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54 zharacterizationNofNtheNZFXNfamilyNofNtranscriptionNfactorsNthatNbindNdownstreamNofNtheNstartNsiteNofN
zpGNislandNpromoterseNNucleicsAcidssResearchcN2020cNkocNlpomdmggg 20.1 6

53 GenomedwideNanalysisNofNHOXzkNandNHOXzmNregulatedNgenesNandNbindingNsitesNinNprostateNcancerN
cellseNPLoSsONEcN2020cNhlcNegiiolpg 3.7 4

52 PerspectivesNonNENzODEeNNaturecN2020cNlojcNmpjdmpo 50.4 61

51 ExpandedNencyclopaediasNofNDNxNelementsNinNtheNhumanNandNmouseNgenomeseNNaturecN2020cNlojcNmppdnhg50.4 360

50 TENETNiegqNIdentificationNofNkeyNtranscriptionalNregulatorsNandNenhancersNinNlungNadenocarcinomaeN
PLoSsGeneticscN2020cNhmcNehggpgij 6 6

49 xNhighdresolutionNjDNepigenomicNmapNrevealsNinsightsNintoNtheNcreationNofNtheNprostateNcancerN
transcriptomeeNNaturesCommunicationscN2019cNhgcNkhlk 17.4 36

48 EzhiddzaspNandNKRxyddzaspNenableNengineeringNofNepigeneticNmemoryNinNaNcontextddependentN
mannereNEpigeneticssandsChromatincN2019cNhicNim 5.8 55

47 TheNEnigmaticNHOXNGenesqNzanNWeNzrackNTheirNzodeveNCancerscN2019cNhhcN 6.6 23

46 TheNprostateNcancerNriskNvariantNrsllploppkNregulatesNmultipleNgeneNexpressionNthroughNextremeN
longdrangeNchromatinNinteractionNtoNcontrolNtumorNprogressioneNSciencesAdvancescN2019cNlcNeaawmnhg 14.3 19

45 ThreeddimensionalNanalysisNrevealsNalteredNchromatinNinteractionNbyNenhancerNinhibitorsNharborsN
TzFnLidregulatedNcancerNgeneNsignatureeNJournalsofsCellularsBiochemistrycN2019cNhigcNjglmdjgng 4.7 3

44 ZFXNactsNasNaNtranscriptionalNactivatorNinNmultipleNtypesNofNhumanNtumorsNbyNbindingNdownstreamNofN
transcriptionNstartNsitesNatNtheNmajorityNofNzpGNislandNpromoterseNGenomesResearchcN2018cN 9.7 29

43 DefiningNRegulatoryNElementsNinNtheNHumanNGenomeNUsingNNucleosomeNOccupancyNandN
MethylomeNSequencingNXNOMedSeqZeNMethodssinsMolecularsBiologycN2018cNhnmmcNigpdiip 1.4 8

42 UsingNjDNepigenomicNmapsNofNprimaryNolfactoryNneuronalNcellsNfromNlivingNindividualsNtoNunderstandN
geneNregulationeNSciencesAdvancescN2018cNkcNeaavollg 14.3 24

41 TranscriptomeNandNepigenomeNlandscapeNofNhumanNcorticalNdevelopmentNmodeledNinNorganoidseN
SciencecN2018cNjmicN 33.3 142

40 zRISPRdmediatedNdeletionNofNprostateNcancerNriskdassociatedNzTzFNloopNanchorsNidentifiesN
repressiveNchromatinNloopseNGenomesBiologycN2018cNhpcNhmg 18.3 36

39 xNProstateNzancerNRiskNElementNFunctionsNasNaNRepressiveNLoopNthatNRegulatesNHOXxhjeNCells
ReportscN2017cNihcNhkhhdhkhn 10.6 39

38 dzaspdbasedNepigenomeNeditingNsuggestsNacquisitionNofNhistoneNmethylationNisNnotNsufficientNforN
targetNgeneNrepressioneNNucleicsAcidssResearchcN2017cNklcNppghdpphm 20.1 100
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37 kzdseqNrevealedNlongdrangeNinteractionsNofNaNfunctionalNenhancerNatNtheNoqikNprostateNcancerNriskN
locuseNScientificsReportscN2016cNmcNiikmi 4.9 25

