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n Paper IF Citations

118 wunctionalLprofilingLofLtheLSaccharomycesLcerevisiaeLgenomeZLNatureXL2002XLebiXLdihYjb 50.4 3278

117 TheLgrapevineLgenomeLsequenceLsuggestsLancestralLhexaploidizationLinLmajorLangiospermLphylaZL
NatureXL2007XLeejXLegdYh 50.4 2675

116 MutationsLinLtypher/ZrSPLinLpatientsLwithLdilatedLcardiomyopathyLandLleftLventricularL
nonYcompactionZLJournalloflthelAmericanlCollegeloflCardiologyXL2003XLecXLcabeYch 15.1 416

115 LimbYgirdleLmuscularLdystrophyLtypeLcxLisLcausedLbyLmutationsLinLtheLgeneLencodingLtheL
sarcomericLproteinLtelethoninZLNaturelGeneticsXL2000XLceXLbgdYg 36.3 278

114 rLseptinYbasedLhierarchyLofLproteinsLrequiredLforLlocalizedLdepositionLofLchitinLinLtheL
SaccharomycesLcerevisiaeLcellLwallZLJournalloflCelllBiologyXL1997XLbdjXLhfYjd 7.3 277

113 tUurLcompatibleLxPULcardsLasLefficientLhardwareLacceleratorsLforLSmithYWatermanLsequenceL
alignmentZLBMClBioinformaticsXL2008XLjLSupplLcXLSba 3.6 263

112 QuantitativeLproteomicLcomparisonLofLratLmitochondriaLfromLmuscleXLheartXLandLliverZLMolecularl
andlCellularlProteomicsXL2006XLfXLgaiYbj 7.6 221

111 rnnotatingLgenomesLwithLmassiveYscaleLRNrLsequencingZLGenomelBiologyXL2008XLjXLRbhf 18.3 186

110 ZrSPkLaLnewLZYbandLalternativelyLsplicedLPuZYmotifLproteinZLJournalloflCelllBiologyXL1999XLbegXLegfYhf 7.3 183

109 rLdeepLsurveyLofLalternativeLsplicingLinLgrapeLrevealsLchangesLinLtheLsplicingLmachineryLrelatedLtoL
tissueXLstressLconditionLandLgenotypeZLBMClPlantlBiologyXL2014XLbeXLjj 5.3 177

108 uoLtheLfourLcladesLofLtheLmtuNrLhaplogroupLLcLevolveLatLdifferentLratespZLAmericanlJournallofl
HumanlGeneticsXL2001XLgjXLbdeiYfg 11 171

107 MetagenomicLanalysisLandLfunctionalLcharacterizationLofLtheLbiogasLmicrobiomeLusingLhighL
throughputLshotgunLsequencingLandLaLnovelLbinningLstrategyZLBiotechnologylforlBiofuelsXL2016XLjXLcg 7.8 164

106 yaplogroupLeffectsLandLrecombinationLofLmitochondrialLuNrkLnovelLcluesLfromLtheLanalysisLofL
LeberLhereditaryLopticLneuropathyLpedigreesZLAmericanlJournalloflHumanlGeneticsXL2006XLhiXLfgeYhe 11 156

105 thromosomeLscaleLgenomeLassemblyLandLtranscriptomeLprofilingLofLNannochloropsisLgaditanaLinL
nitrogenLdepletionZLMolecularlPlantXL2014XLhXLdcdYdf 14.4 147

104 PiezophilicLadaptationkLaLgenomicLpointLofLviewZLJournalloflBiotechnologyXL2006XLbcgXLbbYcf 3.7 142

103 rutosomalLdominantLlateralLtemporalLepilepsykLclinicalLspectrumXLnewLepitempinLmutationsXLandL
geneticLheterogeneityLinLsevenLvuropeanLfamiliesZLEpilepsiaXL2003XLeeXLbcijYjh 6.4 119

