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m Paper IF Citations

245 sKNovelKNetworkKRepresentationKofKSsRSYuoVYdKSequencingKvataZKLecturehNoteshinhComputerh
ScienceWK2021WKchgYcig 0.9 0

244 xromKslphaKtoKZetalK’dentifyingKVariantsKandKSubtypesKofKSsRSYuoVYdKViaKulusteringZKJournalhofh
ComputationalhBiologyWK2021WKdjWKccceYccdk 1.7 6

243 ScalableKReconstructionKofKSsRSYuoVYdKPhylogenyKwithKRecurrentKMutationsZKJournalhofh
ComputationalhBiologyWK2021WKdjWKccebYccfc 1.7 0

242 QuantitativeKdifferencesKbetweenKintraYhostKzuVKpopulationsKfromKpersonsKwithKrecentlyK
establishedKandKpersistentKinfectionsZKVirushEvolutionWK2021WKiWKveaacbe 3.7 4

241 sccurateKassemblyKofKminorityKviralKhaplotypesKfromKnextYgenerationKsequencingKthroughKefficientK
noiseKreductionZKNucleichAcidshResearchWK2021WKfkWKecbd 20.1 15

240 wpidemiologicalKdataKanalysisKofKviralKquasispeciesKinKtheKnextYgenerationKsequencingKeraZKBriefingsh
inhBioinformaticsWK2021WKddWKkhYcbj 13.4 22

239 ulusteringKtasedK’dentificationKofKSsRSYuoVYdKSubtypesZKLecturehNoteshinhComputerhScienceWK2021WKcdiYcfc0.9 3

238 TechnologyKdictatesKalgorithmslKrecentKdevelopmentsKinKreadKalignmentZKGenomehBiologyWK2021WKddWKdfk 18.3 7

237 PipelineKforKsnalyzingKsctivityKofKMetabolicKPathwaysKinKPlanktonicKuommunitiesKUsingK
MetatranscriptomicKvataZKJournalhofhComputationalhBiologyWK2021WKdjWKjfdYjgg 1.7 1

236 uomputationalKspproachesKtoKvetectK’llicitKvrugKsdsKandKxindKVendorKuommunitiesKWithinKSocialK
MediaKPlatformsZKIEEEzACMhTransactionshonhComputationalhBiologyhandhBioinformaticsWK2020WK 3 2

235 tenchmarkingKofKcomputationalKerrorYcorrectionKmethodsKforKnextYgenerationKsequencingKdataZK
GenomehBiologyWK2020WKdcWKic 18.3 11

234 ProfilingKimmunoglobulinKrepertoiresKacrossKmultipleKhumanKtissuesKusingKRNsKsequencingZKNatureh
CommunicationsWK2020WKccWKecdh 17.4 12

233 wlevenKgrandKchallengesKinKsingleYcellKdataKscienceZKGenomehBiologyWK2020WKdcWKec 18.3 274

232 snalysisKofKheterogeneousKgenomicKsamplesKusingKimageKnormalizationKandKmachineKlearningZKBMCh
GenomicsWK2020WKdcWKfbg 4.5 2

231 ’nferenceKofKmutabilityKlandscapesKofKtumorsKfromKsingleKcellKsequencingKdataZKPLoShComputationalh
BiologyWK2020WKchWKecbbjfgf 5 2

230 ylobalKtransmissionKnetworkKofKSsRSYuoVYdlKfromKoutbreakKtoKpandemicK2020WK 11

229 UsingKearthKmoverRsKdistanceKforKviralKoutbreakKinvestigationsZKBMChGenomicsWK2020WKdcWKgjd 4.5 5
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228 PrefaceKSpecialK’ssuelKcgthK’nternationalKSymposiumKonKtioinformaticsKResearchKandKspplicationsK
S’StRsKdbckTZKJournalhofhComputationalhBiologyWK2020WKdiWKcecYced 1.7

227 PrefacelKcfthK’nternationalKSymposiumKonKtioinformaticsKResearchKandKspplicationsKS’StRsKdbcjTZK
JournalhofhComputationalhBiologyWK2019WKdhWKihiYihj 1.7

226 yuestKwditorsâ��K’ntroductionKtoKtheKSpecialKSectionKonKtioinformaticsKResearchKandKspplicationsZK
IEEEzACMhTransactionshonhComputationalhBiologyhandhBioinformaticsWK2019WKchWKcehdYcehe 3

225 velineatingKSurfaceKwpitopesKofKLymeKviseaseKPathogenKTargetedKbyKzighlyKProtectiveKsntibodiesK
ofKNewKZealandKWhiteKRabbitsZKInfectionhandhImmunityWK2019WKjiWK 3.7 2

224 NewKZealandKWhiteKRabbitsKwffectivelyKulearKtorreliaKburgdorferiKtecKdespiteKtheKtacteriumRsK
xunctionalKsntigenicKVariationKSystemZKInfectionhandhImmunityWK2019WKjiWK 3.7 3

223 SystematicKbenchmarkingKofKomicsKcomputationalKtoolsZKNaturehCommunicationsWK2019WKcbWKceke 17.4 62

222 ’nferenceKofKclonalKselectionKinKcancerKpopulationsKusingKsingleYcellKsequencingKdataZKBioinformaticsWK
2019WKegWKiekjYifbi 7.2 5

