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Molecular Sciences, 2020, 21, 9116.
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of 14-3-3 proteins in Arabidopsis. Biochemical and Biophysical Research Communications, 2017, 485, 2.1 11
174-180.
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Selection and functional analysis of a Pyropia yezoensis ammonium transporter PyAMT1 in potassium
deficiency. Journal of Applied Phycology, 2017, 29, 2617-2626.

Cesium Uptake in Plants: Mechanism, Regulation and Application for Phytoremediation. , 2017, , 101-124. 4

Potassium sensing, signaling, and transport: toward improved potassium use efficiency in plants. ,
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Selective chemical binding enhances cesium tolerance in plants through inhibition of cesium uptake.
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Plant extracellular ATP signalling by plasma membrane NADPH oxidase and Ca<sup>2+</sup>channels. 5.7 101
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