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k Paper IF Citations

102 ResistanceLtoLchemicalLcarcinogenesisLinductionLviaLaLdampenedLinflammatoryLresponseLinLnakedL
molebratsccLCommunicationshBiologyaL2022aLkaLgnm 6.7 0

101 wctivationLofLtranscriptionLfactorLHI™LinhibitsLILbf˛†binducedLNOLproductionLinLprimaryLculturedLratL
hepatocytesccLNitrichOxidehyhBiologyhandhChemistryaL2022aL 5 1

100 Ref–XpLReferenceL–xpressionLzatasetL2021aLffmbfhh

99 wLchromosomeblevelLgenomeLsequenceLofLyhrysanthemumLseticuspeaLaLmodelLspeciesLforL
hexaploidLcultivatedLchrysanthemumcLCommunicationshBiologyaL2021aLiaLfflm 6.7 1

98 ziversificationLofLmineralocorticoidLreceptorLgenesLinLaLsubterraneanLrodentaLtheLnakedLmolebratcL
JournalhofhMolecularhEndocrinologyaL2021aLllaLgoobhff 4.5

97 MultibOmicLMetabwnalysisLofLTranscriptomesLandLtheLxibliomeLUncoversLNovelLHypoxiabInducibleL
βenescLBiomedicinesaL2021aLoaL 4.8 2

96
zeLnovoLtranscriptomeLanalysisLforLexaminationLofLtheLnutritionLmetabolicLsystemLrelatedLtoLtheL
evolutionaryLprocessLthroughLwhichLstickLinsectsLgainLtheLabilityLofLflightLUPhasmatodeaVcLBMCh
ResearchhNotesaL2021aLfiaLfng

2.3 0

95 ReferenceLTranscriptomeLzataLinLSilkwormcLInsectsaL2021aLfgaL 2.8 5

94 ziscoveryLofLwidespreadLtranscriptionLinitiationLatLmicrosatellitesLpredictableLbyLsequencebbasedL
deepLneuralLnetworkcLNaturehCommunicationsaL2021aLfgaLhgom 17.4 3

93 PolysulfideLinhibitsLhypoxiabelicitedLhypoxiabinducibleLfactorLactivationLinLaL
mitochondriabdependentLmannercLMitochondrionaL2021aLkoaLgkkbgll 4.9 4

92 ™wNTOMLentersLgethLyearpLexpansionLofLtranscriptomicLatlasesLandLfunctionalLannotationLofL
nonbcodingLRNwscLNucleichAcidshResearchaL2021aLioaLznogbznon 20.1 19

91 yigaretteLSmokeL–xtractLwctivatesLHypoxiabInducibleL™actorsLinLaLReactiveLOxygenL
SpeciesbzependentLMannerLinLStromaLyellsLfromLHumanL–ndometriumcLAntioxidantsaL2021aLfeaL 7.1 3

90 InhibitingLSwRSbyoVbgLinfectionLinLvitroLbyLsuppressingLitsLreceptoraLangiotensinbconvertingLenzymeL
gaLviaLarylbhydrocarbonLreceptorLsignalcLScientifichReportsaL2021aLffaLfllgo 4.9 9

89 ™ullblengthLflSLrRNwLgeneLampliconLanalysisLofLhumanLgutLmicrobiotaLusingLMinIONâ�¢LnanoporeL
sequencingLconfersLspeciesblevelLresolutioncLBMChMicrobiologyaL2021aLgfaLhk 4.5 38

88 MetabwnalysisLofLHypoxicLTranscriptomesLfromLPublicLzatabasescLBiomedicinesaL2020aLnaL 4.8 12

87 βLISfaLaLnovelLhypoxiabinducibleLtranscriptionLfactoraLpromotesLbreastLcancerLcellLmotilityLviaL
activationLofLWNTkwcLCarcinogenesisaL2020aLifaLffnibffoi 4.6 7

86 wllLofLgeneLexpressionLUwO–VpLwnLintegratedLindexLforLpublicLgeneLexpressionLdatabasescLPLoShONEaL
2020aLfkaLeeggmeml 3.7 11
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85 xioHackathonLgefkpLSemanticsLofLdataLforLlifeLsciencesLandLreproducibleLresearchcLF1000ResearchaL
2020aLoaLfhl 3.6 2

84 wnalysisLofLmolecularLmechanismLforLaccelerationLofLpolyembryonyLusingLgeneLfunctionalL
annotationLpipelineLinLyopidosomaLfloridanumcLBMChGenomicsaL2020aLgfaLfkg 4.5 0

