbreastIcancersXINpjlBreastlCancerVI
2019VIdVIab 7.8 20

151 TheIipXqrgedgTItruncatingIvariantIisIassociatedIwithIriskIofItripleWnegativeIbreastIcancerXINpjlBreastl
CancerVI2019VIdVIbg 7.8 12

150 uvaluationIofIsYP_fq_IandIsYP_r_IpolymorphismsIinImaleIbreastIcancerIriskXIEndocrinel
ConnectionsVI2019VIgVI_aacW_aah 3.5 2

(2019-2020)
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149 PolygenicIRiskIScoresIforIPredictionIofIrreastIsancerIandIrreastIsancerISubtypesXIAmericanl
JournalloflHumanlGeneticsVI2019VI_ZcVIa_Wbc 11 363

148 ynsightIintoIgeneticIsusceptibilityItoImaleIbreastIcancerIbyImultigeneIpanelItestingiIResultsIfromIaI
multicenterIstudyIinIytalyXIInternationallJournalloflCancerVI2019VI_cdVIbhZWcZZ 7.5 22

147 xeightIandIrodyIMassIyndexIasIModifiersIofIrreastIsancerIRiskIinIrRsq_YaIMutationIsarriersiIqI
MendelianIRandomizationIStudyXIJournalloflthelNationallCancerlInstituteVI2019VI___VIbdZWbec 9.7 22

146 TheIrRsqaIcXegWfT´ n´ qIvariantIisInotIpathogeniciIqImodelIforIclinicalIcalibrationIofIspliceogenicityXI
HumanlMutationVI2018VIbhVIfahWfc_ 4.7 16

145 tecappingIproteinIutscIregulatesItNqIrepairIandIphenocopiesIrRsq_XINaturelCommunicationsVI
2018VIhVIhef 17.4 23

144 MutationalIspectrumIinIaIworldwideIstudyIofIahVfZZIfamiliesIwithIrRsq_IorIrRsqaImutationsXI
HumanlMutationVI2018VIbhVIdhbWeaZ 4.7 138

143 qIpossibleIroleIofIvqNsMImutationsIinImaleIbreastIcancerIsusceptibilityiIResultsIfromIaI
multicenterIstudyIinIytalyXIBreastVI2018VIbgVIhaWhf 3.6 13

142 yndividualsIwithIvqNsMIbiallelicImutationsIdoInotIdevelopIvanconiIanemiaVIbutIshowIriskIforIbreastI
cancerVIchemotherapyItoxicityIandImayIdisplayIchromosomeIfragilityXIGeneticslinlMedicineVI2018VIaZVIcdaWcdf8.1 44

141 qITranscriptomeWWideIqssociationIStudyIqmongIhfVghgIWomenItoIydentifyIsandidateI
SusceptibilityIwenesIforIupithelialIOvarianIsancerIRiskXICancerlResearchVI2018VIfgVIdc_hWdcbZ 10.1 32

140 qItranscriptomeWwideIassociationIstudyIofIaahVZZZIwomenIidentifiesInewIcandidateIsusceptibilityI
genesIforIbreastIcancerXINaturelGeneticsVI2018VIdZVIhegWhfg 36.3 101

139 sontributionIofIVariantsItoIMaleIrreastIsancerIRiskiIResultsIvromIaIMulticenterIStudyIinIytalyXI
FrontierslinlOncologyVI2018VIgVIdgb 5.3 14

138 TwoIMissenseIVariantsItetectedIinIrreastIsancerIProbandsIPreventingIrRsqaWPqLraIProteinI
ynteractionXIFrontierslinlOncologyVI2018VIgVIcgZ 5.3 8

137 rRsq_IandIrRsqaIdPInoncodingIregionIvariantsIidentifiedIinIbreastIcancerIpatientsIalterIpromoterI
activityIandIproteinIbindingXIHumanlMutationVI2018VIbhVIaZadWaZbh 4.7 12

136 xypomorphicIMissenseIVariantsIsonferIModerateIRisksIofIrreastIsancerXICancerlResearchVI2017VI
ffVIafghWafhh 10.1 49

135 TheIcontributionIofIpathogenicIvariantsIinIbreastIcancerIsusceptibilityIgenesItoIfamilialIbreastI
cancerIriskXINpjlBreastlCancerVI2017VIbVIaa 7.8 78

134 ydentificationIofI_aInewIsusceptibilityIlociIforIdifferentIhistotypesIofIepithelialIovarianIcancerXI
NaturelGeneticsVI2017VIchVIegZWeh_ 36.3 190

133 qssociationIanalysisIidentifiesIedInewIbreastIcancerIriskIlociXINatureVI2017VIdd_VIhaWhc 50.4 643

