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196 ’enomeawideMassociationMstudyMidentifiesMkhMlociMassociatedMwithMeducationalMattainmentbMNatureYM
2016YMiggYMigmahf 50.4 850

195 xNuMmethylationMageMofMbloodMpredictsMallacauseMmortalityMinMlaterMlifebMGenomegBiologyYM2015YMejYMfi 18.3 670

194 ’enomeawideMmetaaanalysisMofMdepressionMidentifiesMedfMindependentMvariantsMandMhighlightsMtheM
importanceMofMtheMprefrontalMbrainMregionsbMNaturegNeuroscienceYM2019YMffYMghgagif 25.5 639

193 ugeaassociatedMcognitiveMdeclinebMBritishgMedicalgBulletinYM2009YMmfYMegiaif 5.4 616

192 xNuMmethylationabasedMmeasuresMofMbiologicalMagenMmetaaanalysisMpredictingMtimeMtoMdeathbMAgingYM
2016YMlYMelhhaelji 5.6 531

191 ypigeneticMSignaturesMofMwigaretteMSmokingbMCirculation:gCardiovasculargGeneticsYM2016YMmYMhgjahhk 442

190 TheMepigeneticMclockMisMcorrelatedMwithMphysicalMandMcognitiveMfitnessMinMtheMLothianMvirthMwohortM
emgjbMInternationalgJournalgofgEpidemiologyYM2015YMhhYMegllamj 7.8 357

189 wognitiveMfunctionYMdementiaMandMtypeMfMdiabetesMmellitusMinMtheMelderlybMNaturegReviewsg
EndocrinologyYM2011YMkYMedlaeh 15.2 265

188 StudyMofMgddYhljMindividualsMidentifiesMehlMindependentMgeneticMlociMinfluencingMgeneralMcognitiveM
functionbMNaturegCommunicationsYM2018YMmYMfdml 17.4 254

187 xNuMmethylationMagingMclocksnMchallengesMandMrecommendationsbMGenomegBiologyYM2019YMfdYMfhm 18.3 248

186 ’WuSMonMfamilyMhistoryMofMulzheimerTsMdiseasebMTranslationalgPsychiatryYM2018YMlYMmm 8.6 238

185 ussociationMofMlowafrequencyMandMrareMcodingasequenceMvariantsMwithMbloodMlipidsMandMcoronaryM
heartMdiseaseMinMijYdddMwhitesMandMblacksbMAmericangJournalgofgHumangGeneticsYM2014YMmhYMffgagf 11 233

184 ’enomeawideMassociationMstudyMofMdepressionMphenotypesMinMUεMviobankMidentifiesMvariantsMinM
excitatoryMsynapticMpathwaysbMNaturegCommunicationsYM2018YMmYMehkd 17.4 226

183 Ultraa ighaThroughputMwlinicalMProteomicsMRevealsMwlassifiersMofMwOVαxaemMαnfectionbMCellgSystemsYM
2020YMeeYMeeafhbeh 10.6 219

182 ’enomicMstructuralMequationMmodellingMprovidesMinsightsMintoMtheMmultivariateMgeneticMarchitectureM
ofMcomplexMtraitsbMNaturegHumangBehaviourYM2019YMgYMiegaifi 12.8 209

181 ussociationManalysisMinMoverMgfmYdddMindividualsMidentifiesMeejMindependentMvariantsMinfluencingM
neuroticismbMNaturegGeneticsYM2018YMidYMjaee 36.3 202

180 TransaancestryMmetaaanalysesMidentifyMrareMandMcommonMvariantsMassociatedMwithMbloodMpressureM
andMhypertensionbMNaturegGeneticsYM2016YMhlYMeeieaeeje 36.3 181
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179
wommonMgeneticMvariantsMassociatedMwithMcognitiveMperformanceMidentifiedMusingMtheM
proxyaphenotypeMmethodbMProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofg
AmericaYM2014YMeeeYMegkmdah

11.5 181

178 xNuMmethylationMsignaturesMofMchronicMlowagradeMinflammationMareMassociatedMwithMcomplexM
diseasesbMGenomegBiologyYM2016YMekYMfii 18.3 171

177
ussociationMofMvodyMMassMαndexMwithMxNuMMethylationMandM’eneMyxpressionMinMvloodMwellsMandM
RelationsMtoMwardiometabolicMxiseasenMuMMendelianMRandomizationMupproachbMPLoSgMedicineYM2017YM
ehYMeeddffei

11.6 162

176 TheMepigeneticMclockMandMtelomereMlengthMareMindependentlyMassociatedMwithMchronologicalMageMandM
mortalitybMInternationalgJournalgofgEpidemiologyYM2018YMhiYMhfhahgf 7.8 153

175
’enomeMunalysesMofMrfddYdddMαndividualsMαdentifyMilMLociMforMwhronicMαnflammationMandM ighlightM
PathwaysMthatMLinkMαnflammationMandMwomplexMxisordersbMAmericangJournalgofgHumangGeneticsYM
2018YMedgYMjmeakdj

11 151

174 αdentifyingMgeneMtargetsMforMbrainarelatedMtraitsMusingMtranscriptomicMandMmethylomicMdataMfromM
bloodbMNaturegCommunicationsYM2018YMmYMfflf 17.4 147

173 vrainMageMandMotherMbodilyMTagesTnMimplicationsMforMneuropsychiatrybMMoleculargPsychiatryYM2019YMfhYMfjjafle15.1 146