102 wrTZXLaLfilaminYXLactininYXLandLtelethoninYbindingLproteinLofLtheLZYdiscLofLskeletalLmuscleZLJournallofl
BiologicallChemistryXL2000XLchfXLebcdeYec 5.4 118
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101 LargeYscaleLdetectionLandLanalysisLofLRNrLeditingLinLgrapeLmtuNrLbyLRNrLdeepYsequencingZL
NucleiclAcidslResearchXL2010XLdiXLehffYgh 20.1 117

100 TheLrnkrdcLproteinXLaLlinkLbetweenLtheLsarcomereLandLtheLnucleusLinLskeletalLmuscleZLJournallofl
MolecularlBiologyXL2004XLddjXLdbdYcf 6.5 116

99 PrSSkLaLprogramLtoLalignLshortLsequencesZLBioinformaticsXL2009XLcfXLjghYi 7.2 99

98
tomprehensiveLtranscriptLprofilingLofLtwoLgrapevineLrootstockLgenotypesLcontrastingLinLdroughtL
susceptibilityLlinksLtheLphenylpropanoidLpathwayLtoLenhancedLtoleranceZLJournalloflExperimentall
BotanyXL2015XLggXLfhdjYfc

7 87

97 TheLmitochondrialLgenomeLofLtheLhouseLcentipedeLscutigeraLandLtheLmonophylyLversusLparaphylyL
ofLmyriapodsZLMolecularlBiologylandlEvolutionXL2004XLcbXLhhaYia 8.3 79

96 LargeYscaleLtransposonLmutagenesisLofLPhotobacteriumLprofundumLSSjLrevealsLnewLgeneticLlociL
importantLforLgrowthLatLlowLtemperatureLandLhighLpressureZLJournalloflBacteriologyXL2008XLbjaXLbgjjYhaj3.5 77

95 LaterallyLtransferredLelementsLandLhighLpressureLadaptationLinLPhotobacteriumLprofundumLstrainsZL
BMClGenomicsXL2005XLgXLbcc 4.5 77

94 TelethoninLandLotherLnewLproteinsLofLtheLZYdiscLofLskeletalLmuscleZLIUBMBlLifeXL2001XLfbXLchfYic 4.7 76

93 rLclassLzzzLPuZLbindingLmotifLinLtheLmyotilinLandLwrTZLfamiliesLbindsLenigmaLfamilyLproteinskLaL
commonLlinkLforLZYdiscLmyopathiesZLMolecularlandlCellularlBiologyXL2009XLcjXLiccYde 4.8 73

92 LightLRemodelsLLipidLsiosynthesisLinLNannochloropsisLgaditanaLbyLModulatingLtarbonLPartitioningL
betweenLOrganellesZLPlantlPhysiologyXL2016XLbhbXLcegiYic 6.6 70

91 rLcomprehensiveXLhighYresolutionLgenomicLtranscriptLmapLofLhumanLskeletalLmuscleZLGenomel
ResearchXL1998XLiXLibhYcf 9.7 65

90 xeneLexpressionLprofilingLinLdysferlinopathiesLusingLaLdedicatedLmuscleLmicroarrayZLHumanl
MolecularlGeneticsXL2002XLbbXLdcidYji 5.6 63

89 rLSnapshotLofLtheLvmergingLTomatoLxenomeLSequenceZLPlantlGenomeXL2009XLcXL 4.4 62

88 yumanLMYObisXLaLnovelLunconventionalLmyosinLheavyLchainLexpressedLinLstriatedLmusclesLmovesL
intoLtheLmyonucleiLuponLdifferentiationZLJournalloflMolecularlBiologyXL2003XLdcgXLbdhYej 6.5 60

87 TheLrccumulationLofLmiRNrsLuifferentiallyLModulatedLbyLuroughtLStressLzsLrffectedLbyLxraftingLinL
xrapevineZLPlantlPhysiologyXL2017XLbhdXLcbiaYcbjf 6.6 58

