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116 uitHrxpansionHofHaH{oncovalentHSnRSUpoVU[HzainH−roteaseHvnhibitorVVHACSiPharmacologyiandi
TranslationaliScienceTH2022THbTH[bbU[cb 5.9 1

115 povalentHnarlaprevirUHandHboceprevirUderivedHhybridHinhibitorsHofHSnRSUpoVU[HmainHproteaseVVH
NatureiCommunicationsTH2022THZ]TH[[ce 17.4 10

114 zicrogravityHcrystallizationHofHperdeuteratedHtryptophanHsynthaseHforHneutronHdiffractionVVHNpji
MicrogravityTH2022THeTHZ] 5.3

113 uighUThroughputHVirtualHScreeningHandHValidationHofHaHSnRSUpoVU[HzainH−roteaseH{oncovalentH
vnhibitorVHJournaliofiChemicaliInformationiandiModelingTH2021TH 6.1 12

112 zichaelisUlikeHcomplexHofHSnRSUpoVU[HmainHproteaseHvisualizedHbyHroomUtemperatureHXUrayH
crystallographyVHIUCrJTH2021THeTHfd]Ufdf 4.7 5

111 StructuralTHrlectronicTHandHrlectrostaticHqeterminantsHforHvnhibitorHoindingHtoHSubsitesHSZHandHS[HinH
SnRSUpoVU[HzainH−roteaseVHJournaliofiMedicinaliChemistryTH2021THcaTHZd]ccUZd]e] 8.3 7

110 qirectH}bservationHofH−rotonationHStateHzodulationHinHSnRSUpoVU[HzainH−roteaseHuponHvnhibitorH
oindingHwithH{eutronHprystallographyVHJournaliofiMedicinaliChemistryTH2021THcaTHaffZUbYYY 8.3 15

109 papturingHtheHpatalyticH−rotonHofHqihydrofolateHReductasegHvmplicationsHforHteneralHncidUoaseH
patalysisVHACSiCatalysisTH2021THZZTHbed]Ubeea 13.1 0

108 RoomHtemperatureHcrystallographyHofHhumanHacetylcholinesteraseHboundHtoHaHsubstrateHanalogueH
axUTzngHTowardsHaHneutronHstructureVHCurrentiResearchiiniStructuraliBiologyTH2021TH]TH[YcU[Zb 2.8 2

107 pharacterizationHandHstructuralHanalysisHofHaHthermophilicHtuZZHxylanaseHfromHcompostH
metatranscriptomeVHAppliediMicrobiologyiandiBiotechnologyTH2021THZYbTHddbdUddcd 5.7 2

106 povalentHinhibitionHofHhnphrHbyHorganophosphatesHcausesHhomodimerHdissociationHthroughH
longUrangeHallostericHeffectsVHJournaliofiBiologicaliChemistryTH2021TH[fdTHZYZYYd 5.4 2

105 RevertantHmutationHVaetHaltersHconformationalHdynamicsHofHhighlyHdrugHresistantHuvVHproteaseH
−RSZdVHJournaliofiMoleculariGraphicsiandiModellingTH2021THZYeTHZYeYYb 2.8 0

104 vnhibitorHbindingHinfluencesHtheHprotonationHstatesHofHhistidinesHinHSnRSUpoVU[HmainHproteaseVVH
ChemicaliScienceTH2021THZ[THZbZ]UZb[d 9.4 29

103 SupercomputerUoasedHrnsembleHqockingHqrugHqiscoveryH−ipelineHwithHnpplicationHtoHpovidUZfVH
JournaliofiChemicaliInformationiandiModelingTH2020THcYTHbe][Ubeb[ 6.1 71

102 VisualizingHTetrahedralH}xyanionHooundHinHuvVUZH−roteaseHUsingH{eutronsgHvmplicationsHforHtheH
patalyticHzechanismHandHqrugHqesignVHACSiOmegaTH2020THbTHZZcYbUZZcZd 3.9 2

101 StructuralHplasticityHofHSnRSUpoVU[H]pyHzHactiveHsiteHcavityHrevealedHbyHroomHtemperatureHXUrayH
crystallographyVHNatureiCommunicationsTH2020THZZTH][Y[ 17.4 185