172 MolecularMgeneticMcontributionsMtoMsocioeconomicMstatusMandMintelligencebMIntelligenceYM2014YMhhYMfjagf 3 131

171 MolecularM’eneticMwontributionsMtoMSocialMxeprivationMandM ouseholdMαncomeMinMUεMviobankbM
CurrentgBiologyYM2016YMfjYMgdlgagdlm 6.3 126

170 ’eneticMandMenvironmentalMexposuresMconstrainMepigeneticMdriftMoverMtheMhumanMlifeMcoursebM
GenomegResearchYM2014YMfhYMekfiagg 9.7 123

169 ussociationMbetweenMraisedMinflammatoryMmarkersMandMcognitiveMdeclineMinMelderlyMpeopleMwithMtypeM
fMdiabetesnMtheMydinburghMTypeMfMxiabetesMStudybMDiabetesYM2010YMimYMkedag 0.9 123

168 SocialMadversityMandMepigeneticMagingnMaMmultiacohortMstudyMonMsocioeconomicMdifferencesMinM
peripheralMbloodMxNuMmethylationbMScientificgReportsYM2017YMkYMejfjj 4.9 118

167 αnvestigatingMtheMpossibleMcausalMassociationMofMsmokingMwithMdepressionMandManxietyMusingM
MendelianMrandomisationMmetaaanalysisnMtheMwuRTuMconsortiumbMBMJgOpenYM2014YMhYMeddjehe 3 115

166 αntegrativeManalysisMofMomicsMsummaryMdataMrevealsMputativeMmechanismsMunderlyingMcomplexMtraitsbM
NaturegCommunicationsYM2018YMmYMmel 17.4 110

165 ’WuSMofMepigeneticMagingMratesMinMbloodMrevealsMaMcriticalMroleMforMTyRTbMNaturegCommunicationsYM
2018YMmYMglk 17.4 106

164 SocialMactivityYMcognitiveMdeclineMandMdementiaMrisknMaMfdayearMprospectiveMcohortMstudybMBMCgPublicg
HealthYM2015YMeiYMedlm 4.1 99

163 xNuMmethylationMlevelsMatMindividualMageaassociatedMwp’MsitesMcanMbeMindicativeMforMlifeMexpectancybM
AgingYM2016YMlYMgmhahde 5.6 99

162 ’eneticMvariantsMlinkedMtoMeducationMpredictMlongevitybMProceedingsgofgthegNationalgAcademygofg
SciencesgofgthegUnitedgStatesgofgAmericaYM2016YMeegYMeggjjaeggke 11.5 90
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161 αmprovingMPhenotypicMPredictionMbyMwombiningM’eneticMandMypigeneticMussociationsbMAmericang
JournalgofgHumangGeneticsYM2015YMmkYMkiali 11 85

160 xNuMMethylationMunalysisMαdentifiesMLociMforMvloodMPressureMRegulationbMAmericangJournalgofgHumang
GeneticsYM2017YMedeYMlllamdf 11 83

159 αmprovedMprecisionMofMepigeneticMclockMestimatesMacrossMtissuesMandMitsMimplicationMforMbiologicalM
ageingbMGenomegMedicineYM2019YMeeYMih 14.4 81

158 αdentificationMofMiiYdddMReplicatedMxNuMMethylationMQTLbMScientificgReportsYM2018YMlYMekjdi 4.9 78

157 ypigeneticMpredictionMofMcomplexMtraitsMandMdeathbMGenomegBiologyYM2018YMemYMegj 18.3 77

156
ypigeneticMPatternsMinMvloodMussociatedMWithMLipidMTraitsMPredictMαncidentMworonaryM eartMxiseaseM
yventsMandMureMynrichedMforMResultsMzromM’enomeaWideMussociationMStudiesbMCirculation:g
CardiovasculargGeneticsYM2017YMedYM

72

155 yffectMofMSmokingMonMvloodMPressureMandMRestingM eartMRatenMuMMendelianMRandomizationM
MetaaunalysisMinMtheMwuRTuMwonsortiumbMCirculation:gCardiovasculargGeneticsYM2015YMlYMlgfahe 70

154 uctiveMcognitiveMlifestyleMisMassociatedMwithMpositiveMcognitiveMhealthMtransitionsMandMcompressionMofM
morbidityMfromMageMsixtyafivebMPLoSgONEYM2012YMkYMeidmhd 3.7 69

153 xNuMmethylationabasedMestimatorMofMtelomereMlengthbMAgingYM2019YMeeYMilmiaimfg 5.6 69

152 ’WuSMandMcolocalizationManalysesMimplicateMcarotidMintimaamediaMthicknessMandMcarotidMplaqueMlociM
inMcardiovascularMoutcomesbMNaturegCommunicationsYM2018YMmYMiehe 17.4 64

151 uctiveMcognitiveMlifestyleMassociatesMwithMcognitiveMrecoveryMandMaMreducedMriskMofMcognitiveMdeclinebM
JournalgofgAlzheimerpsgDiseaseYM2012YMflYMffgagd 4.3 62

150 PartialMreprogrammingMinducesMaMsteadyMdeclineMinMepigeneticMageMbeforeMlossMofMsomaticMidentitybM
AginggCellYM2019YMelYMeeflkk 9.9 62