86
TranscriptomeLanalysisLofLtheLregeneratingLtailLvsZLtheLscarringLlimbLinLlizardLrevealsLpathwaysL
leadingLtoLsuccessfulLvsZLunsuccessfulLorganLregenerationLinLamniotesZLDevelopmentallDynamicsXL
2017XLcegXLbbgYbde

2.9 58

85 uirectLbgSLrRNrYseqLfromLbacterialLcommunitieskLaLPtRYindependentLapproachLtoLsimultaneouslyL
assessLmicrobialLdiversityLandLfunctionalLactivityLpotentialLofLeachLtaxonZLScientificlReportsXL2016XLgXLdcbgf4.9 56

84 SimpleLconsensusLproceduresLareLeffectiveLandLsufficientLinLsecondaryLstructureLpredictionZLProteinl
EngineeringylDesignlandlSelectionXL2003XLbgXLefjYgc 1.9 53

(2003-2010)
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83 yighLthroughputLapproachesLrevealLsplicingLofLprimaryLmicroRNrLtranscriptsLandLtissueLspecificL
expressionLofLmatureLmicroRNrsLinLVitisLviniferaZLBMClGenomicsXL2009XLbaXLffi 4.5 52

82 wirstLsurveyLofLtheLwheatLchromosomeLfrLcompositionLthroughLaLnextLgenerationLsequencingL
approachZLPLoSlONEXL2011XLgXLecgecb 3.7 52

81 TUsrikLrLnewLtissueYspecificLisoformLofLalphaYtubulinLthatLisLhighlyLconservedLinLhumanLandLmouseZL
BiochemicallandlBiophysicallResearchlCommunicationsXL2000XLchaXLbbbbYi 3.4 51

80 uysferlinLproteinLanalysisLinLlimbYgirdleLmuscularLdystrophiesZLJournalloflMolecularlNeuroscienceXL
2001XLbhXLhbYia 3.3 50

79
wineLmappingLofLfiveLhumanLskeletalLmuscleLgeneskLalphaYtropomyosinXLbetaYtropomyosinXL
troponinYzLslowYtwitchXLtroponinYzLfastYtwitchXLandLtroponinYtLfastZLBiochemicallandlBiophysicall
ResearchlCommunicationsXL1997XLcdaXLdehYfa

3.4 48

78 rnalysisLofLccLdeletionLbreakpointsLinLdystrophinLintronLejZLHumanlGeneticsXL2002XLbbaXLebiYcb 6.3 48

77 tharacterizationLofLhumanLskeletalLmuscleLrnkrdcZLBiochemicallandlBiophysicallResearchl
CommunicationsXL2001XLcifXLdhiYig 3.4 47

76 SynthesisLandLsecretionLofLmouseLimmunoglobulinLchainsLfromLXenopusLoocytesZLNatureXL1981XLcjbXLddiYea50.4 47

75 torrectionkLyighLthroughputLapproachesLrevealLsplicingLofLprimaryLmicroRNrLtranscriptsLandLtissueL
specificLexpressionLofLmatureLmicroRNrsLinLVitisLviniferaZLBMClGenomicsXL2010XLbbXLbaj 4.5 44

74 vxtensiveLgeneLorderLrearrangementLinLtheLmitochondrialLgenomeLofLtheLcentipedeLScutigeraL
coleoptrataZLJournalloflMolecularlEvolutionXL2004XLfiXLebdYcd 3.1 40

73 xrapevineLRootstocksLuifferentiallyLrffectLtheLRateLofLRipeningLandLModulateLruxinYRelatedL
xenesLinLtabernetLSauvignonLserriesZLFrontierslinlPlantlScienceXL2016XLhXLgj 6.2 40

72 PatternLrecognitionLinLgeneLexpressionLprofilingLusingLuNrLarraykLaLcomparativeLstudyLofLdifferentL
statisticalLmethodsLappliedLtoLcancerLclassificationZLHumanlMolecularlGeneticsXL2003XLbcXLicdYdg 5.6 38

71 SNPYuiscoveryLbyLRruYSequencingLinLaLxermplasmLtollectionLofLWildLandLtultivatedLxrapevinesLTVZL
viniferaLLZUZLPLoSlONEXL2017XLbcXLeabhagff 3.7 33