100 −roteinHkinaseHnHinHtheHneutronHbeamgHvnsightsHforHcatalysisHfromHdirectlyHobservingHprotonsVH
MethodsiiniEnzymologyTH2020THc]aTH]ZZU]]Z 1.7
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99 RationalHdesignTHsynthesisTHandHevaluationHofHunchargedTHJsmartJHbisUoximeHantidotesHofH
organophosphateUinhibitedHhumanHacetylcholinesteraseVHJournaliofiBiologicaliChemistryTH2020TH[fbTHaYdfUaYf[5.4 16

98 −yridoxalHbOUphosphateHdependentHreactionsgHnnalyzingHtheHmechanismHofHaspartateH
aminotransferaseVHMethodsiiniEnzymologyTH2020THc]aTH]]]U]bf 1.7 3

97 RoomUtemperatureHXUrayHcrystallographyHrevealsHtheHoxidationHandHreactivityHofHcysteineHresiduesHinH
SnRSUpoVU[H]pyHzgHinsightsHintoHenzymeHmechanismHandHdrugHdesignVHIUCrJTH2020THdTH 4.7 27

96 RoomUtemperatureHneutronHandHXUrayHdataHcollectionHofH]pyHzHfromHSnRSUpoVU[VHActai
CrystallographicaiSectioniFviStructuraliBiologyiCommunicationsTH2020THdcTHae]Uaed 1.1 13

95 StudyingHtheHRoleHofHaHSingleHzutationHofHaHsamilyHZZHtlycosideHuydrolaseHUsingHuighUResolutionH
XUrayHprystallographyVHProteiniJournalTH2020TH]fTHcdZUceY 3.9 1

94 vzntv{rgHTheHneutronHproteinHcrystallographyHbeamlineHatHtheHhighHfluxHisotopeHreactorVHMethodsiini
EnzymologyTH2020THc]aTHcfUeb 1.7 9

93 −rotonHtransferHandHdrugHbindingHdetailsHrevealedHinHneutronHdiffractionHstudiesHofHwildUtypeHandH
drugHresistantHuvVUZHproteaseVHMethodsiiniEnzymologyTH2020THc]aTH[bdU[df 1.7 1

92 SubstrateHoindingHStiffensHnspartateHnminotransferaseHbyHnlteringHtheHrnzymeH−icosecondH
VibrationalHqynamicsVHACSiOmegaTH2020THbTHZededUZedfd 3.9 2

91 vnhibitorHbindingHinfluencesHtheHprotonationHstatesHofHhistidinesHinHSnRSUpoVU[HmainHproteaseH2020TH 2

90 −ressureHandHTemperatureHrffectsHonHtheHsormationHofHnminoacrylateHvntermediatesHofHTyrosineH
−henolUlyaseHqemonstrateHReactionHqynamicsVHACSiCatalysisTH2020THZYTHZcf[UZdY] 13.1 4

89 UnusualHzwitterionicHcatalyticHsiteHofHSnRSUpoVU[HmainHproteaseHrevealedHbyHneutronH
crystallographyVHJournaliofiBiologicaliChemistryTH2020TH[fbTHZd]cbUZd]d] 5.4 50

88 zalleabilityHofHtheHSnRSUpoVU[H]pyHzHnctiveUSiteHpavityHsacilitatesHoindingHofHplinicalHnntiviralsVH
StructureTH2020TH[eTHZ]Z]UZ][YVe] 5.2 61

87 nHnewHcrystalHformHofHhumanHacetylcholinesteraseHforHexploratoryHroomUtemperatureH
crystallographyHstudiesVHChemicowBiologicaliInteractionsTH2019TH]YfTHZYecfe 5 31

86
−roductiveHreorientationHofHaHboundHoximeHreactivatorHrevealedHinHroomHtemperatureHXUrayH
structuresHofHnativeHandHVXUinhibitedHhumanHacetylcholinesteraseVHJournaliofiBiologicaliChemistryTH
2019TH[faTHZYcYdUZYcZe

5.4 9

85 ZoomingHinHonHprotonsgH{eutronHstructureHofHproteinHkinaseHnHtrappedHinHaHproductHcomplexVH
ScienceiAdvancesTH2019THbTHeaavYae[ 14.3 15