221 vetectingK’llicitKvrugKsdsKinKyoogleVKUsingKMachineKLearningZKLecturehNoteshinhComputerhScienceWK
2019WKcicYcik 0.9 1

220 SpecialK’ssueKPrefacelKcethK’nternationalKSymposiumKonKtioinformaticsResearchKandKspplicationsK
S’StRsKdbciTZKJournalhofhComputationalhBiologyWK2018WKdgWKdgcYdgd 1.7

219 RepeatYawareKevaluationKofKscaffoldingKtoolsZKBioinformaticsWK2018WKefWKdgebYdgei 7.2 4

218 QUwNT’NlKreconstructionKofKdiseaseKtransmissionsKfromKviralKquasispeciesKgenomicKdataZK
BioinformaticsWK2018WKefWKcheYcib 7.2 35

217 PredictingKOpioidKwpidemicKbyKUsingKTwitterKvataZKLecturehNoteshinhComputerhScienceWK2018WKecfYecj 0.9 2

216 ’dentificationKofKSurfaceKwpitopesKsssociatedKwithKProtectionKagainstKzighlyK’mmuneYwvasiveK
VlswYwxpressingKLymeKviseaseKSpirochetesZKInfectionhandhImmunityWK2018WKjhWK 3.7 5

215 xastKestimationKofKgeneticKrelatednessKbetweenKmembersKofKheterogeneousKpopulationsKofKcloselyK
relatedKgenomicKvariantsZKBMChBioinformaticsWK2018WKckWKehb 3.6 3

214 sutomatedKqualityKcontrolKforKaKmolecularKsurveillanceKsystemZKBMChBioinformaticsWK2018WKckWKegj 3.6 2

213 LongKSingleYMoleculeKReadsKuanKResolveKtheKuomplexityKofKtheK’nfluenzaKVirusKuomposedKofKRareWK
uloselyKRelatedKMutantKVariantsZKJournalhofhComputationalhBiologyWK2017WKdfWKggjYgib 1.7 10

212 yaussianupylKaKyaussianKmodelKforKdetectionKofKupyKislandKinKhumanKgenomeKsequencesZKBMCh
GenomicsWK2017WKcjWKekd 4.5 7

211 MetabolicKsnalysisKofKMetatranscriptomicKvataKfromKPlanktonicKuommunitiesZKLecturehNoteshinh
ComputerhScienceWK2017WKekhYfbd 0.9 1

(2017-2020)
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210 xastKbootstrappingYbasedKestimationKofKconfidenceKintervalsKofKexpressionKlevelsKandKdifferentialK
expressionKfromKRNsYSeqKdataZKBioinformaticsWK2017WKeeWKeebdYeebf 7.2 27

209 zap’solKsnKsccurateKMethodKforKtheKzaplotypeYKSpecificK’soformsKReconstructionKxromKLongK
SingleYMoleculeKReadsZKIEEEhTransactionshonhNanobioscienceWK2017WKchWKcbjYccg 3.4 6

208 yuestKwditorialK’ntroductionKtoKtheKSpecialK’ssueKonKtioinformaticsKResearchKandKspplicationsZKIEEEh
TransactionshonhNanobioscienceWK2017WKchWKikYjb 3.4

207 ’nferenceKofKgeneticKrelatednessKbetweenKviralKquasispeciesKfromKsequencingKdataZKBMChGenomicsWK
2017WKcjWKkcj 4.5 18

206 ’dentificationKofKcancerYspecificKmotifsKinKmimotopeKprofilesKofKserumKantibodyKrepertoireZKBMCh
BioinformaticsWK2017WKcjWKdff 3.6 5

205 sntibodyKResponseKtoKLymeKviseaseKSpirochetesKinKtheKuontextKofKVlswYMediatedK’mmuneKwvasionZK
InfectionhandhImmunityWK2017WKjgWK 3.7 8

204 yuestKwditorsRK’ntroductionKtoKtheKSpecialKSectionKonKtioinformaticsKResearchKandKspplicationsZK
IEEEzACMhTransactionshonhComputationalhBiologyhandhBioinformaticsWK2017WKcfWKgihYgii 3

203 sssessmentKofKzuVKinfectionKstageKasKrecentKorKchronicKusingKmultiYparameterKanalysisKandK
machineKlearningK2017WK 2

202 ModelingKtheKSpreadKofKz’VKandKzuVK’nfectionsKtasedKonK’dentificationKandKuharacterizationKofK
zighYRiskKuommunitiesKUsingKSocialKMediaZKLecturehNoteshinhComputerhScienceWK2017WKfdgYfeb 0.9 1

201 sgentYtasedKinKSilicoKwvolutionKofKzuVKQuasispeciesZKLecturehNoteshinhComputerhScienceWK2017WKfdbYfdf 0.9

200 K2016WK 6

199 yenomicKVariantsKvetectionKandKyenotypingK2016WKceeYcfi

198 uomputingKandKuombinatoricsZKAlgorithmicaWK2016WKihWKjhgYjhh 0.9

197 uomputationalKMethodsKforKTranscriptKsssemblyKfromKRNsYSwQKReadsK2016WKdfgYdhj 0

196 zap’solKsnKsccurateKMethodKforKtheKzaplotypeYSpecificK’soformsKReconstructionKfromKLongK
SingleYMoleculeKReadsZKLecturehNoteshinhComputerhScienceWK2016WKjbYkd 0.9