149 PeripheralMlevelsMofMfibrinogenYMwareactiveMproteinYMandMplasmaMviscosityMpredictMfutureMcognitiveM
declineMinMindividualsMwithoutMdementiabMPsychosomaticgMedicineYM2009YMkeYMmdeaj 3.7 61

148 ’eneticMpredictionMofMmaleMpatternMbaldnessbMPLoSgGeneticsYM2017YMegYMeeddjimh 6 59

147 wognitiveMlifestyleMjointlyMpredictsMlongitudinalMcognitiveMdeclineMandMmortalityMriskbMEuropeang
JournalgofgEpidemiologyYM2014YMfmYMfeeam 12.1 59

146
αnvestigatingMtheMrelationshipMbetweenMxNuMmethylationMageMaccelerationMandMriskMfactorsMforM
ulzheimerTsMdiseasebMAlzheimerpsgandgDementia:gDiagnosisvgAssessmentgandgDiseasegMonitoringYM2018YM
edYMhfmahgk

5.2 57

145 ReverseMcausationMinMtheMassociationMbetweenMwareactiveMproteinMandMfibrinogenMlevelsMandM
cognitiveMabilitiesMinManMagingMsamplebMPsychosomaticgMedicineYM2009YMkeYMhdham 3.7 56

144 uMmetaaanalysisMofMefdMfhjMindividualsMidentifiesMelMnewMlociMforMfibrinogenMconcentrationbMHumang
MoleculargGeneticsYM2016YMfiYMgilakd 5.6 54
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143 ussociationMofMεαvRuMandMmemorybMNeurosciencegLettersYM2009YMhilYMehdag 3.3 52

142 xNuMMethylationMSignaturesMofMxepressiveMSymptomsMinMMiddleaagedMandMylderlyMPersonsnM
MetaaanalysisMofMMultiethnicMypigenomeawideMStudiesbMJAMAgPsychiatryYM2018YMkiYMmhmamim 14.5 51

141 xifferentialMeffectsMofMtheMuPOyMehMalleleMonMdifferentMdomainsMofMcognitiveMabilityMacrossMtheM
lifeacoursebMEuropeangJournalgofgHumangGeneticsYM2016YMfhYMmemafg 5.3 47

140 MetaaanalysisMofMepigenomeawideMassociationMstudiesMofMcognitiveMabilitiesbMMoleculargPsychiatryYM
2018YMfgYMfeggafehh 15.1 46

139 RareMandMlowafrequencyMvariantsMandMtheirMassociationMwithMplasmaMlevelsMofMfibrinogenYMzVααYMzVαααYM
andMvWzbMBloodYM2015YMefjYMeemafm 2.2 45

138 TrackingMtheMypigeneticMwlockMucrossMtheM umanMLifeMwoursenMuMMetaaanalysisMofMLongitudinalM
wohortMxatabMJournalsgofgGerontologygwgSeriesgAgBiologicalgSciencesgandgMedicalgSciencesYM2019YMkhYMikaje 6.4 45

137 MetaaanalysisMofMupMtoMjffYhdmMindividualsMidentifiesMhdMnovelMsmokingMbehaviourMassociatedM
geneticMlocibMMoleculargPsychiatryYM2020YMfiYMfgmfafhdm 15.1 45

136 unMepigenomeawideMassociationMstudyMofMsexaspecificMchronologicalMageingbMGenomegMedicineYM2019YM
efYMe 14.4 43

135 RiskMpredictionMofMlateaonsetMulzheimerTsMdiseaseMimpliesManMoligogenicMarchitecturebMNatureg
CommunicationsYM2020YMeeYMhkmm 17.4 41

134 StratificationMbyMsmokingMstatusMrevealsManMassociationMofMw RNuiaugavhMgenotypeMwithMbodyMmassM
indexMinMneverMsmokersbMPLoSgGeneticsYM2014YMedYMeeddhkmm 6 40

133 ypigeneticMmeasuresMofMageingMpredictMtheMprevalenceMandMincidenceMofMleadingMcausesMofMdeathMandM
diseaseMburdenbMClinicalgEpigeneticsYM2020YMefYMeei 7.7 40

132
 eavierMsmokingMmayMleadMtoMaMrelativeMincreaseMinMwaistMcircumferencenMevidenceMforMaMcausalM
relationshipMfromMaMMendelianMrandomisationMmetaaanalysisbMTheMwuRTuMconsortiumbMBMJgOpenYM
2015YMiYMeddlldl

3 39

131 uMmetaaanalysisMofMgenomeawideMassociationMstudiesMofMepigeneticMageMaccelerationbMPLoSgGeneticsYM
2019YMeiYMeeddledh 6 38

130 ypigeneticMinfluencesMonMagingnMaMlongitudinalMgenomeawideMmethylationMstudyMinMoldMSwedishM
twinsbMEpigeneticsYM2018YMegYMmkiamlk 5.7 37

129 xNuMmethylationMandMtheMepigeneticMclockMinMrelationMtoMphysicalMfrailtyMinMolderMpeoplenMtheMLothianM
virthMwohortMemgjbMClinicalgEpigeneticsYM2018YMedYMede 7.7 36

128 ypigeneticMsignaturesMofMstartingMandMstoppingMsmokingbMEBioMedicineYM2018YMgkYMfehaffd 8.8 36

127 yxaminingMtheMinfluenceMofMgenderYMeducationYMsocialMclassMandMbirthMcohortMonMMMSyMtrackingMoverM
timenMaMpopulationabasedMprospectiveMcohortMstudybMBMCgGeriatricsYM2012YMefYMhi 4.1 35