83 yharacterizationLofLbrownLadiposeLtissueLthermogenesisLinLtheLnakedLmolebratLUHeterocephalusL
glaberVaLaLheterothermicLmammalcLScientifichReportsaL2020aLfeaLfoinn 4.9 7

82 ™unctionalLannotationLofLhumanLlongLnoncodingLRNwsLviaLmolecularLphenotypingcLGenomeh
ResearchaL2020aLheaLfelebfemg 9.7 41

81 yonstructionLofLTUwTinsectaLdatabaseLthatLintegratedLplantLandLinsectLdatabaseLforLscreeningL
phytophagousLinsectLmetabolicLproductsLwithLmedicinalLpotentialcLScientifichReportsaL2020aLfeaLfmkeo 4.9 0

80 ThyroidLHormoneL™acilitatesLinLvitroLzecidualizationLofLHumanL–ndometrialLStromalLyellsLviaL
ThyroidLHormoneLReceptorscLEndocrinologyaL2020aLflfaL 4.8 7

79 wllLofLgeneLexpressionLUwO–VpLwnLintegratedLindexLforLpublicLgeneLexpressionLdatabasesL2020aLfkaLeeggmeml

78 wllLofLgeneLexpressionLUwO–VpLwnLintegratedLindexLforLpublicLgeneLexpressionLdatabasesL2020aLfkaLeeggmeml

77 wllLofLgeneLexpressionLUwO–VpLwnLintegratedLindexLforLpublicLgeneLexpressionLdatabasesL2020aLfkaLeeggmeml

76 wllLofLgeneLexpressionLUwO–VpLwnLintegratedLindexLforLpublicLgeneLexpressionLdatabasesL2020aLfkaLeeggmeml

75 wllLofLgeneLexpressionLUwO–VpLwnLintegratedLindexLforLpublicLgeneLexpressionLdatabasesL2020aLfkaLeeggmeml

74 wllLofLgeneLexpressionLUwO–VpLwnLintegratedLindexLforLpublicLgeneLexpressionLdatabasesL2020aLfkaLeeggmeml

73 yancerousLphenotypesLassociatedLwithLhypoxiabinducibleLfactorsLareLnotLinfluencedLbyLtheLvolatileL
anestheticLisofluraneLinLrenalLcellLcarcinomacLPLoShONEaL2019aLfiaLeegfkemg 3.7 8

72 wpoptosisbmediatedLvasaLdownbregulationLcontrolsLdevelopmentalLtransformationLinLJapaneseL
yopidosomaLfloridanumLfemaleLsoldierscLDevelopmentalhBiologyaL2019aLiklaLgglbghh 3.1 0

71 SuperoxideLdismutaseLdownbregulationLandLtheLoxidativeLstressLisLrequiredLtoLinitiateLpupationLinL
xombyxLmoricLScientifichReportsaL2019aLoaLfiloh 4.9 3

70 yomparativeLanalysisLofLsevenLtypesLofLsuperoxideLdismutasesLforLtheirLabilityLtoLrespondLtoL
oxidativeLstressLinLxombyxLmoricLScientifichReportsaL2019aLoaLgfme 4.9 11

69 SuppressionLofLmitochondrialLoxygenLmetabolismLmediatedLbyLtheLtranscriptionLfactorLHI™bfL
alleviatesLpropofolbinducedLcellLtoxicitycLScientifichReportsaL2018aLnaLnonm 4.9 15

68 yonstructionLofLaLsimpleLevaluationLsystemLforLtheLintestinalLabsorptionLofLanLorallyLadministeredL
medicineLusingLxombyxLmoriLlarvaecLDrughDiscoverieshandhTherapeuticsaL2018aLfgaLmbfk 5 4
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67 zifferentiatedLembryoLchondrocyteLplaysLaLcrucialLroleLinLzNwLdamageLresponseLviaLtranscriptionalL
regulationLunderLhypoxicLconditionscLPLoShONEaL2018aLfhaLeefogfhl 3.7 5

66 PromotionLofLmalignantLphenotypeLafterLdisruptionLofLtheLthreebdimensionalLstructureLofLculturedL
spheroidsLfromLcolorectalLcancercLOncotargetaL2018aLoaLfkolnbfkonh 3.3 7

65 IdentificationLofLfunctionalLenolaseLgenesLofLtheLsilkwormLxombyxLmoriLfromLpublicLdatabasesLwithL
aLcombinationLofLdryLandLwetLbenchLprocessescLBMChGenomicsaL2017aLfnaLnh 4.5 7

64 yalculatingLtheLqualityLofLpublicLhighbthroughputLsequencingLdataLtoLobtainLaLsuitableLsubsetLforL
reanalysisLfromLtheLSequenceLReadLwrchivecLGigaScienceaL2017aLlaLfbn 7.6 8