132 ydentificationIofItenIvariantsIassociatedIwithIriskIofIestrogenWreceptorWnegativeIbreastIcancerXI
NaturelGeneticsVI2017VIchVI_fefW_ffg 36.3 186
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131 ReproductiveIprofilesIandIriskIofIbreastIcancerIsubtypesiIaImultiWcenterIcaseWonlyIstudyXIBreastl
CancerlResearchVI2017VI_hVI__h 8.3 26

130 PredictionIofIrreastIandIProstateIsancerIRisksIinIMaleIrRsq_IandIrRsqaIMutationIsarriersIUsingI
PolygenicIRiskIScoresXIJournalloflClinicallOncologyVI2017VIbdVIaacZWaadZ 2.2 101

129
qssociationIofIbreastIcancerIriskIinIrRsq_IandIrRsqaImutationIcarriersIwithIgeneticIvariantsI
showingIdifferentialIallelicIexpressioniIidentificationIofIaImodifierIofIbreastIcancerIriskIatIlocusI
__qaaXbXIBreastlCancerlResearchlandlTreatmentVI2017VI_e_VI__fW_bc

4.4 15

128 WholeWexomeIsequencingIandItargetedIgeneIsequencingIprovideIinsightsIintoItheIroleIofIPqLraIasI
aImaleIbreastIcancerIsusceptibilityIgeneXICancerVI2017VI_abVIa_ZWa_g 6.4 22

127 uvaluationIofIPolygenicIRiskIScoresIforIrreastIandIOvarianIsancerIRiskIPredictionIinIrRsq_IandI
rRsqaIMutationIsarriersXIJournalloflthelNationallCancerlInstituteVI2017VI_ZhVI 9.7 153

126 rodyImassIindexIandIbreastIcancerIsurvivaliIaIMendelianIrandomizationIanalysisXIInternationall
JournalloflEpidemiologyVI2017VIceVI_g_cW_gaa 7.8 27

125 NoIclinicalIutilityIofI RqSIvariantIrse_fecbfZIforIovarianIorIbreastIcancerXIGynecologiclOncologyVI
2016VI_c_VIbgeWcZ_ 4.9 15

124 qnIintergenicIriskIlocusIcontainingIanIenhancerIdeletionIinIaqbdImodulatesIbreastIcancerIriskIbyI
deregulatingIywvrPdIexpressionXIHumanlMolecularlGeneticsVI2016VIadVIbgebWbgfe 5.6 24

123 xaplotypeIanalysesIofItheIcX_ZafsnTIandIcXa_ef_a_egdelqTIrecurrentItruncatingImutationsIinItheI
breastIcancerWpredisposingIgeneIPqLraXIBreastlCancerlResearchlandlTreatmentVI2016VI_eZVI_a_W_ah 4.4 7

122 wenomeWWideIMetaWqnalysesIofIrreastVIOvarianVIandIProstateIsancerIqssociationIStudiesIydentifyI
MultipleINewISusceptibilityILociISharedIbyIatILeastITwoIsancerITypesXICancerlDiscoveryVI2016VIeVI_ZdaWef24.4 104

121 ydentificationIofIfourInovelIsusceptibilityIlociIforIoestrogenIreceptorInegativeIbreastIcancerXINaturel
CommunicationsVI2016VIfVI__bfd 17.4 64

120 vunctionalImechanismsIunderlyingIpleiotropicIriskIallelesIatItheI_hp_bX_IbreastWovarianIcancerI
susceptibilityIlocusXINaturelCommunicationsVI2016VIfVI_aefd 17.4 53

119 vineIscaleImappingIofItheI_fqaaIbreastIcancerIlocusIusingIdenseISNPsVIgenotypedIwithinItheI
sollaborativeIOncologicalIweneWunvironmentIStudyIRsOwsSXIScientificlReportsVI2016VIeVIbad_a 4.9 16

118 TheIPqLraIpXLeuhbhTrpImutationIisInotIassociatedIwithIbreastIcancerIriskXIBreastlCancerlResearchVI
2016VI_gVI___ 8.3 9

117 NoIevidenceIthatIproteinItruncatingIvariantsIinIrRyP_IareIassociatedIwithIbreastIcancerIriskiI
implicationsIforIgeneIpanelItestingXIJournalloflMedicallGeneticsVI2016VIdbVIahgWbZh 5.8 83

116 rreastIcancerIriskIvariantsIatIeqadIdisplayIdifferentIphenotypeIassociationsIandIregulateIuSR_VI
RMNt_IandIssts_fZXINaturelGeneticsVI2016VIcgVIbfcWge 36.3 93

115
weneticIvariationIinItheIimmunosuppressionIpathwayIgenesIandIbreastIcancerIsusceptibilityiIaI
pooledIanalysisIofIcaVd_ZIcasesIandIcZVdffIcontrolsIfromItheIrreastIsancerIqssociationI
sonsortiumXIHumanlGeneticsVI2016VI_bdVI_bfWdc

