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100 MendelianMrandomizationMofMgeneticallyMindependentMagingMphenotypesMidentifiesMLPvMandMVxvMfM
asMbiologicalMtargetsMforMhumanMagingcMNatureiAgingaM2022aMgaMfnbhe 3

99  romMmutationMtoMmechanismoMdecipheringMtheMmolecularMfunctionMofMgeneticMvariantsMlinkedMtoM
humanMageingcMBriefingsiiniFunctionaliGenomicsaM2021aM 4.9 1

98 TargetingMmultimorbidityoMUsingMhealthspanMandMlifespanMtoMidentifyMbiomarkersMofMageingMthatM
pinpointMsharedMdiseaseMmechanismscMEBioMedicineaM2021aMklaMfehhki 8.8 0

97 yNvMmethylationMsignaturesMofMaggressionMandMcloselyMrelatedMconstructsoMvMmetabanalysisMofM
epigenomebwideMstudiesMacrossMtheMlifespancMMoleculariPsychiatryaM2021aMgkaMgfimbgfkg 15.1 7

96 GenomebwideMassociationMstudyMofMcirculatingMinterleukinMkMlevelsMidentifiesMnovelMlocicMHumani
MoleculariGeneticsaM2021aMheaMhnhbien 5.6 6

95 GlycosylationMofMimmunoglobulinMGMisMregulatedMbyMaMlargeMnetworkMofMgenesMpleiotropicMwithM
inflammatoryMdiseasescMScienceiAdvancesaM2020aMkaMeaaxehef 14.3 38

94 GenomebwideMvssociationMvnalysisMinMHumansMLinksMNucleotideMMetabolismMtoMLeukocyteMTelomereM
LengthcMAmericaniJournaliofiHumaniGeneticsaM2020aMfekaMhmnbiei 11 40

93 LifestylebInterventionbInducedMReductionMofMvbdominalM atMIsMReflectedMbyMaMyecreasedMxirculatingM
GlycerolMLevelMandManMIncreasedMHyLMyiametercMMoleculariNutritioniandiFoodiResearchaM2020aMkiaMefneemfm5.9 3

92 SearchingMforMtheMgeneticMkeyMtoMaMlongMandMhealthyMlifecMELifeaM2020aMnaM 8.9 2

91 xorrelationMofMtheMtwoMmostMfrequentMHLvMhaplotypesMinMtheMItalianMpopulationMtoMtheMdifferentialM
regionalMincidenceMofMxovidbfncMJournaliofiTranslationaliMedicineaM2020aMfmaMhjg 8.5 45

90 MultivariateMgenomicMscanMimplicatesMnovelMlociMandMhaemMmetabolismMinMhumanMageingcMNaturei
CommunicationsaM2020aMffaMhjle 17.4 33

89
LackMofMconsensusMonManMagingMbiologyMparadigmtMvMglobalMsurveyMrevealsManMagreementMtoMdisagreeaM
andMtheMneedMforManMinterdisciplinaryMframeworkcMMechanismsiofiAgeingiandiDevelopmentaM2020aM
fnfaMfffhfk

5.6 26

88 SimilarMburdenMofMpathogenicMcodingMvariantsMinMexceptionallyMlongblivedMindividualsMandMindividualsM
withoutMexceptionalMlongevitycMAgingiCellaM2020aMfnaMefhgfk 9.9 3

87 MetabolicMvgeMwasedMonMtheMwwMRIbNLMHbNMRMMetabolomicsMRepositoryMasMwiomarkerMofM
vgebrelatedMyiseasecMCirculationiGenomiciandiPrecisioniMedicineaM2020aMfhaMjifbjil 5.2 7

86 GenomebwideMidentificationMofMgenesMregulatingMyNvMmethylationMusingMgeneticManchorsMforMcausalM
inferencecMGenomeiBiologyaM2020aMgfaMgge 18.3 10

85 vMmetabolicMprofileMofMallbcauseMmortalityMriskMidentifiedMinManMobservationalMstudyMofMiiafkmM
individualscMNatureiCommunicationsaM2019aMfeaMhhik 17.4 89

