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DJ-1 Acts as a Scavenger of I+-Synuclein Oligomers and Restores Monomeric Glycated I+-Synuclein. 4.0 8
Biomolecules, 2021, 11, 1466. ’

Collagen | Weakly Interacts with the 12-Sheets of 12<sub>2</sub>-Microglobulin and Enhances
Conformational Exchange To Induce Amyloid Formation. Journal of the American Chemical Society,
2020, 142, 1321-1331.
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