126 MultiethnicMyxomeaWideMussociationMStudyMofMSubclinicalMutherosclerosisbMCirculation:g
CardiovasculargGeneticsYM2016YMmYMieeaifd 34
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125 LongitudinalMtelomereMlengthMshorteningMandMcognitiveMandMphysicalMdeclineMinMlaterMlifenMTheM
LothianMvirthMwohortsMemgjMandMemfebMMechanismsgofgAgeinggandgDevelopmentYM2016YMeihYMhgal 5.6 34

124 uMtimearesolvedMproteomicMandMprognosticMmapMofMwOVαxaembMCellgSystemsYM2021YMefYMkldakmhbek 10.6 32

123 TheMreliabilityMofMassigningMindividualsMtoMcognitiveMstatesMusingMtheMMiniMMentalaStateMyxaminationnM
aMpopulationabasedMprospectiveMcohortMstudybMBMCgMedicalgResearchgMethodologyYM2011YMeeYMefk 4.7 31

122 ussociationMbetweenMpolymorphismsMofMtheMdopamineMreceptorMxfMandMcatecholaoamethylM
transferaseMgenesMandMcognitiveMfunctionbMBehaviorgGeneticsYM2010YMhdYMjgdal 3.2 31

121 unMepigeneticMpredictorMofMdeathMcapturesMmultiamodalMmeasuresMofMbrainMhealthbMMolecularg
PsychiatryYM2021YMfjYMgldjaglej 15.1 31

120 MolecularMgeneticMcontributionsMtoMselfaratedMhealthbMInternationalgJournalgofgEpidemiologyYM2017YM
hjYMmmhaeddm 7.8 30

119 wommonMgeneticMvariantsMexplainMtheMmajorityMofMtheMcorrelationMbetweenMheightMandMintelligencenM
theMgenerationMScotlandMstudybMBehaviorgGeneticsYM2014YMhhYMmeaj 3.2 30

118 VariationMinMtheMuricMacidMtransporterMgeneMUSLwfumVMandMmemoryMperformancebMHumangMolecularg
GeneticsYM2010YMemYMfgfeagd 5.6 29

117 ’enomicMandMphenotypicMinsightsMfromManMatlasMofMgeneticMeffectsMonMxNuMmethylationbMNatureg
GeneticsYM2021YMigYMegeeaegfe 36.3 27

116 wareactiveMproteinYMuPOyMgenotypeMandMlongitudinalMcognitiveMchangeMinManMolderMpopulationbMAgeg
andgAgeingYM2014YMhgYMflmamf 3 26

115 PolygenicMpredictorsMofMagearelatedMdeclineMinMcognitiveMabilitybMMoleculargPsychiatryYM2020YMfiYMfilhafiml15.1 24

114 αdentificationYMreplicationMandMcharacterizationMofMepigeneticMremodellingMinMtheMagingMgenomenMaM
crossMpopulationManalysisbMScientificgReportsYM2017YMkYMlelg 4.9 23

113 ParentMofMoriginMgeneticMeffectsMonMmethylationMinMhumansMareMcommonMandMinfluenceMcomplexMtraitM
variationbMNaturegCommunicationsYM2019YMedYMeglg 17.4 21

112 ’enomeMandMepigenomeMwideMstudiesMofMneurologicalMproteinMbiomarkersMinMtheMLothianMvirthM
wohortMemgjbMNaturegCommunicationsYM2019YMedYMgejd 17.4 21

111 ’eneticMStratificationMtoMαdentifyMRiskM’roupsMforMulzheimerTsMxiseasebMJournalgofgAlzheimerpsgDisease
YM2017YMikYMfkiaflg 4.3 21

110 womparisonMofM apMapMandMedddM’enomesMReferenceMPanelsMinMaMLargeaScaleM’enomeaWideM
ussociationMStudybMPLoSgONEYM2017YMefYMedejkkhf 3.7 21

109 ’enotypeMeffectsMcontributeMtoMvariationMinMlongitudinalMmethylomeMpatternsMinMolderMpeoplebM
GenomegMedicineYM2018YMedYMki 14.4 21

108 ugearelatedMclonalMhaemopoiesisMisMassociatedMwithMincreasedMepigeneticMagebMCurrentgBiologyYM2019YM
fmYMRkljaRklk 6.3 20
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107 ugearelatedMgeneMexpressionMchangesYMandMtranscriptomeMwideMassociationMstudyMofMphysicalMandM
cognitiveMagingMtraitsYMinMtheMLothianMvirthMwohortMemgjbMAgingYM2017YMmYMfhlmafidg 5.6 20

106 vayesianMreassessmentMofMtheMepigeneticMarchitectureMofMcomplexMtraitsbMNaturegCommunicationsYM
2020YMeeYMflji 17.4 18

105 ypigeneticMpredictionMofMmajorMdepressiveMdisorderbMMoleculargPsychiatryYM2021YMfjYMieefaiefg 15.1 18

104 TheMepigeneticMclockMandMobjectivelyMmeasuredMsedentaryMandMwalkingMbehaviorMinMolderMadultsnMtheM
LothianMvirthMwohortMemgjbMClinicalgEpigeneticsYM2018YMedYMh 7.7 18

103 αmprovingMaccessMtoMpsychologicalMtherapiesMandMolderMpeoplenMfindingsMfromMtheMyasternMRegionbM
BehaviourgResearchgandgTherapyYM2014YMijYMkiale 5.2 18