6.3 6

114 rRsqaIPolymorphicIStopIsodonI bbaeXIandItheIRiskIofIrreastVIProstateVIandIOvarianIsancersXI
JournalloflthelNationallCancerlInstituteVI2016VI_ZgVI 9.7 65

(2016-2017)
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113 Rqtd_rIinIvamilialIrreastIsancerXIPLoSlONEVI2016VI__VIeZ_dbfgg 3.7 18

112 weneticallyIPredictedIrodyIMassIyndexIandIrreastIsancerIRiskiIMendelianIRandomizationIqnalysesI
ofItataIfromI_cdVZZZIWomenIofIuuropeanItescentXIPLoSlMedicineVI2016VI_bVIe_ZZa_Zd 11.6 80

111 vineWScaleIMappingIatIhpaaXaIydentifiesIsandidateIsausalIVariantsIThatIModifyIOvarianIsancerIRiskI
inIrRsq_IandIrRsqaIMutationIsarriersXIPLoSlONEVI2016VI__VIeZ_dggZ_ 3.7 7

110 vineWscaleImappingIofIgqacIlocusIidentifiesImultipleIindependentIriskIvariantsIforIbreastIcancerXI
InternationallJournalloflCancerVI2016VI_bhVI_bZbW_b_f 7.5 26

109 PqLraVIsxu aIandIqTMIrareIvariantsIandIcancerIriskiIdataIfromIsOwSXIJournalloflMedicallGeneticsVI
2016VIdbVIgZZWg__ 5.8 121

108 ydentificationIofIindependentIassociationIsignalsIandIputativeIfunctionalIvariantsIforIbreastIcancerI
riskIthroughIfineWscaleImappingIofItheI_ap__IlocusXIBreastlCancerlResearchVI2016VI_gVIec 8.3 25

107 weneticIpredispositionItoIductalIcarcinomaIinIsituIofItheIbreastXIBreastlCancerlResearchVI2016VI_gVIaa 8.3 31

106 qssociationIofIgeneticIsusceptibilityIvariantsIforItypeIaIdiabetesIwithIbreastIcancerIriskIinIwomenI
ofIuuropeanIancestryXICancerlCauseslandlControlVI2016VIafVIefhWhb 2.8 15

105 MaleIbreastIcancerIinIrRsq_IandIrRsqaImutationIcarriersiIpathologyIdataIfromItheIsonsortiumIofI
ynvestigatorsIofIModifiersIofIrRsq_YaXIBreastlCancerlResearchVI2016VI_gVI_d 8.3 58

104 ynheritedIvariantsIinItheIinnerIcentromereIproteinIRyNsuNPSIgeneIofItheIchromosomalIpassengerI
complexIcontributeItoItheIsusceptibilityIofIuRWnegativeIbreastIcancerXICarcinogenesisVI2015VIbeVIadeWf_ 4.6 12

103 ydentificationIofIsixInewIsusceptibilityIlociIforIinvasiveIepithelialIovarianIcancerXINaturelGeneticsVI
2015VIcfVI_ecWf_ 36.3 177

102 wenomeWwideIassociationIanalysisIofImoreIthanI_aZVZZZIindividualsIidentifiesI_dInewIsusceptibilityI
lociIforIbreastIcancerXINaturelGeneticsVI2015VIcfVIbfbWgZ 36.3 406

101 NovelIandIknownIgeneticIvariantsIforImaleIbreastIcancerIriskIatIgqacXa_VIhpa_XbVI__q_bXbIandI
_cqacX_iIresultsIfromIaImulticenterIstudyIinIytalyXIEuropeanlJournalloflCancerVI2015VId_VIaaghWhd 7.5 20

100 vqNsMIcXdfh_snTInonsenseImutationIRrs_ccdefedaSIinducesIexonIskippingVIaffectsItNqIrepairI
activityIandIisIaIfamilialIbreastIcancerIriskIfactorXIHumanlMolecularlGeneticsVI2015VIacVIdbcdWdd 5.6 68

99 PolymorphismsIinIaIPutativeIunhancerIatItheI_Zqa_XaIrreastIsancerIRiskILocusIRegulateINRrvaI
uxpressionXIAmericanlJournalloflHumanlGeneticsVI2015VIhfVIaaWbc 11 26

98 ydentificationIofInovelIgeneticImarkersIofIbreastIcancerIsurvivalXIJournalloflthelNationallCancerl
InstituteVI2015VI_ZfVI 9.7 38

97 LargeWscaleIgenomicIanalysesIlinkIreproductiveIagingItoIhypothalamicIsignalingVIbreastIcancerI
susceptibilityIandIrRsq_WmediatedItNqIrepairXINaturelGeneticsVI2015VIcfVI_ahcW_bZb 36.3 226

