6

papers

9

all docs

1937685

81 4
citations h-index
9 9
docs citations times ranked

1872680

g-index

44

citing authors



“

# ARTICLE IF CITATIONS

Identification, Classification, and Functional Analysis of AP2/ERF Family Genes in the Desert Moss

Bryum argenteum. International Journal of Molecular Sciences, 2018, 19, 3637.

PacBio fulllength transcriptome of wild apple (Malus sieversii) provides insights into canker disease 0.8 19
dynamic response. BMC Genomics, 2021, 22, 52. :

Transcriptome profiling of Malus sieversii under freezing stress after being cold-acclimated. BMC
Genomics, 2021, 22, 681.

4 Characterization and pathogenicity of six <i>Cytospora</[i> strains causing stem canker of wild apple 11 17
in the Tianshan Forest, China. Forest Pathology, 2020, 50, e12587. )

Full-Length Transcriptome-Wide Characteristic and Functional Identification of WRKY Family in Malus

sieversii during the Valsa Canker Disease Response. Forests, 2021, 12, 790.

Genome-Wide Characterization of HSP90 Gene Family in Malus sieversii and Their Potential Roles in 01 5
Response to Valsa mali Infection. Forests, 2021, 12, 1232. :