195 LongKSingleYMoleculeKReadsKuanKResolveKtheKuomplexityKofKtheK’nfluenzaKVirusKuomposedKofKRareWK
uloselyKRelatedKMutantKVariantsZKLecturehNoteshinhComputerhScienceWK2016WKchfYcig 0.9 1

194 WileyKSeriesKonKtioinformaticslKuomputationalKTechniquesKandKwngineeringK2016WKcYd

193 ’nfluenceKofKsymbiontYproducedKbioactiveKnaturalKproductsKonKholobiontKfitnessKinKtheKmarineK
bryozoanWKtugulaKneritinaKviaKproteinKkinaseKuKSP—uTZKMarinehBiologyWK2016WKcheWKc 2.5 5
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192 ’ntroductionKtoKtheKsnalysisKofKwnvironmentalKSequenceK’nformationKUsingKMetapathwaysK2016WKdgYgh 1

191 ’nferringKmetabolicKpathwayKactivityKlevelsKfromKRNsYSeqKdataZKBMChGenomicsWK2016WKciKSupplKgWKgfd 4.5 8

190 uloudKuomputingKforKNextYyenerationKSequencingKvataKsnalysisK2016WKcYdf

189 uomputationalKspproachesKforKStudyingKslternativeKSplicingKinKNonmodelKOrganismsKfromK
RNsYSwQKvataK2016WKdjiYdkk

188 PoolingKStrategyKforKMassiveKViralKSequencingK2016WKgiYje

187 spplicationsKofKzighYxidelityKSequencingKProtocolKtoKRNsKVirusesK2016WKjgYcbf

186 ScaffoldingKslgorithmsK2016WKcbgYcec 3

185 viscoveringKandKyenotypingKTwilightKZoneKveletionsK2016WKcfkYcie

184 uomputationalKspproachesKforKxindingKLongK’nsertionsKandKveletionsKwithKNySKvataK2016WKcigYckg

183 uomputationalKspproachesKinKNextYyenerationKSequencingKvataKsnalysisKforKyenomeYWideKvNsK
MethylationKStudiesK2016WKckiYddh

182 tisulfiteYuonversionYtasedKMethodsKforKvNsKMethylationKSequencingKvataKsnalysisK2016WKddiYdfe 1

181 snKOverviewKsndKuomparisonKofKToolsKforKRNsYSeqKsssemblyK2016WKdhkYdjh

180 TranscriptomeKQuantificationKandKvifferentialKwxpressionKfromKNySKvataK2016WKebcYedi 1

179 wrrorKuorrectionKofKNySKReadsKfromKViralKPopulationsK2016WKedkYege 2

178 ProbabilisticKViralKQuasispeciesKsssemblyK2016WKeggYejc

177 ReconstructionKofK’nfectiousKtronchitisKVirusKQuasispeciesKfromKNySKvataK2016WKejeYfbb 1

176 MicrobiomeKsnalysislKStateKofKtheKsrtKandKxutureKTrendsK2016WKfbcYfdf 3

175 ScaffMatchlKscaffoldingKalgorithmKbasedKonKmaximumKweightKmatchingZKBioinformaticsWK2015WKecWKdhedYj7.2 31

(2015-2016)
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174 ScaffMatchlKScaffoldingKslgorithmKtasedKonKMaximumKWeightKMatchingZKLecturehNoteshinhComputerh
ScienceWK2015WKdddYdde 0.9 1

173 uomputationalKframeworkKforKnextYgenerationKsequencingKofKheterogeneousKviralKpopulationsK
usingKcombinatorialKpoolingZKBioinformaticsWK2015WKecWKhjdYkb 7.2 14

172 SearchingKzighYOrderKSNPKuombinationsKforKuomplexKviseasesKtasedKonKwnergyKvistributionK
vifferenceZKIEEEzACMhTransactionshonhComputationalhBiologyhandhBioinformaticsWK2015WKcdWKhkgYibf 3 11

171 yaussianupylKsKyaussianKmodelKforKdetectionKofKhumanKupyKislandK2015WK 1

170 TranscriptomeKassemblyKandKquantificationKfromK’onKTorrentKRNsYSeqKdataZKBMChGenomicsWK2014WK
cgKSupplKgWKSi 4.5 10

169 tootstrapYbasedKdifferentialKgeneKexpressionKanalysisKforKRNsYSeqKdataKwithKandKwithoutK
replicatesZKBMChGenomicsWK2014WKcgKSupplKjWKSd 4.5 35

168 veterministicKregressionKalgorithmKforKtranscriptomeKfrequencyKestimationK2014WK 1

167 VyslKsKmethodKforKviralKquasispeciesKassemblyKfromKultraYdeepKsequencingKdataK2014WK 1

166 sccurateKviralKpopulationKassemblyKfromKultraYdeepKsequencingKdataZKBioinformaticsWK2014WKebWKiedkYei 7.2 42

165 vetectionKofKgeneticKrelatednessKbetweenKviralKsamplesKusingKwMYbasedKclusteringKofK
nextYgenerationKsequencingKdataK2014WK 2

164 ’LPYbasedKmaximumKlikelihoodKgenomeKscaffoldingZKBMChBioinformaticsWK2014WKcgKSupplKkWKSk 3.6 5

163 ReconstructionKofKviralKpopulationKstructureKfromKnextYgenerationKsequencingKdataKusingK
multicommodityKflowsZKBMChBioinformaticsWK2013WKcfKSupplKkWKSd 3.6 19