96 xeightIandIrreastIsancerIRiskiIuvidenceIvromIProspectiveIStudiesIandIMendelianIRandomizationXI
JournalloflthelNationallCancerlInstituteVI2015VI_ZfVI 9.7 74
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95 vineWscaleImappingIofItheIcqacIlocusIidentifiesItwoIindependentIlociIassociatedIwithIbreastIcancerI
riskXICancerlEpidemiologylBiomarkerslandlPreventionVI2015VIacVI_egZWh_ 4 17

94 ydentificationIandIcharacterizationIofInovelIassociationsIinItheIsqSPgYqLSasR_aIregionIonI
chromosomeIaIwithIbreastIcancerIriskXIHumanlMolecularlGeneticsVI2015VIacVIagdWhg 5.6 35

93 sandidateIgeneticImodifiersIforIbreastIandIovarianIcancerIriskIinIrRsq_IandIrRsqaImutationI
carriersXICancerlEpidemiologylBiomarkerslandlPreventionVI2015VIacVIbZgW_e 4 20

92 sonstitutionalIdeInovoIdeletionIofItheIvrXWfIgeneIinIaIpatientIwithIfocalIsegmentalI
glomerulosclerosisIandImultipleIprimitiveItumorsXIScientificlReportsVI2015VIdVI_dcdc 4.9 10

91 qnIoriginalIphylogeneticIapproachIidentifiedImitochondrialIhaplogroupIT_a_IasIinverselyI
associatedIwithIbreastIcancerIriskIinIrRsqaImutationIcarriersXIBreastlCancerlResearchVI2015VI_fVIe_ 8.3 16

90 sommonIgermlineIpolymorphismsIassociatedIwithIbreastIcancerWspecificIsurvivalXIBreastlCancerl
ResearchVI2015VI_fVIdg 8.3 24

89 LargeWScaleIwenomicIqnalysesILinkIReproductiveIqgingItoIxypothalamicISignalingVIrreastIsancerI
SusceptibilityVIandIrRsq_WMediatedItNqIRepairXIObstetricallandlGynecologicallSurveyVI2015VIfZVIfdgWfea2.4

88 qssessingIassociationsIbetweenItheIqUR qWxMMRWTPXaWTUrw_IfunctionalImoduleIandIbreastI
cancerIriskIinIrRsq_YaImutationIcarriersXIPLoSlONEVI2015VI_ZVIeZ_aZZaZ 3.7 26

87 PredictionIofIbreastIcancerIriskIbasedIonIprofilingIwithIcommonIgeneticIvariantsXIJournalloflthel
NationallCancerlInstituteVI2015VI_ZfVI 9.7 324

86 vineWmappingIidentifiesItwoIadditionalIbreastIcancerIsusceptibilityIlociIatIhqb_XaXIHumanlMolecularl
GeneticsVI2015VIacVIaheeWgc 5.6 36

85 vineWscaleImappingIofItheIdq__XaIbreastIcancerIlocusIrevealsIatIleastIthreeIindependentIriskI
variantsIregulatingIMqPb _XIAmericanlJournalloflHumanlGeneticsVI2015VIheVIdWaZ 11 59

84 PqLraIsequencingIinIytalianIfamilialIbreastIcancerIcasesIrevealsIaIhighWriskImutationIrecurrentIinI
theIprovinceIofIrergamoXIGeneticslinlMedicineVI2014VI_eVIeggWhc 8.1 21

83
qIlargeWscaleIassessmentIofItwoWwayISNPIinteractionsIinIbreastIcancerIsusceptibilityIusingIceVcdZI
casesIandIcaVce_IcontrolsIfromItheIbreastIcancerIassociationIconsortiumXIHumanlMolecularl
GeneticsVI2014VIabVI_hbcWce

5.6 28

82 ParentWofWoriginWspecificIallelicIassociationsIamongI_ZeIgenomicIlociIforIageIatImenarcheXINatureVI
2014VId_cVIhaWhf 50.4 401

81 rreastWcancerIriskIinIfamiliesIwithImutationsIinIPqLraXINewlEnglandlJournalloflMedicineVI2014VIbf_VIchfWdZe59.2 576

80 uvidenceIthatIbreastIcancerIriskIatItheIaqbdIlocusIisImediatedIthroughIywvrPdIregulationXINaturel
CommunicationsVI2014VIcVIchhh 17.4 87

79 weneticIvariationIinImitoticIregulatoryIpathwayIgenesIisIassociatedIwithIbreastItumorIgradeXI
HumanlMolecularlGeneticsVI2014VIabVIeZbcWce 5.6 11

78 weneticIvariationIatIsYPbqIisIassociatedIwithIageIatImenarcheIandIbreastIcancerIriskiIaI
caseWcontrolIstudyXIBreastlCancerlResearchVI2014VI_eVIRd_ 8.3 12

(2014-2015)
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77 qssociationIbetweenIsqSPgIWedaIeNIdelIpolymorphismIRrsbgbc_ahSIandIcolorectalIcancerIriskiI
resultsIfromIaImultiWcentricIstudyXIPLoSlONEVI2014VIhVIegddbg 3.7 7