102 ussociationMofMMethylationMSignalsMWithMαncidentMworonaryM eartMxiseaseMinManMypigenomeaWideM
ussessmentMofMwirculatingMTumorMNecrosisMzactorM˛–bMJAMAgCardiologyYM2018YMgYMhjgahkf 16.2 17

101 ypigeneticMsignaturesMofMsmokingMassociateMwithMcognitiveMfunctionYMbrainMstructureYMandMmentalMandM
physicalMhealthMoutcomesMinMtheMLothianMvirthMwohortMemgjbMTranslationalgPsychiatryYM2019YMmYMfhl 8.6 17

100 TheMtotalMburdenMofMrareYMnonasynonymousMexomeMgeneticMvariantsMisMnotMassociatedMwithMchildhoodM
orMlatealifeMcognitiveMabilitybMProceedingsgofgthegRoyalgSocietygB:gBiologicalgSciencesYM2014YMfleYMfdehdeek 4.4 17

99 TrajectoriesMofMinflammatoryMbiomarkersMoverMtheMeighthMdecadeMandMtheirMassociationsMwithM
immuneMcellMprofilesMandMepigeneticMageingbMClinicalgEpigeneticsYM2018YMedYMeim 7.7 17

98 ’eneticMvariantsMassociatedMwithMalteredMplasmaMlevelsMofMwareactiveMproteinMareMnotMassociatedMwithM
latealifeMcognitiveMabilityMinMfourMScottishMsamplesbMBehaviorgGeneticsYM2010YMhdYMgaee 3.2 16

97 wharacterisationMofManMinflammationarelatedMepigeneticMscoreMandMitsMassociationMwithMcognitiveM
abilitybMClinicalgEpigeneticsYM2020YMefYMeeg 7.7 15

96 αdentificationMofMiiYdddMReplicatedMxNuMMethylationMQTL 14

95 ’enomeawideMassociationMstudiesMidentifyMegkMgeneticMlociMforMxNuMmethylationMbiomarkersMofM
agingbMGenomegBiologyYM2021YMffYMemh 18.3 14

94 StructuralMbrainMcorrelatesMofMserumMandMepigeneticMmarkersMofMinflammationMinMmajorMdepressiveM
disorderbMBrainvgBehaviorvgandgImmunityYM2021YMmfYMgmahl 16.6 14

93 MisestimationMofMheritabilityMandMpredictionMaccuracyMofMmaleapatternMbaldnessbMNatureg
CommunicationsYM2018YMmYMfigk 17.4 14

92 αdentificationMofMnovelMdifferentiallyMmethylatedMsitesMwithMpotentialMasMclinicalMpredictorsMofM
impairedMrespiratoryMfunctionMandMwOPxbMEBioMedicineYM2019YMhgYMikjailj 8.8 13

91 yxploratoryManalysisMofMageMandMsexMdependentMxNuMmethylationMpatternsMonMtheMXachromosomeMinM
wholeMbloodMsamplesbMGenomegMedicineYM2020YMefYMgm 14.4 13

90 PolygenicMriskMofMischemicMstrokeMisMassociatedMwithMcognitiveMabilitybMNeurologyYM2016YMljYMjeeal 6.5 13

(2016-2017)
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89 ’eneticMassociationsMbetweenMfibrinogenMandMcognitiveMperformanceMinMthreeMScottishMcohortsbM
BehaviorgGeneticsYM2011YMheYMjmeam 3.2 13

88 vloodMrheologyMandMcognitionMinMtheMydinburghMTypeMfMxiabetesMStudybMAgegandgAgeingYM2010YMgmYMgiham 3 13

87 ugeadependentMxNuMmethylationMpatternsMonMtheMYMchromosomeMinMelderlyMmalesbMAginggCellYM2020YM
emYMeefmdk 9.9 13

86 unMepigeneticMscoreMforMvMαMbasedMonMxNuMmethylationMcorrelatesMwithMpoorMphysicalMhealthMandM
majorMdiseaseMinMtheMLothianMvirthMwohortbMInternationalgJournalgofgObesityYM2019YMhgYMekmiaeldf 5.5 12

85 xNuMmethylomeMprofilingMofMallacauseMmortalityMinMcomparisonMwithMageaassociatedMmethylationM
patternsbMClinicalgEpigeneticsYM2019YMeeYMfg 7.7 11

84 αdentificationMofMepigenomeawideMxNuMmethylationMdifferencesMbetweenMcarriersMofMuPOyM˛µhMandM
uPOyM˛µfMallelesbMGenomegMedicineYM2021YMegYMe 14.4 11

83 MultiamethodMgenomeaMandMepigenomeawideMstudiesMofMinflammatoryMproteinMlevelsMinMhealthyM
olderMadultsbMGenomegMedicineYM2020YMefYMjd 14.4 9

82 ulteredMxNuMmethylationMassociatedMwithMaMtranslocationMlinkedMtoMmajorMmentalMillnessbMNPJg
SchizophreniaYM2018YMhYMi 5.5 9

81 xNuMmethylationMoutlierMburdenYMhealthYMandMageingMinM’enerationMScotlandMandMtheMLothianMvirthM
wohortsMofMemfeMandMemgjbMClinicalgEpigeneticsYM2020YMefYMhm 7.7 8