36 EffectsNonNtheNtranscriptomeNuponNdeletionNofNaNdistalNelementNcannotNbeNpredictedNbyNtheNsizeNofN
theNHjKinxcNpeakNinNhumanNcellseNNucleicsAcidssResearchcN2016cNkkcNkhijdjj 20.1 29

35
IdentificationNofNactivatedNenhancersNandNlinkedNtranscriptionNfactorsNinNbreastcNprostatecNandN
kidneyNtumorsNbyNtracingNenhancerNnetworksNusingNepigeneticNtraitseNEpigeneticssandsChromatincN
2016cNpcNlg

5.8 40

34 EpigeneticNandNtranscriptionalNdeterminantsNofNtheNhumanNbreasteNNaturesCommunicationscN2015cNmcNmjlh17.4 44

33 TheNroleNofNDNxNmethylationNinNdirectingNtheNfunctionalNorganizationNofNtheNcancerNepigenomeeN
GenomesResearchcN2015cNilcNkmndnn 9.7 62

32 DemystifyingNtheNsecretNmissionNofNenhancersqNlinkingNdistalNregulatoryNelementsNtoNtargetNgeneseN
CriticalsReviewssinsBiochemistrysandsMolecularsBiologycN2015cNlgcNllgdnj 8.7 62

31 TheNPsychENzODENprojecteNNaturesNeurosciencecN2015cNhocNhngndhi 25.5 226

30 InferringNregulatoryNelementNlandscapesNandNtranscriptionNfactorNnetworksNfromNcancerN
methylomeseNGenomesBiologycN2015cNhmcNhgl 18.3 123

29 MakingNsenseNofNGWxSqNusingNepigenomicsNandNgenomeNengineeringNtoNunderstandNtheNfunctionalN
relevanceNofNSNPsNinNnondcodingNregionsNofNtheNhumanNgenomeeNEpigeneticssandsChromatincN2015cNocNln 5.8 187

28 IntermediateNDNxNmethylationNisNaNconservedNsignatureNofNgenomeNregulationeNNatures
CommunicationscN2015cNmcNmjmj 17.4 67

27 IntegrativeNanalysisNofNhhhNreferenceNhumanNepigenomeseNNaturecN2015cNlhocNjhndjg 50.4 3849

26 FunctionalNannotationNofNcolonNcancerNriskNSNPseNNaturesCommunicationscN2014cNlcNlhhk 17.4 85

25 GlobalNlossNofNDNxNmethylationNuncoversNintronicNenhancersNinNgenesNshowingNexpressionNchangeseN
GenomesBiologycN2014cNhlcNkmp 18.3 108

24 zomprehensiveNfunctionalNannotationNofNnnNprostateNcancerNriskNlocieNPLoSsGeneticscN2014cNhgcNehggkhgi 6 132

23 RegulatoryNnetworkNdecodedNfromNepigenomesNofNsurfaceNectodermdderivedNcellNtypeseNNatures
CommunicationscN2014cNlcNlkki 17.4 22

22 xnalysisNofNanNartificialNzincNfingerNepigeneticNmodulatorqNwidespreadNbindingNbutNlimitedNregulationeN
NucleicsAcidssResearchcN2014cNkicNhgolmdmo 20.1 50

21 zrossdtalkNbetweenNsitedspecificNtranscriptionNfactorsNandNDNxNmethylationNstateseNJournalsofs
BiologicalsChemistrycN2013cNioocNjkiondpk 5.4 136

20 ZyTyjjNbindsNunmethylatedNregionsNofNtheNgenomeNassociatedNwithNactivelyNexpressedNgeneseN
EpigeneticssandsChromatincN2013cNmcNhj 5.8 50
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19 DNxNhypomethylationNwithinNspecificNtransposableNelementNfamiliesNassociatesNwithNtissuedspecificN
enhancerNlandscapeeNNaturesGeneticscN2013cNklcNojmdkh 36.3 154