63 HI™bfbmediatedLsuppressionLofLmitochondriaLelectronLtransportLchainLfunctionLconfersLresistanceL
toLlidocainebinducedLcellLdeathcLScientifichReportsaL2017aLmaLhnfl 4.9 34

62 Ref–xaLaLreferenceLgeneLexpressionLdatasetLasLaLwebLtoolLforLtheLfunctionalLanalysisLofLgenescL
ScientifichDataaL2017aLiaLfmefek 8.2 34

61 UpdateLofLtheL™wNTOMLwebLresourcepLhighLresolutionLtranscriptomeLofLdiverseLcellLtypesLinL
mammalscLNucleichAcidshResearchaL2017aLikaLzmhmbzmih 20.1 80

60 NextbβenerationLSequencingLandLxioinformaticsL2017aLombffk

59 TumourLresistanceLinLinducedLpluripotentLstemLcellsLderivedLfromLnakedLmolebratscLNatureh
CommunicationsaL2016aLmaLffimf 17.4 54

58 yanLtheLsilkwormLUxombyxLmoriVLbeLusedLasLaLhumanLdiseaseLmodelucLDrughDiscoverieshandh
TherapeuticsaL2016aLfeaLhbn 5 17

57 βatewaysLtoLtheL™wNTOMkLpromoterLlevelLmammalianLexpressionLatlascLGenomehBiologyaL2015aLflaLgg 18.3 443

56 yRISPRdirectpLsoftwareLforLdesigningLyRISPRdyasLguideLRNwLwithLreducedLoffbtargetLsitescL
BioinformaticsaL2015aLhfaLffgebh 7.2 593

55 SuperoxideLdismutasesaLSOzfLandLSOzgaLplayLaLdistinctLroleLinLtheLfatLbodyLduringLpupationLinL
silkwormLxombyxLmoricLPLoShONEaL2015aLfeaLeeffleem 3.7 23

54 xioHackathonLseriesLinLgeffLandLgefgpLpenetrationLofLontologyLandLlinkedLdataLinLlifeLscienceL
domainscLJournalhofhBiomedicalhSemanticsaL2014aLkaLk 2.2 42

53 IdentificationLofLkeyLuricLacidLsynthesisLpathwayLinLaLuniqueLmutantLsilkwormLxombyxLmoriLmodelL
ofLParkinsonTsLdiseasecLPLoShONEaL2013aLnaLelofhe 3.7 29

52 –xperimentalLdesignbbasedLfunctionalLminingLandLcharacterizationLofLhighbthroughputLsequencingL
dataLinLtheLsequenceLreadLarchivecLPLoShONEaL2013aLnaLemmofe 3.7 25

51 TutorialLvideosLofLbioinformaticsLresourcespLonlineLdistributionLtrialLinLJapanLnamedLTogoTVcL
BriefingshinhBioinformaticsaL2012aLfhaLgknbln 13.4 7

50 ββRNwpLanLultrafastaLtranscriptborientedLsearchLengineLforLgenesLandLtranscriptscLNucleichAcidsh
ResearchaL2012aLieaLWkogbl 20.1 8
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49 βeneLexpressionLprofilingLinLmultipotentLz™wTLcellsLderivedLfromLmatureLadipocytescLBiochemicalh
andhBiophysicalhResearchhCommunicationsaL2011aLiemaLklgbm 3.4 41

48 ™unctionalLInterpretationLofLOmicsLzataLbyLProfilingLβenesLandLziseasesLUsingLMeSHâ��yontrolledL
VocabularyL2011aL 2

47 wlliepLaLdatabaseLandLaLsearchLserviceLofLabbreviationsLandLlongLformscLDatabase:hthehJournalhofh
BiologicalhDatabaseshandhCurationaL2011aLgeffaLbarefh 5 22

46 IdiaLaLnewLcandidateLgeneLforLsenileLosteoporosisaLactsLasLaLmolecularLswitchLpromotingLosteoblastL
differentiationcLPLoShGeneticsaL2010aLlaLefeefefo 6 55

45 βendoopLfunctionalLprofilingLofLgeneLandLdiseaseLfeaturesLusingLMeSHLvocabularycLNucleichAcidsh
ResearchaL2009aLhmaLWfllbo 20.1 29

44
IdentificationLofLnovelLPPwRgammaLtargetLgenesLbyLintegratedLanalysisLofLyhIPbonbchipLandL
microarrayLexpressionLdataLduringLadipocyteLdifferentiationcLBiochemicalhandhBiophysicalhResearchh
CommunicationsaL2008aLhmgaLhlgbl