162 vistributedKslgorithmsKforKTvMsKLinkKSchedulingKinKSensorKNetworksZKInternationalhJournalhofh
NetworkinghandhComputingWK2013WKeWKggYif 0.2 4

161 wfficientKslignmentsKofKMetabolicKNetworksKwithKtoundedKTreewidthK2013WKfceYfdk

160 kywMlKsnKwMYbasedKalgorithmKforKlocalKreconstructionKofKviralKquasispeciesK2013WK 2

159 MonteYuarloKRegressionKalgorithmKforKisoformKfrequencyKestimationKfromKRNsYSeqKdataK2013WK 1

158 slignmentKofKvNsKMassYSpectralKProfilesKUsingKNetworkKxlowsZKLecturehNoteshinhComputerhScienceWK
2013WKcfkYchb 0.9

157 wfficientKerrorKcorrectionKforKnextYgenerationKsequencingKofKviralKampliconsZKBMChBioinformaticsWK
2012WKceKSupplKcbWKSh 3.6 73
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156 MaximumKSeriesYParallelKSubgraphZKAlgorithmicaWK2012WKheWKceiYcgi 0.9 3

155 vistributedKslgorithmsKforKTvMsKLinkKSchedulingKinKSensorKNetworksK2012WK 1

154 ScalableKgenomeKscaffoldingKusingKintegerKlinearKprogrammingK2012WK 4

153 snKintegerKprogrammingKapproachKtoKnovelKtranscriptKreconstructionKfromKpairedYendKRNsYSeqK
readsK2012WK 12

152 OptimalKTestingKofKvigitalKMicrofluidicKtiochipsZKINFORMShJournalhonhComputingWK2011WKdeWKgcjYgdk 2.4 11

151 wstimationKofKalternativeKsplicingKisoformKfrequenciesKfromKRNsYSeqKdataZKAlgorithmshforhMolecularh
BiologyWK2011WKhWKk 1.8 125

150 ’nferringKviralKquasispeciesKspectraKfromKfgfKpyrosequencingKreadsZKBMChBioinformaticsWK2011WKcdK
SupplKhWKSc 3.6 79

149 uollaborativeKTopologyKuontrolKforKLifetimeKMaximizationK2011WK 4

148 ViralKquasispeciesKreconstructionKfromKampliconKfgfKpyrosequencingKreadsK2011WK 9

147 ReconstructingKviralKquasispeciesKfromKNySKampliconKreadsZKInhSilicohBiologyWK2011WKccWKdeiYfk 2 12

146 ’mprovedKtranscriptomeKquantificationKandKreconstructionKfromKRNsYSeqKreadsKusingKpartialK
annotationsZKInhSilicohBiologyWK2011WKccWKdgcYhc 2 4

145 MaximumKLikelihoodKwstimationKofK’ncompleteKyenomicKSpectrumKfromKzTSKvataZKLecturehNoteshinh
ComputerhScienceWK2011WKdceYddf 0.9 0

144 uombinatorialKOptimizationKslgorithmsKforKMetabolicKNetworksKslignmentsKandKTheirKspplicationsZK
InternationalhJournalhofhKnowledgehDiscoveryhinhBioinformaticsWK2011WKdWKcYde

143 zandbookKofKspproximationKslgorithmsKandKMetaheuristicsZKComputerhJournalWK2010WKgeWKceejYceek 1.3

142 wfficientKslignmentsKofKMetabolicKNetworksKwithKtoundedKTreewidthK2010WK 2

141 wstimationKofKslternativeKSplicingKisoformKxrequenciesKfromKRNsYSeqKvataZKLecturehNoteshinh
ComputerhScienceWK2010WKdbdYdcf 0.9 11

140 sKeadYspproximationKslgorithmKforKyeneralizedKSteinerKTreesKinKuompleteKyraphsKwithKwdgeK
LengthsKcKandKdZKLecturehNoteshinhComputerhScienceWK2010WKcgYdf 0.9

139 MetNetslignerlKaKwebKserviceKtoolKforKmetabolicKnetworkKalignmentsZKBioinformaticsWK2009WKdgWKckjkYkb 7.2 15

(2009-2012)
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138 yuestKwditorsRK’ntroductionKtoKtheKSpecialKSectionKonKtioinformaticsKResearchKandKspplicationsZK
IEEEzACMhTransactionshonhComputationalhBiologyhandhBioinformaticsWK2009WKhWKcijYcik 3

137 MeanKSquareKResidueKticlusteringKwithKMissingKvataKandKRowK’nversionsZKLecturehNoteshinhComputerh
ScienceWK2009WKdjYek 0.9 4

136 cZdgYspproximationKslgorithmKforKSteinerKTreeKProblemKwithKvistancesKcKandKdZKLecturehNoteshinh
ComputerhScienceWK2009WKjhYki 0.9 1

135 yenotypeKTaggingKwithKLimitedKOverfittingZKLecturehNoteshinhComputerhScienceWK2009WKcYcd 0.9 1

134 xastKslignmentsKofKMetabolicKNetworksK2008WK 6

133 dSNPlKscalableKphasingKmethodKforKtriosKandKunrelatedKindividualsZKIEEEzACMhTransactionshonh
ComputationalhBiologyhandhBioinformaticsWK2008WKgWKeceYj 3 7

132 vesignKandKvalidationKofKmethodsKsearchingKforKriskKfactorsKinKgenotypeKcaseYcontrolKstudiesZK
JournalhofhComputationalhBiologyWK2008WKcgWKjcYkb 1.7 7