18 FunctionalNDNxNmethylationNdifferencesNbetweenNtissuescNcellNtypescNandNacrossNindividualsN
discoveredNusingNtheNMUMNalgorithmeNGenomesResearchcN2013cNijcNhliidkg 9.7 119

17 zellNtypedspecificNbindingNpatternsNrevealNthatNTzFnLiNcanNbeNtetheredNtoNtheNgenomeNbyN
associationNwithNGxTxjeNGenomesBiologycN2012cNhjcNRli 18.3 85

16 zhIPdseqNguidelinesNandNpracticesNofNtheNENzODENandNmodENzODENconsortiaeNGenomesResearchcN
2012cNiicNhohjdjh 9.7 1211

15 ThematicNminireviewNseriesNonNresultsNfromNtheNENzODENProjectqNIntegrativeNglobalNanalysesNofN
regulatoryNregionsNinNtheNhumanNgenomeeNJournalsofsBiologicalsChemistrycN2012cNioncNjgooldn 5.4 12

14 xrchitectureNofNtheNhumanNregulatoryNnetworkNderivedNfromNENzODENdataeNNaturecN2012cNkopcNphdhgg 50.4 1104

13 UncoveringNtranscriptionNfactorNmodulesNusingNonedNandNthreeddimensionalNanalyseseNJournalsofs
BiologicalsChemistrycN2012cNioncNjgphkdih 5.4 5

12 UsingNgenomicNtechnologiesNtoNinvestigateNtranscriptionalNregulationNinNnormalNandNcancerNcellseN
FASEBsJournalcN2012cNimcNkmgeh 0.9

11
GenomedwideNanalysisNofNtranscriptionNfactorNEiFhNmutantNproteinsNrevealsNthatNNdNandNzdterminalN
proteinNinteractionNdomainsNdoNnotNparticipateNinNtargetingNEiFhNtoNtheNhumanNgenomeeNJournalsofs
BiologicalsChemistrycN2011cNiomcNhhpoldpm

5.4 38

10 UsingNzhIPdseqNtechnologyNtoNgenerateNhighdresolutionNprofilesNofNhistoneNmodificationseNMethodss
insMolecularsBiologycN2011cNnphcNimldom 1.4 90

9 zomparisonNofNsequencingdbasedNmethodsNtoNprofileNDNxNmethylationNandNidentificationNofN
monoallelicNepigeneticNmodificationseNNaturesBiotechnologycN2010cNiocNhgpndhgl 44.5 570

8 TheNNIHNRoadmapNEpigenomicsNMappingNzonsortiumeNNaturesBiotechnologycN2010cNiocNhgkldo 44.5 1284

7 UsingNzhIPdseqNtechnologyNtoNidentifyNtargetsNofNzincNfingerNtranscriptionNfactorseNMethodssins
MolecularsBiologycN2010cNmkpcNkjndll 1.4 45

6 InsightsNfromNgenomicNprofilingNofNtranscriptionNfactorseNNaturesReviewssGeneticscN2009cNhgcNmgldhm 30.1 427

5 DiscoveringNhematopoieticNmechanismsNthroughNgenomedwideNanalysisNofNGxTxNfactorNchromatinN
occupancyeNMolecularsCellcN2009cNjmcNmmndoh 17.6 276

4 xNcomprehensiveNzhIPdchipNanalysisNofNEiFhcNEiFkcNandNEiFmNinNnormalNandNtumorNcellsNrevealsN
interchangeableNrolesNofNEiFNfamilyNmemberseNGenomesResearchcN2007cNhncNhllgdmh 9.7 164

3 TheNroleNofNEiFNinNtheNmammalianNcellNcycleeNBiochimicasEtsBiophysicasActa:sReviewssonsCancercN1993cN
hhllcNhildjh 11.2 54

2 TheNHumanNEpigenomeNyrowserNatNWashingtonNUniversity 1
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1 FrequentNlackNofNrepressiveNcapacityNofNpromoterNDNxNmethylationNidentifiedNthroughN
genomedwideNepigenomicNmanipulation 30
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