70 RNrLsequencingLofLtheLexerciseLtranscriptomeLinLequineLathletesZLPLoSlONEXL2013XLiXLeidfae 3.7 32

69 RrPkLaLnewLcomputerLprogramLforLdeLnovoLidentificationLofLrepeatedLsequencesLinLwholeLgenomesZL
BioinformaticsXL2005XLcbXLficYi 7.2 32

68 ProteinLevolutionLinLdeepLseaLbacteriakLanLanalysisLofLaminoLacidsLsubstitutionLratesZLBMCl
EvolutionarylBiologyXL2008XLiXLdbd 3 31

67 TheLSSvrLserverLforLproteinLsecondaryLstructureLalignmentZLBioinformaticsXL2005XLcbXLdjdYf 7.2 31

66 uownregulationLofLlizardLimmunoYgenesLinLtheLregeneratingLtailLandLmyogenesLinLtheLscarringLlimbL
suggestsLthatLtailLregenerationLoccursLinLanLimmunoYprivilegedLorganZLProtoplasmaXL2017XLcfeXLcbchYcbeb3.4 29
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65
OxidativeLstressLresponseLandLnitrogenLutilizationLareLstronglyLvariableLinLSaccharomycesLcerevisiaeL
wineLstrainsLwithLdifferentLfermentationLperformancesZLAppliedlMicrobiologylandlBiotechnologyXL
2014XLjiXLebbjYdf

5.7 28

64 MultiYtaskingLroleLofLtheLmechanosensingLproteinLrnkrdcLinLtheLsignalingLnetworkLofLstriatedL
muscleZLPLoSlONEXL2011XLgXLecffbj 3.7 26

63 MaturationLandLtranslationLmechanismsLinvolvedLinLtheLexpressionLofLaLmybLgeneLofLriceZLPlantl
MolecularlBiologyXL1997XLdfXLbaadYi 4.6 26

62 PRzMvXkLrapidLidentificationLofLoligonucleotideLmatchesLinLwholeLgenomesZLBioinformaticsXL2003XL
bjXLceigYi 7.2 26

61 siocontrolLtraitsLofLsacillusLlicheniformisLxLbheXLaLculturableLendophyteLofLVitisLviniferaLcvZLxleraZL
BMClMicrobiologyXL2018XLbiXLbdd 4.5 26

60 MicroRNrLsignaturesLinLcardiacLbiopsiesLandLdetectionLofLallograftLrejectionZLJournalloflHeartlandl
LunglTransplantationXL2018XLdhXLbdcjYbdea 5.8 25

59 rncestralLhemoglobinLswitchingLinLlampreysZLDevelopmentallBiologyXL1994XLbgeXLeacYi 3.1 25

58 TheLtranscriptionalLlandscapeLofLtheLdeepYseaLbacteriumLPhotobacteriumLprofundumLinLbothLaL
toxRLmutantLandLitsLparentalLstrainZLBMClGenomicsXL2012XLbdXLfgh 4.5 24

57 tharacterizationLofLbgLnovelLhumanLgenesLshowingLhighLsimilarityLtoLyeastLsequencesZLYeastXL2001XL
biXLgjYia 3.4 23

56 rctinLinLXenopusLdevelopmentkLindirectLimmunofluorescenceLstudyLofLactinLlocalizationZL
DifferentiationXL1981XLcaXLefYfb 3.5 23

55 xenomicLinstabilitykLtrossingLpathwaysLatLtheLoriginLofLstructuralLandLnumericalLchromosomeL
changesZLEnvironmentallandlMolecularlMutagenesisXL2015XLfgXLfgdYia 3.2 22

54 PostYtranslationalLfateLofLvariantLMOPtLdbfLlambdaLchainsLinLXenopusLoocytesLandLmouseL
myelomaLcellsZLFEBSlJournalXL1983XLbdcXLbdbYi 22