131 zuVKQuasispeciesKsssemblyKUsingKNetworkKxlowsK2008WKcgkYcib 19

130 yuestKeditorsRKintroductionKtoKtheKspecialKsectionKonKbioinformaticsKresearchKandKapplicationsZK
IEEEzACMhTransactionshonhComputationalhBiologyhandhBioinformaticsWK2008WKgWKedcYd 3

129 viscreteKMethodsKforKsssociationKSearchKandKStatusKPredictionKinKyenotypeKuaseYuontrolKStudiesK
2007WK 1

128 sssociationKtestingKbyKhaplotypeYsharingKmethodsKapplicableKtoKwholeYgenomeKanalysisZKBMCh
ProceedingsWK2007WKcKSupplKcWKScdk 2.3 11

127 K2007WK 4

126 MetaYsnalysisKofKMicroarrayKvataK2007WKedkYegd

125 PhasingKyenotypesKUsingKaKziddenKMarkovKModelK2007WKegeYeid

124 snalyticalKandKslgorithmicKMethodsKforKzaplotypeKxrequencyK’nferencelKWhatKdoKtheyKTellKUsqK2007
WKeieYekf

123 OptimizationKMethodsKforKyenotypeKvataKsnalysisKinKwpidemiologicalKStudiesK2007WKekgYfcg

122 TopologicalK’ndicesKinKuombinatorialKuhemistryK2007WKfciYfej 1

121 wfficientKslgorithmsKforKStructuralKRecallKinKvatabasesK2007WKfekYfhe

AlexandervZelikovsky
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120 uomputationalKspproachesKtoKPredictKProteinâ��ProteinKandKvomainâ��vomainK’nteractionsK2007WKfhgYfkc 1

119 wducatingKtiologistsKinKtheKdcstKuenturylKtioinformaticsKScientistsKversusKtioinformaticsK
TechniciansK2007WKcYg

118 wfficientKuombinatorialKslgorithmsKforKvNsKSequenceKProcessingK2007WKddeYdek

117 slgorithmsKforKMultiplexKPuRKPrimerKSetKSelectionKwithKsmplificationKLengthKuonstraintsK2007WKdfcYdgj 0

116 RecentKvevelopmentsKinKslignmentKandKMotifKxindingKforKSequencesKandKNetworksK2007WKdgkYdih

115 slgorithmsKforKOligonucleotideKMicroarrayKLayoutK2007WKdiiYebc

114 ulassificationKsccuracyKtasedKMicroarrayKMissingKValueK’mputationK2007WKebeYedi 1

113 vynamicKProgrammingKslgorithmsKforKtiologicalKSequenceKandKStructureKuomparisonK2007WKiYdj 1

112 yraphKTheoreticalKspproachesKtoKvelineateKvynamicsKofKtiologicalKProcessesK2007WKdkYgf

111 sdvancesKinKziddenKMarkovKModelsKforKSequenceKsnnotationK2007WKggYkc 2

110 SortingYKandKxxTYtasedKTechniquesKinKtheKviscoveryKofKtiopatternsK2007WKkeYccg 1

109 sKSurveyKofKSeedingKforKSequenceKslignmentK2007WKcciYcfd 7

108 TheKuomparisonKofKPhylogeneticKNetworkslKslgorithmsKandKuomplexityK2007WKcfeYcie 2

107 xormalKModelsKofKyeneKulustersK2007WKcigYdbd 10

106 ’ntegerKLinearKProgrammingKTechniquesKforKviscoveringKspproximateKyeneKulustersK2007WKdbeYddc 1

105 ’ntroductionKtoKtheKSpecialKSectionKonKuomputationalKNanobioscienceZKIEEEhTransactionshonh
NanobioscienceWK2007WKhWKcYe 3.4

104 yuestKwditorsRK’ntroductionKtoKtheKSpecialKSectionKonKtioinformaticsKResearchKandKspplicationsZK
IEEEzACMhTransactionshonhComputationalhBiologyhandhBioinformaticsWK2007WKfWKgceYgcf 3

103 xastKandKwfficientKtrightYxieldKssPSMKuonflictKvetectionKandKuorrectionZKIEEEhTransactionshonh
ComputerwAidedhDesignhofhIntegratedhCircuitshandhSystemsWK2007WKdhWKccgYcdh 2.5 8

(2007-2007)
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102 ZKIEEEhTransactionshonhComputerwAidedhDesignhofhIntegratedhCircuitshandhSystemsWK2007WKdhWKebcYecc 2.5 2

101 ’nformativeKSNPKselectionKmethodsKbasedKonKSNPKpredictionZKIEEEhTransactionshonhNanobioscienceWK
2007WKhWKhbYi 3.4 17

100 sKnovelKmethodKforKsignalKtransductionKnetworkKinferenceKfromKindirectKexperimentalKevidenceZK
JournalhofhComputationalhBiologyWK2007WKcfWKkdiYfk 1.7 43

99 sKNovelKMethodKforKSignalKTransductionKNetworkK’nferenceKfromK’ndirectKwxperimentalKwvidenceZK
LecturehNoteshinhComputerhScienceWK2007WKfbiYfck 0.9 1