84 vMmetabanalysisMofMgenomebwideMassociationMstudiesMidentifiesMmultipleMlongevityMgenescMNaturei
CommunicationsaM2019aMfeaMhkkn 17.4 102
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83 MetabolomicsMrevealsMaMlinkMbetweenMhomocysteineMandMlipidMmetabolismMandMleukocyteMtelomereM
lengthoMtheMzNGvGzMconsortiumcMScientificiReportsaM2019aMnaMffkgh 4.9 2

82 zpigenomebwideMvssociationMStudyMofMvttentionbyeficitdHyperactivityMyisorderMSymptomsMinM
vdultscMBiologicaliPsychiatryaM2019aMmkaMjnnbkel 7.9 24

81 GeneticMandMlifestyleMriskMfactorsMforMMRIbdefinedMbrainMinfarctsMinMaMpopulationbbasedMsettingcM
NeurologyaM2019aM 6.5 17

80 GenomebwideMassociationMstudyMinMlnahkkMzuropeanbancestryMindividualsMinformsMtheMgeneticM
architectureMofMgjbhydroxyvitaminMyMlevelscMNatureiCommunicationsaM2018aMnaMgke 17.4 174

79  acialMWrinklesMinMzuropeansoMv´ GenomebWideMvssociationMStudycMJournaliofiInvestigativei
DermatologyaM2018aMfhmaMfmllbfmme 4.3 4

78 SurvivalManalysisMwithMdelayedMentryMinMselectedMfamiliesMwithMapplicationMtoMhumanMlongevitycM
StatisticaliMethodsiiniMedicaliResearchaM2018aMglaMnhhbnji 2.3 5

77 IgGMglycosylationMandMyNvMmethylationMareMinterconnectedMwithMsmokingcMBiochimicaiEtiBiophysicai
ActaiwiGeneraliSubjectsaM2018aMfmkgaMkhlbkim 4 25

76 PhenomeMandMgenomeMbasedMstudiesMintoMhumanMageingMandMlongevityoMvnMoverviewcMBiochimicaiEti
BiophysicaiActaiwiMoleculariBasisiofiDiseaseaM2018aMfmkiaMgligbgljf 6.9 21

75 MetaboliteMratiosMasMpotentialMbiomarkersMforMtypeMgMdiabetesoMaMyIRzxTMstudycMDiabetologiaaM2018aM
kfaMfflbfgn 10.3 21

74 GenomebWideMvssociationMStudyMonMImmunoglobulinMGMGlycosylationMPatternscMFrontiersiini
ImmunologyaM2018aMnaMgll 8.4 36

73 IntegrativeMnetworkManalysisMhighlightsMbiologicalMprocessesMunderlyingMGLPbfMstimulatedMinsulinM
secretionoMvMyIRzxTMstudycMPLoSiONEaM2018aMfhaMeefmnmmk 3.7 5

72 GenomebwideManalysesMidentifyMaMroleMforMSLxflviMandMvvyvTMinMthyroidMhormoneMregulationcM
NatureiCommunicationsaM2018aMnaMiijj 17.4 75

71
GenomeMvnalysesMofMsgeeaeeeMIndividualsMIdentifyMjmMLociMforMxhronicMInflammationMandMHighlightM
PathwaysMthatMLinkMInflammationMandMxomplexMyisorderscMAmericaniJournaliofiHumaniGeneticsaM
2018aMfehaMknfblek

11 151

70 GeneticManalysisMofMoverMfMmillionMpeopleMidentifiesMjhjMnewMlociMassociatedMwithMbloodMpressureM
traitscMNatureiGeneticsaM2018aMjeaMfifgbfigj 36.3 386

69  acingMupMtoMtheMglobalMchallengesMofMageingcMNatureaM2018aMjkfaMijbjk 50.4 342