76 MicroRNqIrelatedIpolymorphismsIandIbreastIcancerIriskXIPLoSlONEVI2014VIhVIe_Zhhfb 3.7 37

75 weneticIpredispositionItoIinIsituIandIinvasiveIlobularIcarcinomaIofItheIbreastXIPLoSlGeneticsVI2014VI
_ZVIe_ZZcagd 6 38

74 tNqIglycosylasesIinvolvedIinIbaseIexcisionIrepairImayIbeIassociatedIwithIcancerIriskIinIrRsq_IandI
rRsqaImutationIcarriersXIPLoSlGeneticsVI2014VI_ZVIe_ZZcade 6 33

73 sommonInonWsynonymousISNPsIassociatedIwithIbreastIcancerIsusceptibilityiIfindingsIfromItheI
rreastIsancerIqssociationIsonsortiumXIHumanlMolecularlGeneticsVI2014VIabVIeZheW___ 5.6 48

72
RefinedIhistopathologicalIpredictorsIofIrRsq_IandIrRsqaImutationIstatusiIaIlargeWscaleIanalysisIofI
breastIcancerIcharacteristicsIfromItheIrsqsVIsyMrqVIandIuNywMqIconsortiaXIBreastlCancerlResearch
VI2014VI_eVIbc_h

8.3 82

71 qssociationsIofIcommonIbreastIcancerIsusceptibilityIallelesIwithIriskIofIbreastIcancerIsubtypesIinI
rRsq_IandIrRsqaImutationIcarriersXIBreastlCancerlResearchVI2014VI_eVIbc_e 8.3 46

70 TheIMLx_IcX_gda__gdbdelinswsIRpX e_gqSIvariantIinIcolorectalIcanceriIgeneticIassociationIstudyIinI
_gVfabIindividualsXIPLoSlONEVI2014VIhVIehdZaa 3.7 6

69 PopulationIdistributionIandIancestryIofItheIcancerIprotectiveIMtMaISNPagdIRrs__fZbhechSXI
OncotargetVI2014VIdVIgaabWbc 3.3 21

68 sOMPLuXOiIidentifyingItheImissingIheritabilityIofIbreastIcancerIviaInextIgenerationIcollaborationXI
BreastlCancerlResearchVI2013VI_dVIcZa 8.3 30

67 vineWscaleImappingIofItheIvwvRaIbreastIcancerIriskIlocusiIputativeIfunctionalIvariantsIdifferentiallyI
bindIvOXq_IandIuav_XIAmericanlJournalloflHumanlGeneticsVI2013VIhbVI_ZceWeZ 11 80

66 MultipleIindependentIvariantsIatItheITuRTIlocusIareIassociatedIwithItelomereIlengthIandIrisksIofI
breastIandIovarianIcancerXINaturelGeneticsVI2013VIcdVIbf_WgcVIbgce_Wa 36.3 422

65 vunctionalIvariantsIatItheI__q_bIriskIlocusIforIbreastIcancerIregulateIcyclinIt_IexpressionIthroughI
longWrangeIenhancersXIAmericanlJournalloflHumanlGeneticsVI2013VIhaVIcghWdZb 11 167

64 wenomeWwideIassociationIstudiesIidentifyIfourIuRInegativeWspecificIbreastIcancerIriskIlociXINaturel
GeneticsVI2013VIcdVIbhaWgVIbhge_Wa 36.3 327

63 LargeWscaleIgenotypingIidentifiesIc_InewIlociIassociatedIwithIbreastIcancerIriskXINaturelGeneticsVI
2013VIcdVIbdbWe_VIbe_e_Wa 36.3 813

62 ydentificationIofIaIrRsqaWspecificImodifierIlocusIatIepacIrelatedItoIbreastIcancerIriskXIPLoSl
GeneticsVI2013VIhVIe_ZZb_fb 6 90

61 wenomeWwideIassociationIstudyIinIrRsq_ImutationIcarriersIidentifiesInovelIlociIassociatedIwithI
breastIandIovarianIcancerIriskXIPLoSlGeneticsVI2013VIhVIe_ZZba_a 6 209

60 rMPaYrMPcIcolorectalIcancerIsusceptibilityIlociIinInorthernIandIsouthernIuuropeanIpopulationsXI
CarcinogenesisVI2013VIbcVIb_cWg 4.6 12

Paolo Peterlongo
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59 WholeIexomeIsequencingIsuggestsImuchIofInonWrRsq_YrRsqaIfamilialIbreastIcancerIisIdueItoI
moderateIandIlowIpenetranceIsusceptibilityIallelesXIPLoSlONEVI2013VIgVIeddeg_ 3.7 77