98 MultipleKlinearKregressionKforKindexKSNPKselectionKonKunphasedKgenotypesZKAnnualhInternationalh
ConferencehofhthehIEEEhEngineeringhinhMedicinehandhBiologyhSocietyWK2006WKdbbhWKgigkYhd 2

97 dSNPlKscalableKphasingKbasedKonKdYSNPKhaplotypesZKBioinformaticsWK2006WKddWKeicYe 7.2 36

96 MLRYtagginglKinformativeKSNPKselectionKforKunphasedKgenotypesKbasedKonKmultipleKlinearK
regressionZKBioinformaticsWK2006WKddWKdggjYhc 7.2 26

95 uombinatorialKsearchKmethodsKforKmultiYSNPKdiseaseKassociationZKAnnualhInternationalhConferenceh
ofhthehIEEEhEngineeringhinhMedicinehandhBiologyhSocietyWK2006WKdbbhWKgjbdYg 12

94 xillKforKShallowKTrenchK’solationKuMPZKIEEEzACMhInternationalhConferencehonhComputerwAidedhDesignvh
DigesthofhTechnicalhPapersWK2006WK 2

93 ZKIEEEhTransactionshonhComputerwAidedhDesignhofhIntegratedhCircuitshandhSystemsWK2006WKdgWKebgYedb 2.5 8

92 xastKyieldKdrivenKfractureKforKvariableKshapedKbeamKmaskKwritingK2006WK 8

91 PowerKwfficientKRangeKsssignmentKforKSymmetricKuonnectivityKinKStaticKsdKzocKWirelessKNetworksZK
WirelesshNetworksWK2006WKcdWKdjiYdkk 2.5 61

90 RoutingKUsingKMessengersKinKSparseKandKvisconnectedKMobileKSensorKNetworksK2006WKecYfb

89 TagKSNPKSelectionKtasedKonKMultivariateKLinearKRegressionZKLecturehNoteshinhComputerhScienceWK
2006WKigbYigi 0.9 4

88 PhasingKofKdYSNPKyenotypesKtasedKonKNonYrandomKMatingKModelZKLecturehNoteshinhComputerh
ScienceWK2006WKihiYiif 0.9 1

87 spplicationsKofKtheKLinearKMatroidKParityKslgorithmKtoKspproximatingKSteinerKTreesZKLecturehNotesh
inhComputerhScienceWK2006WKibYik 0.9 2

86 uombinatorialKMethodsKforKviseaseKsssociationKSearchKandKSusceptibilityKPredictionZKLecturehNotesh
inhComputerhScienceWK2006WKdjhYdki 0.9 8

85 uompressibleKareaKfillKsynthesisZKIEEEhTransactionshonhComputerwAidedhDesignhofhIntegratedhCircuitsh
andhSystemsWK2005WKdfWKcchkYccji 2.5 4

AlexandervZelikovsky
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84 PhasingKandKMissingKvataKRecoveryKinKxamilyKTriosZKLecturehNoteshinhComputerhScienceWK2005WKcbccYcbck 0.9 2

83 sKcombinatorialKmethodKforKpredictingKgeneticKsusceptibilityKtoKcomplexKdiseasesZKAnnualh
InternationalhConferencehofhthehIEEEhEngineeringhinhMedicinehandhBiologyhSocietyWK2005WKdbbhWKddfYi 0

82 TighterKtoundsKforKyraphKSteinerKTreeKspproximationZKSIAMhJournalhonhDiscretehMathematicsWK2005WK
ckWKcddYcef 0.7 187

81 LinearKreductionKmethodKforKpredictiveKandKinformativeKtagKSNPKselectionZKInternationalhJournalhofh
BioinformaticshResearchhandhApplicationsWK2005WKcWKdfkYhb 0.9 7

80 xamilyKtrioKphasingKandKmissingKdataKrecoveryZKInternationalhJournalhofhBioinformaticshResearchhandh
ApplicationsWK2005WKcWKddcYk 0.9 1

79 ’mprovedKspproximationKslgorithmsKforKtheKQualityKofKServiceKMulticastKTreeKProblemZK
AlgorithmicaWK2005WKfdWKcbkYcdb 0.9 8

78 TheKPolymatroidKSteinerKProblemsZKJournalhofhCombinatorialhOptimizationWK2005WKkWKdjcYdkf 0.9 22

77 TransactionsKonKuomputationalKSystemsKtiologyK’’ZKLecturehNoteshinhComputerhScienceWK2005WK 0.9 7

76 MultiYprojectKreticleKfloorplanningKandKwaferKdicingK2004WK 10

75 ScalableKheuristicsKforKdesignKofKvNsKprobeKarraysZKJournalhofhComputationalhBiologyWK2004WKccWKfdkYfi 1.7 5

74 uonsolidatingKsoftwareKtoolsKforKvNsKmicroarrayKdesignKandKmanufacturingZKAnnualhInternationalh
ConferencehofhthehIEEEhEngineeringhinhMedicinehandhBiologyhSocietyWK2004WKdbbhWKcidYg 1

73 SelectingKxorwardingKNeighborsKinKWirelessKsdKzocKNetworksZKMobilehNetworkshandhApplicationsWK
2004WKkWKcbcYccc 2.9 61

72 LinearKreductionKmethodsKforKtagKSNPKselectionZKAnnualhInternationalhConferencehofhthehIEEEh
EngineeringhinhMedicinehandhBiologyhSocietyWK2004WKdbbfWKdjfbYe 1