84 RoomUtemperatureHphotoUinducedHmartensiticHtransformationHinHaHproteinHcrystalVHIUCrJTH2019THcTHcZfUc[f4.7 1

83 {eutronHprystallographyHqetectsHqifferencesHinH−roteinHqynamicsgHStructureHofHtheH−xtHvvHpyclicH
{ucleotideHoindingHqomainHinHpomplexHwithHanHnctivatorVHBiochemistryTH2018THbdTHZe]]UZe]d 3.2 1

82 JToHoeHorH{otHtoHoeJH−rotonatedgHntomicHqetailsHofHuumanHparbonicHnnhydraseUplinicalHqrugH
pomplexesHbyH{eutronHprystallographyHandHSimulationVHStructureTH2018TH[cTH]e]U]fYVe] 5.2 32

(2018-2020)
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81 UnderstandingHtheHpuUqependentHReactionHzechanismHofHaHtlycosideHuydrolaseHUsingH
uighUResolutionHXUrayHandH{eutronHprystallographyVHACSiCatalysisTH2018THeTHeYbeUeYcf 13.1 7

80 vzntv{rgHneutronsHrevealHenzymeHchemistryVHActaiCrystallographicaiSectioniD:iStructuraliBiologyTH
2018THdaTHddeUdec 5.5 19

79 uyperconjugationH−romotesHpatalysisHinHaH−yridoxalHblU−hosphateUqependentHrnzymeVHACSi
CatalysisTH2018THeTHcd]]Ucd]d 13.1 11

78 TheH{eutronHzacromolecularHprystallographyHvnstrumentsHatH}akHRidgeH{ationalHyaboratorygH
ndvancesTHphallengesTHandH}pportunitiesVHCrystalsTH2018THeTH]ee 2.3 18

77 {eutronHscatteringHinHtheHbiologicalHsciencesgHprogressHandHprospectsVHActaiCrystallographicai
SectioniD:iStructuraliBiologyTH2018THdaTHZZ[fUZZce 5.5 31

76 TemperatureUvnducedHReplacementHofH−hosphateH−rotonHwithHzetalHvonHpapturedHinH{eutronH
StructuresHofHnUq{nVHStructureTH2018TH[cTHZcabUZcbYVe] 5.2 3

75 RoomHTemperatureH{eutronHprystallographyHofHqrugHResistantHuvVUZH−roteaseHUncoversH
yimitationsHofHXUrayHStructuralHnnalysisHatHZYYHxVHJournaliofiMedicinaliChemistryTH2017THcYTH[YZeU[Y[b 8.3 20

74 qirectHevidenceHthatHanHextendedHhydrogenUbondingHnetworkHinfluencesHactivationHofHpyridoxalH
bOUphosphateHinHaspartateHaminotransferaseVHJournaliofiBiologicaliChemistryTH2017TH[f[THbfdYUbfeY 5.4 26

73
{eutronHandHntomicHResolutionHXUrayHStructuresHofHaHyyticH−olysaccharideHzonooxygenaseHRevealH
popperUzediatedHqioxygenHoindingHandHrvidenceHforH{UTerminalHqeprotonationVHBiochemistryTH
2017THbcTH[b[fU[b][

3.2 44

72 qirectHvisualizationHofHcriticalHhydrogenHatomsHinHaHpyridoxalHbOUphosphateHenzymeVHNaturei
CommunicationsTH2017THeTHfbb 17.4 41

71 oiologicalHStructuresVHExperimentaliMethodsiinitheiPhysicaliSciencesTH2017THafTHZUdb 0.4 7

70 zannobioseHoindingHvnducesHphangesHinHuydrogenHoondingHandH−rotonationHStatesHofHncidicH
ResiduesHinHponcanavalinHnHnsHRevealedHbyH{eutronHprystallographyVHBiochemistryTH2017THbcTHadadUadbY 3.2 21

69
{eutronHstructuresHofHtheHuelicobacterHpyloriHbOUmethylthioadenosineHnucleosidaseHhighlightH
protonHsharingHandHprotonationHstatesVHProceedingsiofitheiNationaliAcademyiofiSciencesiofithei
UnitediStatesiofiAmericaTH2016THZZ]THZ]dbcUZ]dcZ

11.5 25

68 yimitationsHinHcurrentHacetylcholinesteraseHstructureUbasedHdesignHofHoximeHantidotesHforH
organophosphateHpoisoningVHAnnalsiofitheiNewiYorkiAcademyiofiSciencesTH2016THZ]deTHaZUaf 6.5 14