80 NeurologyarelatedMproteinMbiomarkersMareMassociatedMwithMcognitiveMabilityMandMbrainMvolumeMinM
olderMagebMNaturegCommunicationsYM2020YMeeYMldd 17.4 8

79 ypigeneticMclocksMpredictMprevalenceMandMincidenceMofMleadingMcausesMofMdeathMandMdiseaseMburden 8

78 ’enomeawideMassociationMstudiesMidentifyMegkMlociMforMxNuMmethylationMbiomarkersMofMageing 8

77 ucceleratedMypigeneticMugeingMinMMajorMxepressiveMxisorder 8

76 ’enomeawideMmetaaanalysisMofMdepressionMidentifiesMedfMindependentMvariantsMandMhighlightsMtheM
importanceMofMtheMprefrontalMbrainMregions 8

75 unMepigeneticMpredictorMofMdeathMcapturesMmultiamodalMmeasuresMofMbrainMhealth 8

74 whildhoodMintelligenceMattenuatesMtheMassociationMbetweenMbiologicalMageingMandMhealthMoutcomesM
inMlaterMlifebMTranslationalgPsychiatryYM2019YMmYMgfg 8.6 8

73 xNuMmethylationMofMbloodMcellsMisMassociatedMwithMprevalentMtypeMfMdiabetesMinMaMmetaaanalysisMofM
fourMyuropeanMcohortsbMClinicalgEpigeneticsYM2021YMegYMhd 7.7 8

72 PhenotypicMandMgeneticManalysisMofMcognitiveMperformanceMinMMajorMxepressiveMxisorderMinMtheM
’enerationMScotlandnMScottishMzamilyM ealthMStudybMTranslationalgPsychiatryYM2018YMlYMjg 8.6 7
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71 TheMassociationMbetweenMlatealifeMcognitiveMtestMscoresMandMretrospectiveMinformantMinterviewMdatabM
InternationalgPsychogeriatricsYM2011YMfgYMfkham 3.4 7

70 virthMweightMassociationsMwithMxNuMmethylationMdifferencesMinManMadultMpopulationbMEpigeneticsYM
2021YMejYMklgakmj 5.7 7

69
ypigeneticMugeMuccelerationMandMwognitiveMzunctionMinMufricanMumericanMudultsMinMMidlifenMTheM
utherosclerosisMRiskMinMwommunitiesMStudybMJournalsgofgGerontologygwgSeriesgAgBiologicalgSciencesgandg
MedicalgSciencesYM2020YMkiYMhkgahld

6.4 7

68 PolygenicMpredictionMofMeducationalMattainmentMwithinMandMbetweenMfamiliesMfromMgenomeawideM
associationManalysesMinMgMmillionMindividualsbbMNaturegGeneticsYM2022YM 36.3 7

67 yxomeMsequencingMtoMdetectMrareMvariantsMassociatedMwithMgeneralMcognitiveMabilitynMaMpilotMstudybM
TwingResearchgandgHumangGeneticsYM2015YMelYMeekafi 2.2 6

66 xNuMmethylationabasedMmeasuresMofMacceleratedMbiologicalMageingMandMtheMriskMofMdementiaMinMtheM
oldestaoldnMaMstudyMofMtheMLothianMvirthMwohortMemfebMBMCgPsychiatryYM2020YMfdYMme 4.2 6

65 MarkersMofMPsychologicalMxifferencesMandMSocialMandM ealthMαnequalitiesnMPossibleM’eneticMandM
PhenotypicMOverlapsbMJournalgofgPersonalityYM2017YMliYMedhaeek 4.4 6

64 uMproteomicMsurvivalMpredictorMforMwOVαxaemMpatientsMinMintensiveMcareM2022YMeYMeddddddk 6

63 vloodMxNuMmethylationMsitesMpredictMdeathMriskMinMaMlongitudinalMstudyMofMefYMgddMindividualsbMAgingYM
2020YMefYMehdmfaehefh 5.6 6

62 NinetyanineMindependentMgeneticMlociMinfluencingMgeneralMcognitiveMfunctionMincludeMgenesM
associatedMwithMbrainMhealthMandMstructureMUNMqMfldYgjdV 6

61 αmprovedMpredictionMofMchronologicalMageMfromMxNuMmethylationMlimitsMitMasMaMbiomarkerMofMageing 6

60 MetaaanalysisMofMgenomeawideMxNuMmethylationMidentifiesMsharedMassociationsMacrossM
neurodegenerativeMdisordersbMGenomegBiologyYM2021YMffYMmd 18.3 6

59 ’enomeawideMassociationMstudyMofMcirculatingMinterleukinMjMlevelsMidentifiesMnovelMlocibMHumang
MoleculargGeneticsYM2021YMgdYMgmgahdm 5.6 6

58 ussociationMofMfacialMageingMwithMxNuMmethylationMandMepigeneticMageMpredictionsbMClinicalg
EpigeneticsYM2018YMedYMehd 7.7 6

57 xNuMmethylationMinMuPOynMTheMrelationshipMwithMulzheimerTsMandMwithMcardiovascularMhealthbM
AlzheimerpsgandgDementia:gTranslationalgResearchgandgClinicalgInterventionsYM2020YMjYMeefdfj 6 5

56 virthMweightMassociationsMwithMpsychiatricMandMphysicalMhealthYMcognitiveMfunctionYMandMxNuM
methylationMdifferencesMinManMadultMpopulation 5

55 ypigenomeawideMassociationMstudyMofMleukocyteMtelomereMlengthbMAgingYM2019YMeeYMilkjailmh 5.6 4