3.4 42

43 xioyompasspLaLnovelLfunctionalLinferenceLtoolLthatLutilizesLMeSHLhierarchyLtoLanalyzeLgroupsLofL
genescLInhSilicohBiologyaL2008aLnaLkhblf 2 14

42
IdentificationLofLnovelLsteroidLtargetLgenesLthroughLtheLcombinationLofLbioinformaticsLandL
functionalLanalysisLofLhormoneLresponseLelementscLBiochemicalhandhBiophysicalhResearchh
CommunicationsaL2006aLhhoaLoobfel

3.4 42

41 TheLtranscriptionalLlandscapeLofLtheLmammalianLgenomecLScienceaL2005aLheoaLfkkoblh 33.3 2807

40 SayaMatcherpLgenomeLscaleLorganizationLandLsystematicLanalysisLofLnuclearLreceptorLresponseL
elementscLGeneaL2005aLhliaLmibn 3.8 5

39 TheLstudyLofLmetabolicLpathwaysLinLtumorsLbasedLonLtheLtranscriptomecLSeminarshinhCancerhBiologyaL
2005aLfkaLgoebo 12.7 12

38 βeneLdiscoveryLinLgeneticallyLlabeledLsingleLdopaminergicLneuronsLofLtheLretinacLProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaaL2004aLfefaLkelobmi 11.5 64

37 IntegrativeLannotationLofLgfaehmLhumanLgenesLvalidatedLbyLfullblengthLczNwLclonescLPLoShBiologyaL
2004aLgaLeflg 9.7 255

36 IdentificationLandLfunctionalLanalysisLofLconsensusLandrogenLresponseLelementsLinLhumanLprostateL
cancerLcellscLBiochemicalhandhBiophysicalhResearchhCommunicationsaL2004aLhgkaLfhfgbm 3.4 24

35 IdentificationLofLuniqueLtranscriptsLfromLaLmouseLfullblengthaLsubtractedLinnerLearLczNwLlibrarycL
GenomicsaL2004aLnhaLfefgbgh 4.3 21

34 MaXMLpLmouseLannotationLXMLcLInhSilicohBiologyaL2004aLiaLmbfk 2 1

33 TheLmouseLsecretomepLfunctionalLclassificationLofLtheLproteinsLsecretedLintoLtheLextracellularL
environmentcLGenomehResearchaL2003aLfhaLfhkebo 9.7 65

32 zetectionLofLgenesLwithLtissuebspecificLexpressionLpatternsLusingLwkaikeTsLinformationLcriterionL
procedurecLPhysiologicalhGenomicsaL2003aLfgaLgkfbo 3.6 38

(2003-2011)
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31 TargetingLaLcomplexLtranscriptomepLtheLconstructionLofLtheLmouseLfullblengthLczNwLencyclopediacL
GenomehResearchaL2003aLfhaLfgmhbno 9.7 141

30 βeneLexpressionLprofileLofLnormalLlungsLpredictsLgeneticLpredispositionLtoLlungLcancerLinLmicecL
CarcinogenesisaL2003aLgiaLfnfobgl 4.6 9

29
MolecularLbasisLofLconstitutiveLproductionLofLbasementLmembraneLcomponentscLβeneLexpressionL
profilesLofL–ngelbrethbHolmbSwarmLtumorLandL™oLembryonalLcarcinomaLcellscLJournalhofhBiologicalh
ChemistryaL2003aLgmnaLkelofbmef

5.4 43

28 zevelopmentLandLevaluationLofLanLautomatedLannotationLpipelineLandLczNwLannotationLsystemcL
GenomehResearchaL2003aLfhaLfkigbkf 9.7 24

27 SystematicLexpressionLprofilingLofLtheLmouseLtranscriptomeLusingLRIK–NLczNwLmicroarrayscL
GenomehResearchaL2003aLfhaLfhfnbgh 9.7 62

26 ziscoveryLofLimprintedLtranscriptsLinLtheLmouseLtranscriptomeLusingLlargebscaleLexpressionL
profilingcLGenomehResearchaL2003aLfhaLfiegbo 9.7 87

25 yomprehensiveLanalysisLofLtheLmouseLmetabolomeLbasedLonLtheLtranscriptomecLGenomehResearchaL
2003aLfhaLfhikbo 9.7 23

24 HumanLdiseaseLgenesLandLtheirLclonedLmouseLorthologspLexplorationLofLtheL™wNTOMgLczNwL
sequenceLdataLsetcLGenomehResearchaL2003aLfhaLfiolbkee 9.7 6