68 SexMyifferencesMinMGeneticMvssociationsMWithMLongevitycMJAMAiNetworkiOpenaM2018aMfaMefmfkle 10.4 40

67 GenomebwideMassociationManalysisMidentifiesMnovelMbloodMpressureMlociMandMoffersMbiologicalMinsightsM
intoMcardiovascularMriskcMNatureiGeneticsaM2017aMinaMiehbifj 36.3 313

66 ShortMtelomereMlengthMisMassociatedMwithMimpairedMcognitiveMperformanceMinMzuropeanMancestryM
cohortscMTranslationaliPsychiatryaM2017aMlaMeffee 8.6 38
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65 vMGenomebWideMvssociationMStudyMofMIVGTTbwasedMMeasuresMofM irstbPhaseMInsulinMSecretionM
RefinesMtheMUnderlyingMPhysiologyMofMTypeMgMyiabetesMVariantscMDiabetesaM2017aMkkaMggnkbghen 0.9 69

64 yiseaseMvariantsMalterMtranscriptionMfactorMlevelsMandMmethylationMofMtheirMbindingMsitescMNaturei
GeneticsaM2017aMinaMfhfbfhm 36.3 252

63 IdentificationMofMcontextbdependentMexpressionMquantitativeMtraitMlociMinMwholeMbloodcMNaturei
GeneticsaM2017aMinaMfhnbfij 36.3 240

62 GenomebwideMassociationMandMfunctionalMstudiesMidentifyMaMroleMforMmatrixMGlaMproteinMinM
osteoarthritisMofMtheMhandcMAnnalsiofitheiRheumaticiDiseasesaM2017aMlkaMgeikbgejh 2.4 42

61 NovelMwloodMPressureMLocusMandMGeneMyiscoveryMUsingMGenomebWideMvssociationMStudyMandM
zxpressionMyataMSetsM romMwloodMandMtheMKidneycMHypertensionaM2017aM 8.5 85

60 yNvMMethylationMvnalysisMIdentifiesMLociMforMwloodMPressureMRegulationcMAmericaniJournaliofiHumani
GeneticsaM2017aMfefaMmmmbneg 11 83

59 zstimationMofMmetaboliteMnetworksMwithMregardMtoMaMspecificMcovariableoMapplicationsMtoMplantMandM
humanMdatacMMetabolomicsaM2017aMfhaMfgn 4.7 3

58
SystemicMvgebvssociatedMyNvMHypermethylationMofMzLOVLgMGeneoMInMVivoMandMInMVitroMzvidencesMofM
aMxellMReplicationMProcesscMJournalsiofiGerontologyiwiSeriesiAiBiologicaliSciencesiandiMedicaliSciencesaM
2017aMlgaMfefjbfegh

6.4 50

57 WORLyWIyzMGzNOMzbWIyzMvSSOxIvTIONMSTUyYMO MLONGzVITYcMInnovationiiniAgingaM2017aMfaMmlbml 0.1 78

56 TheMcomplexMgeneticsMofMgaitMspeedoMgenomebwideMmetabanalysisMapproachcMAgingaM2017aMnaMgenbgik 5.6 16

55  ibroblastMgrowthMfactorMgfMreflectsMliverMfatMaccumulationMandMdysregulationMofMsignallingMpathwaysM
inMtheMliverMofMxjlwLdkJMmicecMScientificiReportsaM2016aMkaMheimi 4.9 42

54 GenomebwideMstudyMforMcirculatingMmetabolitesMidentifiesMkgMlociMandMrevealsMnovelMsystemicMeffectsM
ofMLPvcMNatureiCommunicationsaM2016aMlaMfffgg 17.4 335

53 GenomebwideMmetabanalysisMuncoversMnovelMlociMinfluencingMcirculatingMleptinMlevelscMNaturei
CommunicationsaM2016aMlaMfeini 17.4 107

52 vssociationMbetweenMtheMrslnehfikMPolymorphismMinMtheMTx lLgMGeneMandMParametersMyerivedM
withMxontinuousMGlucoseMMonitoringMinMIndividualsMwithoutMyiabetescMPLoSiONEaM2016aMffaMeefinnng 3.7 8