54 unMepigeneticMscoreMforMvMαMbasedMonMxNuMmethylationMcorrelatesMwithMpoorMphysicalMhealthMandM
majorMdiseaseMinMtheMLothianMvirthMwohortMemgj 4

(-2011)
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53
UsingMtreeabasedMmethodsMforMdetectionMofMgeneageneMinteractionsMinMtheMpresenceMofMaMpolygenicM
signalnMsimulationMstudyMwithMapplicationMtoMeducationalMattainmentMinMtheM’enerationMScotlandM
wohortMStudybMBioinformaticsYM2019YMgiYMeleaell

7.2 3

52 StructuralMvrainMMRαMTraitMPolygenicMScoreMPredictionMofMwognitiveMubilitiesbMTwingResearchgandg
HumangGeneticsYM2015YMelYMkglahi 2.2 3

51 xNuMMethylationMandMProteinMMarkersMofMwhronicMαnflammationMandMTheirMussociationsMWithMvrainM
andMwognitiveMugingbMNeurologyYM2021YMmkYMefghdaefgif 6.5 3

50 ypigenomeawideMassociationMstudyMofMkidneyMfunctionMidentifiesMtransaethnicMandMethnicaspecificM
locibMGenomegMedicineYM2021YMegYMkh 14.4 3

49 ypigeneticMpredictionMofMcomplexMtraitsMandMmortalityMinMaMcohortMofMindividualsMwithMoropharyngealM
cancerbMClinicalgEpigeneticsYM2020YMefYMil 7.7 3

48 uddendumnM’enomeawideMassociationMstudyMofMdepressionMphenotypesMinMUεMviobankMidentifiesM
variantsMinMexcitatoryMsynapticMpathwaysbMNaturegCommunicationsYM2018YMmYMgikl 17.4 3

47
WeightedM’eneMworegulationMNetworkMunalysisMofMPromoterMxNuMMethylationMonMullawauseM
MortalityMinMOldaugedMvirthMwohortsMzindsMModulesMofM ighaRiskMussociatedMviomarkersbMJournalsgofg
GerontologygwgSeriesgAgBiologicalgSciencesgandgMedicalgSciencesYM2020YMkiYMffhmaffik

6.4 2

46 ypigeneticMscoresMforMtheMcirculatingMproteomeMasMtoolsMforMdiseaseMpredictionbbMELifeYM2022YMeeYM 8.9 2

45 ussociationsMbetweenMalcoholMuseMandMacceleratedMbiologicalMageing 2

44 whildhoodMintelligenceMattenuatesMtheMassociationMbetweenMbiologicalMageingMandMhealthMoutcomesM
inMlater 2

43 wreatingMandMvalidatingMaMxNuMmethylationabasedMproxyMforMαnterleukinaj 2

42 MethylxetectRnMaMsoftwareMforMmethylationabasedMhealthMprofilingbMWellcomegOpengResearchYM2020YM
iYMflg 4.8 2

41 MethylationavasedMugeMystimationMinMaMWildMMouse 2

40 unMepigeneticMproxyMofMchronicMinflammationMoutperformsMserumMlevelsMasMaMbiomarkerMofMbrainMageing 2

39 ypigeneticMscoresMforMtheMcirculatingMproteomeMasMtoolsMforMdiseaseMprediction 2

38 vayesianMreassessmentMofMtheMepigeneticMarchitectureMofMcomplexMtraits 2

37 uMmetaaanalysisMofMgenomeawideMassociationMstudiesMofMepigeneticMageMacceleration 2

36 uttitudesMtoMageingYMbiomarkersMofMageingMandMmortalitynMtheMLothianMvirthMwohortMemgjbMJournalgofg
EpidemiologygandgCommunitygHealthYM2020YMkhYMgkkaglg 5.1 2
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35 vloodabasedMepigenomeawideManalysesMofMcognitiveMabilities 2

34 yxaminingMtheMαmpactMofMαmputationMyrrorsMonMzineaMappingMUsingMxNuMMethylationMQTLMasMaM
ModelMTraitbMGeneticsYM2019YMfefYMikkailj 4 1

33 vloodabasedMepigenomeawideManalysesMofMcognitiveMabilitiesbbMGenomegBiologyYM2022YMfgYMfj 18.3 1

32 PolygenicMpredictorsMofMagearelatedMdeclineMinMcognitiveMability 1

31 αdentificationMofMnovelMdifferentiallyMmethylatedMsitesMwithMpotentialMasMclinicalMpredictorsMofM
impairedMrespiratoryMfunctionMandMwOPx 1

30 unMepigenomeawideMassociationMstudyMofMsexaspecificMchronologicalMageing 1

29 ypigeneticMpredictionMofMmajorMdepressiveMdisorder 1

28 uMcomparisonMofMbloodMandMbrainaderivedMageingMandMinflammationarelatedMxNuMmethylationM
signaturesMandMtheirMassociationMwithMmicroglialMburdens 1

27 wharacterisationMofManMinflammationarelatedMepigeneticMscoreMandMitsMassociationMwithMcognitiveMability 1

26 αntegrativeMomicsMapproachMtoMidentifyMtheMmolecularMarchitectureMofMinflammatoryMproteinMlevelsMinM
healthyMolderMadults 1