67
VisualizingHtheHoohrHeffectHinHhemoglobingHneutronHstructureHofHequineHcyanomethemoglobinHinHtheH
RHstateHandHcomparisonHwithHhumanHdeoxyhemoglobinHinHtheHTHstateVHActaiCrystallographicaiSectioni
D:iStructuraliBiologyTH2016THd[THef[UfY]

5.5 6

66 rvolutionHandHcharacterizationHofHaHnewHreversiblyHphotoswitchingHchromogenicHproteinTHqathailVH
JournaliofiMoleculariBiologyTH2016THa[eTHZddcUef 6.5 19

65 yongURangeHrlectrostaticsUvnducedHTwoU−rotonHTransferHpapturedHbyH{eutronHprystallographyHinH
anHrnzymeHpatalyticHSiteVHAngewandteiChemieTH2016THZ[eTHbYYeUbYZZ 3.6 6

64 yongURangeHrlectrostaticsUvnducedHTwoU−rotonHTransferHpapturedHbyH{eutronHprystallographyHinH
anHrnzymeHpatalyticHSiteVHAngewandteiChemieiwiInternationaliEditionTH2016THbbTHaf[aUd 16.4 34
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63 {eutronHstructureHofHhumanHcarbonicHanhydraseHvvHinHcomplexHwithHmethazolamidegHmappingHtheH
solventHandHhydrogenUbondingHpatternsHofHanHeffectiveHclinicalHdrugVHIUCrJTH2016TH]TH]ZfU][b 4.7 24

62 −hosphorylHTransferHReactionHSnapshotsHinHprystalsgHv{SvtuTSHv{T}HTurHzrpun{vSzH}sH−R}Trv{H
xv{nSrHnHpnTnyYTvpHSUoU{vTVHJournaliofiBiologicaliChemistryTH2015TH[fYTHZbb]eUZbbae 5.4 18

61
{eutronHandHhighUresolutionHroomUtemperatureHXUrayHdataHcollectionHfromHcrystallizedHlyticH
polysaccharideHmonooxygenaseVHActaiCrystallographicaiSectioniFviStructuraliBiologyi
CommunicationsTH2015THdZTHZaaeUb[

1.1 8

60
qirectHdeterminationHofHprotonationHstatesHandHvisualizationHofHhydrogenHbondingHinHaHglycosideH
hydrolaseHwithHneutronHcrystallographyVHProceedingsiofitheiNationaliAcademyiofiSciencesiofithei
UnitediStatesiofiAmericaTH2015THZZ[THZ[]eaUf

11.5 26

59 −roteinHxinaseHnHpatalyticHSubunitH−rimedHforHnctiongHTimeUyapseHprystallographyHofHzichaelisH
pomplexHsormationVHStructureTH2015TH[]TH[]]ZU[]aY 5.2 16

58
wointHneutronHcrystallographicHandH{zRHsolutionHstudiesHofHTyrHresidueHionizationHandHhydrogenH
bondinggHvmplicationsHforHenzymeUmediatedHprotonHtransferVHProceedingsiofitheiNationaliAcademyi
ofiSciencesiofitheiUnitediStatesiofiAmericaTH2015THZZ[THbcd]Ue

11.5 30

57 {eutronHdiffractionHrevealsHhydrogenHbondsHcriticalHforHctz−UselectiveHactivationgHinsightsHforH
ctz−UdependentHproteinHkinaseHagonistHdesignVHBiochemistryTH2014THb]THcd[bUd 3.2 25

56 yUnrabinoseHbindingTHisomerizationTHandHepimerizationHbyHqUxyloseHisomerasegHXUrayXneutronH
crystallographicHandHmolecularHsimulationHstudyVHStructureTH2014TH[[THZ[edUZ]YY 5.2 19

55 zetalUfreeHcnz−UdependentHproteinHkinaseHcanHcatalyzeHphosphorylHtransferVHBiochemistryTH2014TH
b]TH]ZdfUec 3.2 17

54 rngineeringHacidicHStreptomycesHrubiginosusHqUxyloseHisomeraseHbyHrationalHenzymeHdesignVHProteini
EngineeringviDesigniandiSelectionTH2014TH[dTHbfUca 1.9 15