71 YieldYKandKcostYdrivenKfracturingKforKvariableKshapedYbeamKmaskKwritingK2004WK 9

70 TheKPolymatroidKSteinerKProblemsZKLecturehNoteshinhComputerhScienceWK2004WKdefYdfg 0.9

69 LinearKReductionKforKzaplotypeK’nferenceZKLecturehNoteshinhComputerhScienceWK2004WKdfdYdge 0.9 4

68 SyvlKsKMiddlewareKTestbedKforKuollaborativeKspplicationsKoverKSmallKzeterogeneousKvevicesKandK
vataKStoresZKLecturehNoteshinhComputerhScienceWK2004WKegdYeic 0.9 5

67 wvaluationKofKplacementKtechniquesKforKvNsKprobeKarrayKlayoutK2003WK 12
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66 ’mprovedKspproximationKslgorithmsKforKtheKQualityKofKServiceKSteinerKTreeKProblemZKLecturehNotesh
inhComputerhScienceWK2003WKfbcYfcc 0.9 2

65 TheKmovingYtargetKtravelingKsalesmanKproblemZKJournalhofhAlgorithmsWK2003WKfkWKcgeYcif 51

64 sKNewKspproximationKslgorithmKforKxindingKzeavyKPlanarKSubgraphsZKAlgorithmicaWK2003WKehWKcikYdbg 0.9 8

63 MinimumKbufferedKroutingKwithKboundedKcapacitiveKloadKforKslewKrateKandKreliabilityKcontrolZKIEEEh
TransactionshonhComputerwAidedhDesignhofhIntegratedhCircuitshandhSystemsWK2003WKddWKdfcYdge 2.5 12

62 OnKtheKskewYboundedKminimumYbufferKroutingKtreeKproblemZKIEEEhTransactionshonhComputerwAidedh
DesignhofhIntegratedhCircuitshandhSystemsWK2003WKddWKkeiYkfg 2.5 15

61 wngineeringKaKscalableKplacementKheuristicKforKvNsKprobeKarraysK2003WK 8

60 NetworkKLifetimeKandKPowerKsssignmentKinKadKhocKWirelessKNetworksZKLecturehNoteshinhComputerh
ScienceWK2003WKccfYcdh 0.9 73

59 MonteYuarloKmethodsKforKchemicalYmechanicalKplanarizationKonKmultipleYlayerKandKdualYmaterialK
modelsK2002WK 2

58 ZKIEEEhTransactionshonhComputerwAidedhDesignhofhIntegratedhCircuitshandhSystemsWK2002WKdcWKdheYdif 2.5 6

57 sreaKfillKsynthesisKforKuniformKlayoutKdensityZKIEEEhTransactionshonhComputerwAidedhDesignhofh
IntegratedhCircuitshandhSystemsWK2002WKdcWKccedYccfi 2.5 36

56 suctionsKwithKtuyerKPreferencesZKIFIPhAdvanceshinhInformationhandhCommunicationhTechnologyWK2002
WKddeYdej 0.5 1

55 torderKLengthKMinimizationKinKvNsKsrrayKvesignUZKLecturehNoteshinhComputerhScienceWK2002WKfegYffj 0.9 8

54 SymmetricKuonnectivityKwithKMinimumKPowerKuonsumptionKinKRadioKNetworksK2002WKcckYceb 59

53 snKimprovedKapproximationKschemeKforKtheKyroupKSteinerKProblemZKNetworksWK2001WKeiWKjYdb 1.6 48

52 zierarchicalKdummyKfillKforKprocessKuniformityK2001WK 14

51 ProvablyKgoodKglobalKbufferingKbyKmultiYterminalKmulticommodityKflowKapproximationK2001WK 5

50 PracticalKspproximationKslgorithmsKforKZeroYKandKtoundedYSkewKTreesZKSIAMhJournalhonhDiscreteh
MathematicsWK2001WKcgWKkiYccc 0.7 3

49 PracticalKspproximationKslgorithmsKforKSeparableKPackingKLinearKProgramsZKLecturehNoteshinh
ComputerhScienceWK2001WKedgYeei 0.9 1
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48 sKnoteKonKtheKMSTKheuristicKforKboundedKedgeYlengthKSteinerKtreesKwithKminimumKnumberKofK
SteinerKpointsZKInformationhProcessinghLettersWK2000WKigWKchgYchi 0.8 21

47 PracticalKiteratedKfillKsynthesisKforKuMPKuniformityK2000WK 33

46 OptimalKphaseKconflictKremovalKforKlayoutKofKdarkKfieldKalternatingKphaseKshiftingKmasksZKIEEEh
TransactionshonhComputerwAidedhDesignhofhIntegratedhCircuitshandhSystemsWK2000WKckWKcigYcji 2.5 11

45 NewKapproximationKalgorithmsKforKroutingKwithKmultiportKterminalsZKIEEEhTransactionshonh
ComputerwAidedhDesignhofhIntegratedhCircuitshandhSystemsWK2000WKckWKcccjYccdj 2.5 2

44 OnKspproximationKofKtheKPowerYpKandKtottleneckKSteinerKTreesZKCombinatorialhOptimizationWK2000WKcciYceg 2

43 OptimalKphaseKconflictKremovalKforKlayoutKofKdarkKfieldKalternatingKphaseKshiftingKmasksK1999WK 11

42 NewKmultilevelKandKhierarchicalKalgorithmsKforKlayoutKdensityKcontrolK1999WK 6

41 NewKandKexactKfillingKalgorithmsKforKlayoutKdensityKcontrolK1999WK 12

40 xillingKalgorithmsKandKanalysesKforKlayoutKdensityKcontrolZKIEEEhTransactionshonhComputerwAidedh
DesignhofhIntegratedhCircuitshandhSystemsWK1999WKcjWKffgYfhd 2.5 68