53 thromosomalLlocalizationLofLtheLhumanLgenesXLtPPdcXLMchcXLMchdXLandLzchYbXLinvolvedLinLcellularL
apoptosisZLBiochemicallandlBiophysicallResearchlCommunicationsXL1996XLccfXLjidYj 3.4 21

52 MitochondriaYroughYvRLcontactsLinLtheLliverLregulateLsystemicLlipidLhomeostasisZLCelllReportsXL2021XL
deXLbaiihd 10.6 21

51 srainLRNrYSeqLProfilingLofLtheLMucopolysaccharidosisLTypeLzzLMouseLModelZLInternationallJournallofl
MolecularlSciencesXL2017XLbiXL 6.3 20

50 TheLLxzb/epitempinLgeneLencodesLtwoLproteinLisoformsLdifferentiallyLexpressedLinLhumanLbrainZL
JournalloflNeurochemistryXL2006XLjiXLjifYjb 6 19

49 PostYtranscriptionalLsilencingLofLtheLurosophilaLhomologLofLhumanLZrSPkLaLmolecularLandL
functionalLanalysisZLCelllandlTissuelResearchXL2009XLddhXLegdYhg 4.2 18

48 ZrSPLinteractsLwithLtheLmechanosensingLproteinLrnkrdcLandLpfdLinLtheLsignallingLnetworkLofL
striatedLmuscleZLPLoSlONEXL2014XLjXLejccfj 3.7 18

(2014-2014)
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47 MicrobialLactivityLresponseLtoLhydrogenLinjectionLinLthermophilicLanaerobicLdigestersLrevealedLbyL
genomeYcentricLmetatranscriptomicsZLMicrobiomeXL2018XLgXLbje 16.6 18

46 TranscriptomeLdynamicsLinLtheLasexualLcycleLofLtheLchordateLsotryllusLschlosseriZLBMClGenomicsXL
2016XLbhXLchf 4.5 17

45 MuscleLResearchLandLxeneLOntologykLNewLstandardsLforLimprovedLdataLintegrationZLBMClMedicall
GenomicsXL2009XLcXLg 3.7 16

44 xenesLinvolvedLinLTxwLbetabYdrivenLepithelialYmesenchymalLtransitionLofLrenalLepithelialLcellsLareL
topologicallyLrelatedLinLtheLhumanLinteractomeLmapZLBMClGenomicsXL2007XLiXLdid 4.5 16

43 xenomeYwideLanalysisLofLplastomeLsequenceLvariationLandLdevelopmentLofLplastidialLtrPSLmarkersL
inLcommonLpotatoLandLrelatedLSolanumLspeciesZLGeneticlResourceslandlCroplEvolutionXL2012XLfjXLebjYeda2 15

42 PhysicalLmappingLinLhighlyLheterozygousLgenomeskLaLphysicalLcontigLmapLofLtheLPinotLNoirL
grapevineLcultivarZLBMClGenomicsXL2010XLbbXLcae 4.5 15

41 RevealingLmetabolicLmechanismsLofLinteractionLinLtheLanaerobicLdigestionLmicrobiomeLbyLfluxL
balanceLanalysisZLMetaboliclEngineeringXL2020XLgcXLbdiYbej 9.7 15

40 QueryORkLaLcomprehensiveLwebLplatformLforLgeneticLvariantLanalysisLandLprioritizationZLBMCl
BioinformaticsXL2017XLbiXLccf 3.6 14

39 PrSSYbiskLaLbisulfiteLalignerLsuitableLforLwholeLmethylomeLanalysisLofLzlluminaLandLSOLiuLreadsZL
BioinformaticsXL2013XLcjXLcgiYha 7.2 14

38 TheLpreliminaryLtranscriptLmapLofLaLhumanLskeletalLmuscleZLHumanlMolecularlGeneticsXL1997XLgXLbeefYfa 5.6 14

37 TranscriptionalLtharacterizationLofLaLWidelyYUsedLxrapevineLRootstockLxenotypeLunderLuifferentL
zronYLimitedLtonditionsZLFrontierslinlPlantlScienceXL2016XLhXLbjje 6.2 13