53 XUrayHcrystallographicHstudiesHofHfamilyHZZHxylanaseHzichaelisHandHproductHcomplexesgHimplicationsH
forHtheHcatalyticHmechanismVHActaiCrystallographicaiSectioniD:iBiologicaliCrystallographyTH2014THdYTHZZU[] 29

52 {ovelHcomplexHznqHphasingHandHR{aseHuHstructuralHinsightsHusingHseleniumHoligonucleotidesVHActai
CrystallographicaiSectioniD:iBiologicaliCrystallographyTH2014THdYTH]baUcZ 10

51
TowardHresolvingHtheHcatalyticHmechanismHofHdihydrofolateHreductaseHusingHneutronHandH
ultrahighUresolutionHXUrayHcrystallographyVHProceedingsiofitheiNationaliAcademyiofiSciencesiofithei
UnitediStatesiofiAmericaTH2014THZZZTHZe[[bU]Y

11.5 58

50 −reliminaryHjointHXUrayHandHneutronHproteinHcrystallographicHstudiesHofHecqusRHcomplexedHwithH
folateHandH{nq−SVHActaiCrystallographicaiSectioniFviStructuraliBiologyiCommunicationsTH2014THdYTHeZaUe 1.1 7

49
TheHvzntv{rHinstrumentgHfirstHneutronHproteinHstructureHandHnewHcapabilitiesHforHneutronH
macromolecularHcrystallographyVHActaiCrystallographicaiSectioniD:iBiologicaliCrystallographyTH2013TH
cfTH[ZbdUcY

60

48
vnsightsHintoHtheHphosphorylHtransferHcatalyzedHbyHcnz−UdependentHproteinHkinasegHanHXUrayH
crystallographicHstudyHofHcomplexesHwithHvariousHmetalsHandHpeptideHsubstrateHS−[YVHBiochemistryTH
2013THb[TH]d[ZUd

3.2 22

47 {eutronHproteinHcrystallographyHrevealsHuniqueHdetailsHofHclinicalHdrugHbindingHtoHaHhumanHtargetH
enzymeVHNeutroniNewsTH2013TH[aTH[YU[] 0.4

46 wointHXUrayXneutronHcrystallographicHstudyHofHuvVUZHproteaseHwithHclinicalHinhibitorHamprenavirgH
insightsHforHdrugHdesignVHJournaliofiMedicinaliChemistryTH2013THbcTHbc]ZUb 8.3 51

(2013-2016)
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45
ueterologousHexpressionTHpurificationTHcrystallizationHandHpreliminaryHXUrayHanalysisHofHTrichodermaH
reeseiHxylanaseHvvHandHfourHvariantsVHActaiCrystallographicaiSectioniF:iStructuraliBiologyi
CommunicationsTH2013THcfTH][YU]

2

44 yowUHandHroomUtemperatureHXUrayHstructuresHofHproteinHkinaseHnHternaryHcomplexesHshedHnewHlightH
onHitsHactivityVHActaiCrystallographicaiSectioniD:iBiologicaliCrystallographyTH2012THceTHebaUcY 20

43 vnhibitionHofHqUxyloseHisomeraseHbyHpolyolsgHatomicHdetailsHbyHjointHXUrayXneutronHcrystallographyVH
ActaiCrystallographicaiSectioniD:iBiologicaliCrystallographyTH2012THceTHZ[YZUc 14

42 papturingHtheHreactionHpathwayHinHnearUatomicUresolutionHcrystalHstructuresHofHuvVUZHproteaseVH
BiochemistryTH2012THbZTHdd[cU][ 3.2 10

41 {eutronHdiffractionHofHacetazolamideUboundHhumanHcarbonicHanhydraseHvvHrevealsHatomicHdetailsHofH
drugHbindingVHJournaliofitheiAmericaniChemicaliSocietyTH2012THZ]aTHZad[cUf 16.4 84

40 vnorganicHpyrophosphataseHcrystalsHfromHThermococcusHthioreducensHforHXUrayHandHneutronH
diffractionVHActaiCrystallographicaiSectioniF:iStructuraliBiologyiCommunicationsTH2012THceTHZae[Ud 14