39 ZKIEEEhTransactionshonhComputerwAidedhDesignhofhIntegratedhCircuitshandhSystemsWK1999WKcjWKcdhgYcdij 2.5 41

38 K1999WK 55

37 TheKTYjoinKProblemKinKSparseKyraphslKspplicationsKtoKPhaseKsssignmentKProblemKinKVLS’KMaskK
LayoutZKLecturehNoteshinhComputerhScienceWK1999WKdgYeh 0.9 2

36 MovingYTargetKTSPKandKRelatedKProblemsZKLecturehNoteshinhComputerhScienceWK1998WKfgeYfhf 0.9 12

35 ProvablyKgoodKroutingKtreeKconstructionKwithKmultiYportKterminalsK1997WK 15

34 NewKspproximationKslgorithmsKforKtheKSteinerKTreeKProblemsZKJournalhofhCombinatorialh
OptimizationWK1997WKcWKfiYhg 0.9 95

33 sKseriesKofKapproximationKalgorithmsKforKtheKacyclicKdirectedKsteinerKtreeKproblemZKAlgorithmicaWK
1997WKcjWKkkYccb 0.9 72

32 xasterKspproximationKslgorithmsKforKtheKRectilinearKSteinerKTreeKProblemZKDiscretehandh
ComputationalhGeometryWK1997WKcjWKkeYcbk 0.6 7

31 SpanningKclosedKtrailKandKhamiltonianKcycleKinKgridKgraphsZKLecturehNoteshinhComputerhScienceWK1995WKefdYegc0.9 2
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30 spproachingKtheKgafKâ��KapproximationKforKrectilinearKSteinerKtreesZKLecturehNoteshinhComputerh
ScienceWK1994WKhbYic 0.9 4

29 sKfasterKapproximationKalgorithmKforKtheKsteinerKtreeKproblemKinKgraphsZKInformationhProcessingh
LettersWK1993WKfhWKikYje 0.8 31

28 snKccahYapproximationKalgorithmKforKtheKnetworkKsteinerKproblemZKAlgorithmicaWK1993WKkWKfheYfib 0.9 226

27 xasterKapproximationKalgorithmsKforKtheKrectilinearKsteinerKtreeKproblemZKLecturehNoteshinhComputerh
ScienceWK1993WKgeeYgfd 0.9 1

26 snKccahYspproximationKslgorithmKforKtheKSteinerKProblemKonKyraphsZKAnnalshofhDiscreteh
MathematicsWK1992WKgcWKegcYegf 10

25 NetworkKMappingKofKMetabolicKPathwaysdicYdke

24 zybridKSVMKkernelsKforKproteinKsecondaryKstructureKprediction 2

23 sKpracticalKtransistorYlevelKdualKthresholdKvoltageKassignmentKmethodology 12

22 vwwPSlKveterministicKwnergyYwfficientKProtocolKforKSensorKnetworks 8

21 zaplotypeKtaggingKusingKsupportKvectorKmachines 1

20 MaximumKLifetimeKofKSensorKNetworksKwithKsdjustableKSensingKRange 28

19 PowerKefficientKmonitoringKmanagementKinKsensorKnetworks 73

18 TowardKanKeasyKprogrammingKenvironmentKforKimplementingKmobileKapplicationslKaKfleetK
applicationKcaseKstudyKusingKSyvKmiddleware 2

17 31

16 zighlyKscalableKalgorithmsKforKrectilinearKandKoctilinearKSteinerKtrees 17

15 vesignKflowKenhancementsKforKvNsKarrays 4

14 2

13 sreaKfillKgenerationKwithKinherentKdataKvolumeKreduction 1
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12 8

11 wnergyYefficientKcontinuousKandKeventYdrivenKmonitoring 5

10 ProvablyKgoodKglobalKbufferingKusingKanKavailableKbufferKblockKplan 18

9 MonteYuarloKalgorithmsKforKlayoutKdensityKcontrol 8

8 MinimumYbufferedKroutingKofKnonYcriticalKnetsKforKslewKrateKandKreliabilityKcontrol 6

7 NewKgraphKbipartizationsKforKdoubleYexposureWKbrightKfieldKalternatingKphaseYshiftKmaskKlayout 5

6 WileyKSeriesKonKtioinformaticslKuomputationalKTechniquesKandKwngineeringgbcYgbc

5 UsingKwarthKMoverâ��sKvistanceKforKViralKOutbreakK’nvestigations 2

4 zap’solKsnKsccurateKMethodKforKtheKzaplotypeYSpecificK’soformsKReconstructionKfromKLongK
SingleYMoleculeKReads 1

3 ProfilingKimmunoglobulinKrepertoiresKacrossKmultipleKhumanKtissuesKbyKRNsKSequencing 5

2 sccurateKassemblyKofKminorityKviralKhaplotypesKfromKnextYgenerationKsequencingKthroughKefficientK
noiseKreduction 12

1 ’nferenceKofKclonalKselectionKinKcancerKpopulationsKusingKsingleYcellKsequencingKdata 1
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