23 wnalysisLofLtheLmouseLtranscriptomeLforLgenesLinvolvedLinLtheLfunctionLofLtheLnervousLsystemcL
GenomehResearchaL2003aLfhaLfhokbief 9.7 26

22 βLproteinbcoupledLreceptorLgenesLinLtheL™wNTOMgLdatabasecLGenomehResearchaL2003aLfhaLfillbmm 9.7 28

21 yontinuedLdiscoveryLofLtranscriptionalLunitsLexpressedLinLcellsLofLtheLmouseLmononuclearL
phagocyteLlineagecLGenomehResearchaL2003aLfhaLfhlebk 9.7 38

20 –xpressionLProfilingLofLParietalL–ndodermLyellsLandLzevelopmentLofLSystemsLforLLargeLScaleL
ProductionLofLLamininsL2003aLmbff

19
™unctionalLtranscriptomespLcomparativeLanalysisLofLbiologicalLpathwaysLandLprocessesLinL
eukaryotesLtoLinferLgeneticLnetworksLamongLtranscriptscLCurrenthOpinionhinhStructuralhBiologyaL2002aL
fgaLhkkblf

8.1 15

18 wnalysisLofLtheLmouseLtranscriptomeLbasedLonLfunctionalLannotationLofLleammeLfullblengthLczNwscL
NatureaL2002aLigeaLklhbmh 50.4 1350

17 ™wNTOMLzxpLdatabaseLofL™unctionalLwnnotationLofLRIK–NLMouseLczNwLylonescLNucleichAcidsh
ResearchaL2002aLheaLfflbn 20.1 48

16 InferringLalternativeLsplicingLpatternsLinLmouseLfromLaLfullblengthLczNwLlibraryLandLmicroarrayLdatacL
GenomehResearchaL2002aLfgaLfgnlboh 9.7 16

15 R–wzpLRIK–NL–xpressionLwrrayLzatabasecLNucleichAcidshResearchaL2002aLheaLgffbh 20.1 31

14
zelineatingLdevelopmentalLandLmetabolicLpathwaysLinLvivoLbyLexpressionLprofilingLusingLtheLRIK–NL
setLofLfnanflLfullblengthLenrichedLmouseLczNwLarrayscLProceedingshofhthehNationalhAcademyhofh
ScienceshofhthehUnitedhStateshofhAmericaaL2001aLonaLgfoobgei

11.5 182
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13 ProteinbproteinLinteractionLpanelLusingLmouseLfullblengthLczNwscLGenomehResearchaL2001aLffaLfmknblk 9.7 89

12 ™unctionalLannotationLofLaLfullblengthLmouseLczNwLcollectioncLNatureaL2001aLieoaLlnkboe 50.4 560

11 PreprocessingLimplementationLforLmicroarrayLUPRIMVpLanLefficientLmethodLforLprocessingLczNwL
microarrayLdatacLPhysiologicalhGenomicsaL2001aLiaLfnhbn 3.6 54

10 K–ββpLKyotoL–ncyclopediaLofLβenesLandLβenomescLNucleichAcidshResearchaL1999aLgmaLgobhi 20.1 3093

9 ReconstructionLofLaminoLacidLbiosynthesisLpathwaysLfromLtheLcompleteLgenomeLsequencecLGenomeh
ResearchaL1998aLnaLgehbfe 9.7 136

8 TwobcomponentLresponseLregulatorsLfromLwrabidopsisLthalianaLcontainLaLputativeLzNwbbindingL
motifcLPlanthandhCellhPhysiologyaL1998aLhoaLfghgbo 4.9 86

7 xioHackathonLseriesLinLgefhLandLgefipLimprovementsLofLsemanticLinteroperabilityLinLlifeLscienceL
dataLandLservicescLF1000ResearchanaLflmm 3.6

6 ReferenceLtranscriptomeLdataLinLsilkwormLxombyxLmori 2

5 ™ullblengthLflSLrRNwLgeneLampliconLanalysisLofLhumanLgutLmicrobiotaLusingLMinIONâ�¢LnanoporeL
sequencingLconfersLspeciesblevelLresolution 4

4 SenescentLcellLdeathLasLanLagingLresistanceLmechanismLinLnakedLmolebrat 2

3 MetabanalysisLofLhypoxicLtranscriptomesLfromLpublicLdatabases 2

2 wllLofLgeneLexpressionLUwO–VpLanLintegratedLindexLforLpublicLgeneLexpressionLdatabases 3

1 ™unctionalLwnnotationLofLHumanLLongLNonbyodingLRNwsLviaLMolecularLPhenotyping 6
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