58 MetaWanalysisIofImismatchIrepairIpolymorphismsIwithinItheIcogentIconsortiumIforIcolorectalI
cancerIsusceptibilityXIPLoSlONEVI2013VIgVIefaZh_ 3.7 18

57 sommonIvariantsIatI_ap__VI_aqacVIhpa_VIhqb_XaIandIinIZNvbedIareIassociatedIwithIbreastIcancerI
riskIforIrRsq_IandYorIrRsqaImutationIcarriersXIBreastlCancerlResearchVI2012VI_cVIRbb 8.3 70

56 OvarianIcancerIsusceptibilityIallelesIandIriskIofIovarianIcancerIinIrRsq_IandIrRsqaImutationI
carriersXIHumanlMutationVI2012VIbbVIehZWfZa 4.7 31

55 wenomeWwideIassociationIanalysisIidentifiesIthreeInewIbreastIcancerIsusceptibilityIlociXINaturel
GeneticsVI2012VIccVIb_aWg 36.3 237

54 RareIvariantsIinIXRssaIasIbreastIcancerIsusceptibilityIallelesXIJournalloflMedicallGeneticsVI2012VIchVIe_gWaZ5.8 37

53
hqb_XaWrsgedegeIasIaIsusceptibilityIlocusIforIestrogenIreceptorWpositiveIbreastIcanceriIevidenceI
fromItheIrreastIsancerIqssociationIsonsortiumXICancerlEpidemiologylBiomarkerslandlPreventionVI
2012VIa_VI_fgbWh_

4 17

52 wermlineImutationsIinIrRyP_IandIPqLraIinIzewishIhighIcancerIriskIfamiliesXIFamiliallCancerVI2012VI
__VIcgbWh_ 3 27

51 SequencingIanalysisIofISLXcYvqNsPIgeneIinIytalianIfamilialIbreastIcancerIcasesXIPLoSlONEVI2012VIfVIeb_Zbg3.7 9

50 __q_bIisIaIsusceptibilityIlocusIforIhormoneIreceptorIpositiveIbreastIcancerXIHumanlMutationVI2012VI
bbVI__abWba 4.7 33

49 ydentificationIofIfifteenInovelIgermlineIvariantsIinItheIrRsq_IbPUTRIrevealsIaIvariantIinIaIbreastI
cancerIcaseIthatIintroducesIaIfunctionalImiRW_ZbItargetIsiteXIHumanlMutationVI2012VIbbVI_eedWfd 4.7 42

48
slinicalIandIpathologicIcharacteristicsIofIrRsqWpositiveIandIrRsqWnegativeImaleIbreastIcancerI
patientsiIresultsIfromIaIcollaborativeImulticenterIstudyIinIytalyXIBreastlCancerlResearchlandl
TreatmentVI2012VI_bcVIc__Wg

4.4 58

47 TheI LWVSIsequenceIvariantIofI lothoIandIcancerIriskIinIrRsq_IandIrRsqaImutationIcarriersXI
BreastlCancerlResearchlandlTreatmentVI2012VI_baVI___hWae 4.4 7

46 ProspectiveIstudyIofIbreastItomosynthesisIasIaItriageItoIassessmentIinIscreeningXIBreastlCancerl
ResearchlandlTreatmentVI2012VI_bbVIaefWf_ 4.4 66

45 TheISNPIrsghdg_hIinImiRWafaIisInotIassociatedIwithIfamilialIbreastIcancerIriskIinIytaliansXIBreastl
CancerlResearchlandlTreatmentVI2012VI_bbVIgZdWf 4.4 28

44
qInonsynonymousIpolymorphismIinIyRS_ImodifiesIriskIofIdevelopingIbreastIandIovarianIcancersIinI
rRsq_IandIovarianIcancerIinIrRsqaImutationIcarriersXICancerlEpidemiologylBiomarkerslandl
PreventionVI2012VIa_VI_beaWfZ

4 20

43 _hp_bX_IisIaItripleWnegativeWspecificIbreastIcancerIsusceptibilityIlocusXICancerlResearchVI2012VIfaVI_fhdWgZb10.1 93

42
sommonIvariantsIatItheI_hp_bX_IandIZNvbedIlociIareIassociatedIwithIuRIsubtypesIofIbreastIcancerI
andIovarianIcancerIriskIinIrRsq_IandIrRsqaImutationIcarriersXICancerlEpidemiologylBiomarkerslandl
PreventionVI2012VIa_VIecdWdf

4 44

(2012-2013)
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41 TheIroleIofIgeneticIbreastIcancerIsusceptibilityIvariantsIasIprognosticIfactorsXIHumanlMolecularl
GeneticsVI2012VIa_VIbhaeWbh 5.6 75

40 somparisonIofIeqadIbreastIcancerIhitsIfromIqsianIandIuuropeanIwenomeIWideIqssociationIStudiesI
inItheIrreastIsancerIqssociationIsonsortiumIRrsqsSXIPLoSlONEVI2012VIfVIecabgZ 3.7 49

