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Detection of Citrus Huanglongbing Based on Multi-Input Neural Network Model of UAV Hyperspectral
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Draft Genome Sequence of Rice Orange Leaf Phytoplasma from Guangdong, China. Genome
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Draft Whole-Genome Sequence of 4€ce <i>Candidatus</i> Liberibacter asiaticus&€+Strain TX2351 Isolated
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Analyses of Mitogenome Sequences Revealed that Asian Citrus Psyllids (Diaphorina citri) from
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Establishment of a Cuscuta campestris &€mediated enrichment system for genomic and transcriptomic
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Prophage region and short tandem repeats of 4€ce Candidatus Liberibacter asiaticusa€sreveal significant
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Genome Sequence Resource of &€ <i>Candidatus</i> Liberibacter asiaticusd€™ from Thailand. Plant Disease, 14 ;
2020, 104, 624-626. )

The Complete Mitochondrial Genome Sequence of Bactericera cockerelli and Comparison with Three
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Genome Sequence Resource of <i>Xanthomonas citri<[i> pv. <i>citri</i> from Formalin-Fixed Citrus
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