51 MetabolicMeffectsMofMaMfhbweeksMlifestyleMinterventionMinMolderMadultsoMTheMGrowingMOldMTogetherM
StudycMAgingaM2016aMmaMfffbgk 5.6 17

50 vssessmentMofMtheMcontributionMofMvPOzMgeneMvariantsMtoMmetabolicMphenotypesMassociatedMwithM
familialMlongevityMatMmiddleMagecMAgingaM2016aMmaMflnebmef 5.6 4

49 MetabanalysisMofMinMjinMindividualsMimputedMwithMtheMfeeeMGenomesMProjectMrevealsManMexonicM
damagingMvariantMinMvNGPTLiMdeterminingMfastingMTGMlevelscMJournaliofiMedicaliGeneticsaM2016aMjhaMiifbn5.8 27

48 NovelMlociMandMpathwaysMsignificantlyMassociatedMwithMlongevitycMScientificiReportsaM2016aMkaMgfgih 4.9 105
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47 TheMeffectMofMstandardizedMfoodMintakeMonMtheMassociationMbetweenMwMIMandMHbNMRMmetabolitescM
ScientificiReportsaM2016aMkaMhmnme 4.9 9

46 IdentificationMofMadditionalMriskMlociMforMstrokeMandMsmallMvesselMdiseaseoMaMmetabanalysisMofM
genomebwideMassociationMstudiescMLancetiNeurologyviTheaM2016aMfjaMknjblel 24.1 100

45 TheMMxfRMGeneMandMYouthfulMLookscMCurrentiBiologyaM2016aMgkaMfgfhbge 6.3 42

44 UncompromisedMfebyearMsurvivalMofMoldestMoldMcarryingMsomaticMmutationsMinMyNMThvMandMTzTgcM
BloodaM2016aMfglaMfjfgbj 2.2 27

43 MaternalMandMchildMcytokineMrelationshipMinMearlyMlifeMisMnotMalteredMbyMcytokineMgeneMpolymorphismscM
GenesiandiImmunityaM2016aMflaMhmebhmj 4.4 9

42 zmployingMbiomarkersMofMhealthyMageingMforMleveragingMgeneticMstudiesMintoMhumanMlongevitycM
ExperimentaliGerontologyaM2016aMmgaMfkkbli 4.5 21

41 vgebrelatedMaccrualMofMmethylomicMvariabilityMisMlinkedMtoMfundamentalMageingMmechanismscMGenomei
BiologyaM2016aMflaMfnf 18.3 80

40 wloodMlipidsMinfluenceMyNvMmethylationMinMcirculatingMcellscMGenomeiBiologyaM2016aMflaMfhm 18.3 118

39 xopyMnumberMvariationMassociatesMwithMmortalityMinMlongblivedMindividualsoMaMgenomebwideM
assessmentcMAgingiCellaM2016aMfjaMinbjj 9.9 15

38 vMGenomebWideMvssociationMStudyMIdentifiesMtheMSkinMxolorMGenesMIR iaMMxfRaMvSIPaMandMwNxgM
InfluencingM acialMPigmentedMSpotscMJournaliofiInvestigativeiDermatologyaM2015aMfhjaMflhjbflig 4.3 80

37 ImprovingMPhenotypicMPredictionMbyMxombiningMGeneticMandMzpigeneticMvssociationscMAmericani
JournaliofiHumaniGeneticsaM2015aMnlaMljbmj 11 85

36 LyLMcholesterolMstillMaMproblemMinMoldMagetMvMMendelianMrandomizationMstudycMInternationaliJournali
ofiEpidemiologyaM2015aMiiaMkeibfg 7.8 26

35 MultiethnicMgenomebwideMassociationMstudyMofMcerebralMwhiteMmatterMhyperintensitiesMonMMRIcM
Circulation:iCardiovasculariGeneticsaM2015aMmaMhnmbien 119

34 zxomeMandMwholeMgenomeMsequencingMinMagingMandMlongevitycMAdvancesiiniExperimentaliMedicinei
andiBiologyaM2015aMmilaMfglbhn 3.6 5