39 uxploringItheIlinkIbetweenIMORvcL_IandIriskIofIbreastIcancerXIBreastlCancerlResearchVI2011VI_bVIRcZ 8.3 16

38
sommonIbreastIcancerIsusceptibilityIallelesIareIassociatedIwithItumourIsubtypesIinIrRsq_IandI
rRsqaImutationIcarriersiIresultsIfromItheIsonsortiumIofIynvestigatorsIofIModifiersIofIrRsq_YaXI
BreastlCancerlResearchVI2011VI_bVIR__Z

8.3 62

37 TheIsqSPgIrsbgbc_ahIpolymorphismIandIbreastIcancerIriskIinIrRsq_ImutationIcarriersXIBreastl
CancerlResearchlandlTreatmentVI2011VI_adVIgddWeZ 4.4 10

36 NoIevidenceIforIanIassociationIbetweenItheIearwaxWassociatedIpolymorphismIinIqrss__IandI
breastIcancerIriskIinIsaucasianIwomenXIBreastlCancerlResearchlandlTreatmentVI2011VI_aeVIabdWh 4.4 16

35 PqLraIgermlineImutationsIinIfamilialIbreastIcancerIcasesIwithIpersonalIandIfamilyIhistoryIofI
pancreaticIcancerXIBreastlCancerlResearchlandlTreatmentVI2011VI_aeVIgadWg 4.4 32

34 uvidenceIforIaIlinkIbetweenITNvRSv__qIandIriskIofIbreastIcancerXIBreastlCancerlResearchlandl
TreatmentVI2011VI_ahVIhcfWdc 4.4 11

33 xaplotypeIstructureIinIqshkenaziIzewishIrRsq_IandIrRsqaImutationIcarriersXIHumanlGeneticsVI
2011VI_bZVIegdWhh 6.3 15

32 sonfirmationIofIdp_aIasIaIsusceptibilityIlocusIforIprogesteroneWreceptorWpositiveVIlowerIgradeI
breastIcancerXICancerlEpidemiologylBiomarkerslandlPreventionVI2011VIaZVIaaaaWb_ 4 27

31 sommonIallelesIatIeqadX_IandI_p__XaIareIassociatedIwithIbreastIcancerIriskIforIrRsq_IandIrRsqaI
mutationIcarriersXIHumanlMolecularlGeneticsVI2011VIaZVIbbZcWa_ 5.6 62

30
qssociationsIofIcommonIvariantsIatI_p__XaIandI_cqacX_IRRqtd_L_SIwithIbreastIcancerIriskIandI
heterogeneityIbyItumorIsubtypeiIfindingsIfromItheIrreastIsancerIqssociationIsonsortiumXIHumanl
MolecularlGeneticsVI2011VIaZVIcehbWfZe

5.6 66

29 TheIrs_ahfdbbbIvariantIinItheImiRW_adaIandIbreastIcancerIriskIinIwermanyVIytalyVIqustraliaIandI
SpainXIJournalloflMedicallGeneticsVI2011VIcgVIfZbWc 5.8 13

28 sommonIvariantsIofItheIrRsq_IwildWtypeIalleleImodifyItheIriskIofIbreastIcancerIinIrRsq_ImutationI
carriersXIHumanlMolecularlGeneticsVI2011VIaZVIcfbaWcf 5.6 21

27 weneticIvariationIatIhpaaXaIandIovarianIcancerIriskIforIrRsq_IandIrRsqaImutationIcarriersXIJournall
oflthelNationallCancerlInstituteVI2011VI_ZbVI_ZdW_e 9.7 37

26 ynterplayIbetweenIrRsq_IandIRxqMMIregulatesIepithelialIapicobasalIpolarizationIandImayI
influenceIriskIofIbreastIcancerXIPLoSlBiologyVI2011VIhVIe_ZZ__hh 9.7 73

25 qIlocusIonI_hp_bImodifiesIriskIofIbreastIcancerIinIrRsq_ImutationIcarriersIandIisIassociatedIwithI
hormoneIreceptorWnegativeIbreastIcancerIinItheIgeneralIpopulationXINaturelGeneticsVI2010VIcaVIggdWha 36.3 276

24 sommonIbreastIcancerIsusceptibilityIallelesIandItheIriskIofIbreastIcancerIforIrRsq_IandIrRsqaI
mutationIcarriersiIimplicationsIforIriskIpredictionXICancerlResearchVI2010VIfZVIhfcaWdc 10.1 147
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23 qIrRsq_IpromoterIvariantIRrs__edddZdSIandIbreastIcancerIriskXIJournalloflMedicallGeneticsVI2010VI
cfVIaegWfZ 5.8 5

22 sommonIgeneticIvariantsIandImodificationIofIpenetranceIofIrRsqaWassociatedIbreastIcancerXIPLoSl
GeneticsVI2010VIeVIe_ZZ__gb 6 74