25 PartialMreprogrammingMinducesMaMsteadyMdeclineMinMepigeneticMageMbeforeMlossMofMsomaticMidentity 1

24 TrajectoriesMofMinflammatoryMbiomarkersMoverMtheMeighthMdecadeMandMtheirMassociationsMwithM
immuneMcellMcountsMandMepigeneticMageing 1

23 ’WuSMofMepigeneticMageingMratesMinMbloodMrevealsMaMcriticalMroleMforTyRT 1

22 ypigenomeawideManalysesMidentifyMxNuMmethylationMsignaturesMofMdementiaMriskbMAlzheimerpsgandg
Dementia:gDiagnosisvgAssessmentgandgDiseasegMonitoringYM2020YMefYMeefdkl 5.2 1

21 MethylxetectRnMaMsoftwareMforMmethylationabasedMhealthMprofilingbMWellcomegOpengResearchYM2020YM
iYMflg 4.8 1

20 ypigeneticMpredictorsMofMlifestyleMtraitsMappliedMtoMtheMbloodMandMbrainbMBraingCommunicationsYM2021YM
gYMfcabdlf 4.5 1

19 xNuMmethylationMandMbrainMdysmaturationMinMpretermMinfants 1

18 MultivariateMModelingMofMxirectMandMProxyM’WuSMαndicatesMSubstantialMwommonMVariantM eritabilityM
ofMulzheimerâ��sMxisease 1

(-)
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17 wreatingMandMValidatingMaMxNuMMethylationavasedMProxyMforMαnterleukinajbMJournalsgofgGerontologygwg
SeriesgAgBiologicalgSciencesgandgMedicalgSciencesYM2021YMkjYMfflhaffmf 6.4 1

16 αncreaseMinManticholinergicMburdenMfromMemmdMtoMfdeinMugeaperiodacohortManalysisMinMUεMbiobankbM
BritishgJournalgofgClinicalgPharmacologyYM2021YM 3.8 1

15 xNuMmethylationMinMrelationMtoMgestationalMageMandMbrainMdysmaturationMinMpretermMinfantsbbMBraing
CommunicationsYM2022YMhYMfcacdij 4.5 1

14 xNuMmethylomeawideMassociationMstudyMofMgeneticMriskMforMdepressionMimplicatesMantigenM
processingMandMimmuneMresponsesbbMGenomegMedicineYM2022YMehYMgj 14.4 1

13 ypigenomeawideMassociationMstudyMofMserumMurateMrevealsMinsightsMintoMurateMcoaregulationMandMtheM
SLwfumMlocusbMNaturegCommunicationsYM2021YMefYMkekg 17.4 1

12 ussociationMbetweenManticholinergicMburdenMandMdementiaMinMUεMviobankbbMAlzheimerpsgandg
Dementia:gTranslationalgResearchgandgClinicalgInterventionsYM2022YMlYMeeffmd 6 1

11 xNuMmethylationMsignatureMofMchronicMlowagradeMinflammationMandMitsMroleMinMcardioarespiratoryM
diseasesbbMNaturegCommunicationsYM2022YMegYMfhdl 17.4 1

10 ypigeneticMbiomarkersMofMageingMareMpredictiveMofMmortalityMriskMinMaMlongitudinalMclinicalMcohortMofM
individualsMdiagnosedMwithMoropharyngealMcancerbbMClinicalgEpigeneticsYM2022YMehYMe 7.7 0

9 ussociationMofMlowafrequencyMandMrareMcodingMvariantsMwithMinformationMprocessingMspeedbM
TranslationalgPsychiatryYM2021YMeeYMjeg 8.6 0

8 ussociationsMbetweenMalcoholMuseMandMacceleratedMbiologicalMageingbMAddictiongBiologyYM2021YMfkYMeegedd4.6 0

7 VariationMinMVεORweMαsMussociatedMwithMVascularMxementiabMJournalgofgAlzheimerpsgDiseaseYM2021YMldYMegfmaeggk4.3 0

6 MetaaanalysesMidentifyMxNuMmethylationMassociatedMwithMkidneyMfunctionMandMdamagebMNatureg
CommunicationsYM2021YMefYMkekh 17.4 0

5 αntegratedManalysisMofMdirectMandMproxyMgenomeMwideMassociationMstudiesMhighlightsMpolygenicityMofM
ulzheimerâ��sMdiseaseMoutsideMofMtheMuPOyMregionbMPLoSgGeneticsYM2022YMelYMeededfdl 6 0

4 SfadeadenMypigeneticMconsiderationsMinMcognitiveMdeclineM2015YMeeYMPejfaPejf

3 TheMgeneticMandMepigeneticMprofileMofMserum´ Sedd˛†MinMtheMLothianMvirthMwohortMemgjMandMitsM
relationshipMtoMulzheimerâ��sMdiseasebMWellcomegOpengResearchYjYMgdj 4.8

2 TheMgeneticMandMepigeneticMprofileMofMserum´ Sedd˛†MinMtheMLothianMvirthMwohortMemgjMandMitsM
relationshipMtoMulzheimerTsMdiseasebbMWellcomegOpengResearchYM2021YMjYMgdj 4.8

1
’enomeaMandMepigenomeawideMstudiesMofMplasmaMproteinMbiomarkersMforMulzheimerTsMdiseaseM
implicateMTvwuMandMTRyMfMinMdiseaseMriskbbMAlzheimerpsgandgDementia:gDiagnosisvgAssessmentgandg
DiseasegMonitoringYM2022YMehYMeeffld

5.2
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