33 GWvSMofMlongevityMinMxHvRGzMconsortiumMconfirmsMvPOzMandM OXOhMcandidacycMJournalsiofi
GerontologyiwiSeriesiAiBiologicaliSciencesiandiMedicaliSciencesaM2015aMleaMffebm 6.4 188

32 TheMimpactMofMlowbfrequencyMandMrareMvariantsMonMlipidMlevelscMNatureiGeneticsaM2015aMilaMjmnbnl 36.3 229

31 GenomeMofMTheMNetherlandsMpopulationbspecificMimputationsMidentifyManMvwxvkMvariantMassociatedM
withMcholesterolMlevelscMNatureiCommunicationsaM2015aMkaMkekj 17.4 32

30  ineMmappingMtheMregionMrevealsMaMcommonMintronicMinsertionMassociatedMtoMHyLbxcMNpjiAgingiandi
MechanismsiofiDiseaseaM2015aMfaMfjeff 5.5 5
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29 yiscoveryMandM inebMappingMofMGlycaemicMandMObesitybRelatedMTraitMLociMUsingMHighbyensityM
ImputationcMPLoSiGeneticsaM2015aMffaMefeejghe 6 59

28 ILlRMgeneMexpressionMnetworkMassociatesMwithMhumanMhealthyMageingcMImmunityiandiAgeingaM2015aM
fgaMgf 9.7 29

27 NewMgeneticMlociMlinkMadiposeMandMinsulinMbiologyMtoMbodyMfatMdistributioncMNatureaM2015aMjfmaMfmlbfnk 50.4 920

26 LowMmitochondrialMyNvMcontentMassociatesMwithMfamilialMlongevityoMtheMLeidenMLongevityMStudycMAgeaM
2014aMhkaMnkgn 15

25 vssociationMofMadiponectinMandMleptinMwithMrelativeMtelomereMlengthMinMsevenMindependentMcohortsM
includingMffaiimMparticipantscMEuropeaniJournaliofiEpidemiologyaM2014aMgnaMkgnbhm 12.1 18

24 GenomebwideMassociationMmetabanalysisMofMhumanMlongevityMidentifiesMaMnovelMlocusMconferringM
survivalMbeyondMneMyearsMofMagecMHumaniMoleculariGeneticsaM2014aMghaMiigebhg 5.6 188

23 yefiningMtheMroleMofMcommonMvariationMinMtheMgenomicMandMbiologicalMarchitectureMofMadultMhumanM
heightcMNatureiGeneticsaM2014aMikaMfflhbmk 36.3 1339

22 SexbspecificMeffectsMofMnaturallyMoccurringMvariantsMinMtheMdopamineMreceptorMygMlocusMonMinsulinM
secretionMandMtypeMgMdiabetesMsusceptibilitycMDiabeticiMedicineaM2014aMhfaMfeefbm 3.5 10

21 VariantsMnearMTzRTMandMTzRxMinfluencingMtelomereMlengthMareMassociatedMwithMhighbgradeMgliomaM
riskcMNatureiGeneticsaM2014aMikaMlhfbj 36.3 141

20 LeukocyteMtelomereMlengthMassociatesMwithMprospectiveMmortalityMindependentMofMimmunebrelatedM
parametersMandMknownMgeneticMmarkerscMInternationaliJournaliofiEpidemiologyaM2014aMihaMmlmbmk 7.8 83

19 IdentifyingMtheMgenomicMdeterminantsMofMagingMandMlongevityMinMhumanMpopulationMstudiesoM
progressMandMchallengescMBioEssaysaM2013aMhjaMhmkbnk 4.1 76

18 vgingMasMacceleratedMaccumulationMofMsomaticMvariantsoMwholebgenomeMsequencingMofMcentenarianM
andMmiddlebagedMmonozygoticMtwinMpairscMTwiniResearchiandiHumaniGeneticsaM2013aMfkaMfegkbhg 2.2 30