21 uvaluationIofISNPsIinImiRW_ceaVImiR_heaaIandImiRWchhIasIlowWpenetranceIallelesIinIwermanIandI
ytalianIfamilialIbreastIcancerIcasesXIHumanlMutationVI2010VIb_VIu_ZdaWf 4.7 138

20 sommonIvariantsIinILSP_VIaqbdIandIgqacIandIbreastIcancerIriskIforIrRsq_IandIrRsqaImutationI
carriersXIHumanlMolecularlGeneticsVI2009VI_gVIcccaWde 5.6 91

19 SNPsIinIultraconservedIelementsIandIfamilialIbreastIcancerIriskXICarcinogenesisVI2009VIbZVIdccWdkI
authorIreplyIdce 4.6 22

18 uvidencesIforIassociationIofItheIsqSPgIWedaIeNIdelIpromoterIpolymorphismIwithIageIatIdiagnosisI
inIfamilialIbreastIcancerIcasesXIBreastlCancerlResearchlandlTreatmentVI2009VI__bVIeZfWg 4.4 18

17 TollWlikeIreceptorIcIpolymorphismsIandIriskIofIgramWnegativeIbacteremiaIafterIallogeneicIstemIcellI
transplantationXIqIprospectiveIpilotIstudyXIBiologyloflBloodlandlMarrowlTransplantationVI2009VI_dVI__bZWb4.7 13

16 TheIpdbIqrgfaProIandIyns_ebpIpolymorphismsIandItheirIhaplotypesIareInotIassociatedIwithIbreastI
cancerIriskIinIrRsqWmutationInegativeIfamilialIcasesXICancerlDetectionlandlPreventionVI2008VIbaVI_cZWb 16

15 sommonIbreastIcancerWpredispositionIallelesIareIassociatedIwithIbreastIcancerIriskIinIrRsq_IandI
rRsqaImutationIcarriersXIAmericanlJournalloflHumanlGeneticsVI2008VIgaVIhbfWcg 11 218

14 yncreasedIfrequencyIofIdiseaseWcausingIMYxImutationsIinIcolonIcancerIfamiliesXICarcinogenesisVI
2006VIafVIaacbWh 4.6 39

13 TLR_IandITLReIpolymorphismsIareIassociatedIwithIsusceptibilityItoIinvasiveIaspergillosisIafterI
allogeneicIstemIcellItransplantationXIAnnalsloflthelNewlYorklAcademyloflSciencesVI2005VI_ZeaVIhdW_Zb 6.5 169

12 wermlineImutationsIofIqXyNaIareInotIassociatedIwithInonsyndromicIcolorectalIcancerXIHumanl
MutationVI2005VIadVIchgWdZZ 4.7 11

11 solorectalIcancerIriskIinIindividualsIwithIbiallelicIorImonoallelicImutationsIofIMYxXIInternationall
JournalloflCancerVI2005VI__cVIdZdWf 7.5 52

10 TwvrR_TeqImayIcontributeItoIhereditaryIcolorectalIcancerXIJournalloflClinicallOncologyVI2005VIabVIbZfcWg2.2 41

9 TwvrR_TeqIandIcanceriIaImetaWanalysisIofI_aIcaseWcontrolIstudiesXIJournalloflClinicallOncologyVI
2004VIaaVIfdeWg 2.2 75

8 LocalizationIofIcancerIsusceptibilityIgenesIbyIgenomeWwideIsingleWnucleotideIpolymorphismI
linkageWdisequilibriumImappingXICancerlResearchVI2004VIecVIg__eWad 10.1 12

7 MSxeIgermlineImutationsIareIrareIinIcolorectalIcancerIfamiliesXIInternationallJournalloflCancerVI
2003VI_ZfVIdf_Wh 7.5 49

6 reneficialIeffectIofIfluoxetineIinIaIcaseIofIsporadicIhyperekplexiaXIClinicallNeuropharmacologyVI
2000VIabVI_e_Wb 1.4 12

(2000-2010)
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5 sWkitImutationsIinIcoreIbindingIfactorIleukemiasXIBloodVI2000VIhdVIfaeWfag 2.2 255

4 PolygenicIRiskIModellingIforIPredictionIofIupithelialIOvarianIsancerIRisk 1

3 sombiningIgenomeWwideIstudiesIofIbreastVIprostateVIovarianIandIendometrialIcancersImapsI
crossWcancerIsusceptibilityIlociIandIidentifiesInewIgeneticIassociations 2

2 vineWmappingIofI_dZIbreastIcancerIriskIregionsIidentifiesI_fgIhighIconfidenceItargetIgenes 2

1 wenomeWwideIassociationIstudyIidentifiesIbaInovelIbreastIcancerIsusceptibilityIlociIfromIoverallI
andIsubtypeWspecificIanalyses 2
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