39
RoomUtemperatureHultrahighUresolutionHtimeUofUflightHneutronHandHXUrayHdiffractionHstudiesHofH
uXqUexchangedHcrambinVHActaiCrystallographicaiSectioniF:iStructuraliBiologyiCommunicationsTH2012TH
ceTHZZfU[]

8

38
qirectHobservationHofHhydrogenHatomHdynamicsHandHinteractionsHbyHultrahighHresolutionHneutronH
proteinHcrystallographyVHProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofi
AmericaTH2012THZYfTHZb]YZUc

11.5 48

37 uighUresolutionHneutronHcrystallographicHstudiesHofHtheHhydrationHofHtheHcoenzymeHcobPvvQalaminVH
ActaiCrystallographicaiSectioniD:iBiologicaliCrystallographyTH2011THcdTHbeaUfZ 27

36
−reliminaryHjointHXUrayHandHneutronHproteinHcrystallographicHstudiesHofHendoxylanaseHvvHfromHtheH
fungusHTrichodermaHlongibrachiatumVHActaiCrystallographicaiSectioniF:iStructuraliBiologyi
CommunicationsTH2011THcdTH[e]Uc

5

35
−reliminaryHjointHneutronHtimeUofUflightHandHXUrayHcrystallographicHstudyHofHhumanHno}PuQHbloodH
groupHnHglycosyltransferaseVHActaiCrystallographicaiSectioniF:iStructuraliBiologyiCommunicationsTH
2011THcdTH[beUc[

3

34 TimeUofUflightHneutronHdiffractionHstudyHofHbovineH˛‡UchymotrypsinHatHtheH−roteinHprystallographyH
StationVHActaiCrystallographicaiSectioniF:iStructuraliBiologyiCommunicationsTH2011THcdTHbedUfY 1

33 vdentificationHofHtheHrlusiveHuydroniumHvonHrxchangingHRolesHwithHaH−rotonHinHanHrnzymeHatHyowerH
puHValuesVHAngewandteiChemieTH2011THZ[]THdcc[Udccb 3.6 8

32 vdentificationHofHtheHelusiveHhydroniumHionHexchangingHrolesHwithHaHprotonHinHanHenzymeHatHlowerH
puHvaluesVHAngewandteiChemieiwiInternationaliEditionTH2011THbYTHdb[YU] 16.4 60

31 {eutronHstructureHofHhumanHcarbonicHanhydraseHvvgHaHhydrogenUbondedHwaterHnetworkHJswitchJHisH
observedHbetweenHpuHdVeHandHZYVYVHBiochemistryTH2011THbYTHfa[ZU] 3.2 48

30 nmprenavirHcomplexesHwithHuvVUZHproteaseHandHitsHdrugUresistantHmutantsHalteringHhydrophobicH
clustersVHFEBSiJournalTH2010TH[ddTH]cffUdZa 5.7 100

29 {eutronHstructureHofHhumanHcarbonicHanhydraseHvvgHimplicationsHforHprotonHtransferVHBiochemistryTH
2010THafTHaZbU[Z 3.2 77

28
qirectHdeterminationHofHprotonationHstatesHofHhistidineHresiduesHinHaH[HnHneutronHstructureHofH
deoxyUhumanHnormalHadultHhemoglobinHandHimplicationsHforHtheHoohrHeffectVHJournaliofiMoleculari
BiologyTH2010TH]feTH[dcUfZ

6.5 33
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27 zetalHionHrolesHandHtheHmovementHofHhydrogenHduringHreactionHcatalyzedHbyHqUxyloseHisomerasegHaH
jointHxUrayHandHneutronHdiffractionHstudyVHStructureTH2010THZeTHceeUff 5.2 128

26
−rotonationHstatesHofHhistidineHandHotherHkeyHresiduesHinHdeoxyHnormalHhumanHadultHhemoglobinHbyH
neutronHproteinHcrystallographyVHActaiCrystallographicaiSectioniD:iBiologicaliCrystallographyTH2010TH
ccTHZZaaUb[

5

25
uemoglobinHreduxgHcombiningHneutronHandHXUrayHdiffractionHwithHmassHspectrometryHtoHanalyseHtheH
quaternaryHstateHofHoxidizedHhemoglobinsVHActaiCrystallographicaiSectioniD:iBiologicali
CrystallographyTH2010THccTHZ[afUbc