17 GeneMexpressionManalysisMofMmTORMpathwayoMassociationMwithMhumanMlongevitycMAgingiCellaM2013aMfgaMgibhf9.9 85

16 GenomebwideMlinkageManalysisMforMhumanMlongevityoMGeneticsMofMHealthyMvgingMStudycMAgingiCellaM
2013aMfgaMfmibnh 9.9 140

15 GeneMsetManalysisMofMGWvSMdataMforMhumanMlongevityMhighlightsMtheMrelevanceMofMtheMinsulindIG bfM
signalingMandMtelomereMmaintenanceMpathwayscMAgeaM2013aMhjaMghjbin 86

14 IdentificationMofMsevenMlociMaffectingMmeanMtelomereMlengthMandMtheirMassociationMwithMdiseasecM
NatureiGeneticsaM2013aMijaMiggblaMiglefbg 36.3 624

13 MetabanalysisMofMtelomereMlengthMinMfnalfhMsubjectsMrevealsMhighMheritabilityaMstrongerMmaternalM
inheritanceMandMaMpaternalMageMeffectcMEuropeaniJournaliofiHumaniGeneticsaM2013aMgfaMffkhbm 5.3 291

12 TheMxTRwfdgMlocusMaffectsMdiabetesMsusceptibilityMandMtreatmentMviaMtheMincretinMpathwaycMDiabetesaM
2013aMkgaMhgljbmf 0.9 63
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11 vMmetabanalysisMofMthyroidbrelatedMtraitsMrevealsMnovelMlociMandMgenderbspecificMdifferencesMinMtheM
regulationMofMthyroidMfunctioncMPLoSiGeneticsaM2013aMnaMefeehgkk 6 146

10 NonbhomologousMendbjoiningMpathwayMassociatedMwithMoccurrenceMofMmyocardialMinfarctionoMgeneM
setManalysisMofMgenomebwideMassociationMstudyMdatacMPLoSiONEaM2013aMmaMejkgkg 3.7 13

9
yistinguishingMbetweenMlongevityMandMbufferedbdeleteriousMgenotypesMforMexceptionalMhumanM
longevityoMtheMcaseMofMtheMMTPMgenecMJournalsiofiGerontologyiwiSeriesiAiBiologicaliSciencesiandi
MedicaliSciencesaM2012aMklaMffjhbke

6.4 22

8 HowMtoMdealMwithMtheMearlyMGWvSMdataMwhenMimputingMandMcombiningMdifferentMarraysMisMnecessarycM
EuropeaniJournaliofiHumaniGeneticsaM2012aMgeaMjlgbk 5.3 23

7 TranscriptionalMprofilingMofMhumanMfamilialMlongevityMindicatesMaMroleMforMvS fvMandMILlRcMPLoSiONEaM
2012aMlaMeglljn 3.7 34

6 GenomebwideMassociationMstudyMidentifiesMaMsingleMmajorMlocusMcontributingMtoMsurvivalMintoMoldMagepM
theMvPOzMlocusMrevisitedcMAgingiCellaM2011aMfeaMkmkbnm 9.9 218

5 GenomicsMofMhumanMlongevitycMPhilosophicaliTransactionsiofitheiRoyaliSocietyiB:iBiologicaliSciencesaM
2011aMhkkaMhjbig 5.8 59

4 vMgenomebwideMassociationMstudyMidentifiesMaMregionMatMchromosomeMfgMasMaMpotentialMsusceptibilityM
locusMforMrestenosisMafterMpercutaneousMcoronaryMinterventioncMHumaniMoleculariGeneticsaM2011aMgeaMilimbjl5.6 13

3 yiseaseMvariantsMalterMtranscriptionMfactorMlevelsMandMmethylationMofMtheirMbindingMsites 6

2 HypothesisbfreeMidentificationMofMmodulatorsMofMgeneticMriskMfactors 7

1 GenomebwideMassociationMstudyMofMplasmaMtriglyceridesaMphospholipidsMandMrelationMtoM
cardiobmetabolicMriskMfactors 4
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