1

24 zacromolecularHneutronHcrystallographyHatHtheH−roteinHprystallographyHStationHP−pSQVHActai
CrystallographicaiSectioniD:iBiologicaliCrystallographyTH2010THccTHZ[YcUZ[ 11

23 UsingHneutronHproteinHcrystallographyHtoHunderstandHenzymeHmechanismsVHActaiCrystallographicai
SectioniD:iBiologicaliCrystallographyTH2010THccTHZ[bdUcZ 5

22
qesignTHsynthesisTHproteinUligandHXUrayHstructureTHandHbiologicalHevaluationHofHaHseriesHofHnovelH
macrocyclicHhumanHimmunodeficiencyHvirusUZHproteaseHinhibitorsHtoHcombatHdrugHresistanceVH
JournaliofiMedicinaliChemistryTH2009THb[THdcefUdYb

8.3 37

21 TheHcatalyticHmechanismHofHanHasparticHproteinaseHexploredHwithHneutronHandHXUrayHdiffractionVH
JournaliofitheiAmericaniChemicaliSocietyTH2008THZ]YTHd[]bUd 16.4 99

20 rffectHofHflapHmutationsHonHstructureHofHuvVUZHproteaseHandHinhibitionHbyHsaquinavirHandHdarunavirVH
JournaliofiMoleculariBiologyTH2008TH]eZTHZY[UZb 6.5 69

19 StructuralHevidenceHforHeffectivenessHofHdarunavirHandHtwoHrelatedHantiviralHinhibitorsHagainstHuvVU[H
proteaseVHJournaliofiMoleculariBiologyTH2008TH]eaTHZdeUf[ 6.5 40

18
−otentHuvVUZHproteaseHinhibitorsHincorporatingHmesoUbicyclicHurethanesHasH−[UligandsgH
structureUbasedHdesignTHsynthesisTHbiologicalHevaluationHandHproteinUligandHXUrayHstudiesVHOrganici
andiBiomoleculariChemistryTH2008THcTH]dY]UZ]

3.9 14

17 SolutionHkineticsHmeasurementsHsuggestHuvVUZHproteaseHhasHtwoHbindingHsitesHforHdarunavirHandH
amprenavirVHJournaliofiMedicinaliChemistryTH2008THbZTHcbffUcY] 8.3 27

16 uydrogenHlocationHinHstagesHofHanHenzymeUcatalyzedHreactiongHtimeUofUflightHneutronHstructureHofH
qUxyloseHisomeraseHwithHboundHqUxyluloseVHBiochemistryTH2008THadTHdbfbUd 3.2 41

15 paughtHinHtheHnctgHtheHZVbHnHresolutionHcrystalHstructuresHofHtheHuvVUZHproteaseHandHtheHvbaVHmutantH
revealHaHtetrahedralHreactionHintermediateVHBiochemistryTH2007THacTHZaebaUca 3.2 40

14 nnionHphainHStructureHpontrolledHoehaviorHofH−haseHTransitionHinHγuasiUTwoUqimensionalH}rganicH
zetalHPrqTUTTsQa[ug]ve]Zâ��xVHCrystaliGrowthiandiDesignTH2007THdTH[dceU[dd] 3.5 6

13 ntomicHresolutionHcrystalHstructuresHofHuvVUZHproteaseHandHmutantsHVe[nHandHveaVHwithHsaquinavirVH
Proteins:iStructureviFunctioniandiBioinformaticsTH2007THcdTH[][Ua[ 4.2 74

12
SynthesisTHprystalHStructuresTHzagneticH−ropertiesHandH−hotoconductivityHofHpcYHandHpdYH
pomplexesHwithHzetalHqialkyldithiocarbamatesHzPR[dtcQxTHwhereHzHjHpuvvTHpuvTHngvTHZnvvTHpdvvTHugvvTH
znvvTH{ivvTHandH−tvvhHRHjHzeTHrtTHandHn−rVHEuropeaniJournaliofiInorganiciChemistryTH2006TH[YYcTHZeeZUZefb

2.3 40

11 StructuralHaspectsHofHtwoUstageHdimerizationHinHanHionicHpcYHcomplexHwithHbisPbenzeneQchromiumgH
prPpcucQ[VpcYVpcuapl[VHDaltoniTransactionsTH2006TH]dZcU[Y 4.3 36
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