36 yighYThroughputLSequencingLofLmicroRNrsLinLxlucocorticoidLSensitiveLPaediatricLznflammatoryL
sowelLuiseaseLPatientsZLInternationallJournalloflMolecularlSciencesXL2018XLbjXL 6.3 12

35 rdaptationsLofLtheLPsychrotolerantLPiezophileLPhotobacteriumLprofundumLStrainLSSjL2014XLdbjYddh 12

34 rLtwoYstepLstrategyLforLconstructingLspecificallyLselfYsubtractedLcuNrLlibrariesZLNucleiclAcidsl
ResearchXL2002XLdaXLedi 20.1 11

33 TheLuNrLsequenceLofLcosmidLbeYfLfromLchromosomeLXzVLrevealsLcbLopenLreadingLframesLincludingL
aLnovelLgeneLencodingLaLglobinYlikeLdomainZLYeastXL1996XLbcXLbahbYbahg 3.4 11

32 TrYrepeatLmicrosatellitesLareLcloselyLassociatedLwithLrRSLconsensusLsequencesLinLyeastL
chromosomeLzzzZLYeastXL1993XLjXLhfdYj 3.4 11

31 ScubakLscalableLkernelYbasedLgeneLprioritizationZLBMClBioinformaticsXL2018XLbjXLcd 3.6 10

30 xeneLdisruptionLandLbasicLphenotypicLanalysisLofLnineLnovelLyeastLgenesLfromLchromosomeLXzVZL
YeastXL2000XLbgXLbaijYjh 3.4 10
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29 rLputativeLserine/threonineLproteinLkinaseLgeneLonLchromosomeLzzzLofLSaccharomycesLcerevisiaeZL
YeastXL1992XLiXLhbYh 3.4 10

28 rLglobalLgeneLevolutionLanalysisLonLVibrionaceaeLfamilyLusingLphylogeneticLprofileZLBMCl
BioinformaticsXL2007XLiLSupplLbXLScd 3.6 9

27 wunctionalLinsightsLfromLtheLstructuralLmodellingLofLaLsmallLweYhydrogenaseZLBiochemicallandl
BiophysicallResearchlCommunicationsXL2006XLddjXLchhYid 3.4 9

26 SetupLandLValidationLofLaLTargetedLNextYxenerationLSequencingLrpproachLforLtheLuiagnosisLofL
LysosomalLStorageLuisordersZLJournalloflMolecularlDiagnosticsXL2020XLccXLeiiYfac 5.1 8

25 ProfilingLofLskeletalLmuscleLrnkrdcLproteinLinLhumanLcardiacLtissueLandLneonatalLratL
cardiomyocytesZLHistochemistrylandlCelllBiologyXL2015XLbedXLfidYjh 2.4 8

24 TheLsequenceLofLaLgZdLkbLsegmentLofLyeastLchromosomeLzzzLrevealsLanLopenLreadingLframeLcodingL
forLaLputativeLmismatchLbindingLproteinZLYeastXL1991XLhXLjibYi 3.4 8

23 SrMyubYdeficientLfibroblastsLfromLricardiYxoutiˆ¤resLSyndromeLpatientsLcanLescapeLsenescenceL
andLaccumulateLmutationsZLFASEBlJournalXL2020XLdeXLgdbYgeh 0.9 7

22 vxomeLSequencingLRevealsLzmmuneLxenesLasLSusceptibilityLModifiersLinLzndividualsLwithL
˛–YrntitrypsinLueficiencyZLScientificlReportsXL2019XLjXLbdaii 4.9 6

21 vngineeringLaLduLinLvitroLmodelLofLhumanLskeletalLmuscleLatLtheLsingleLfiberLscaleZLPLoSlONEXL2020XL
bfXLeacdcaib 3.7 6

20 TheLuNrLsequenceLofLcosmidLbeYbdbLfromLchromosomeLXzVLofLSaccharomycesLcerevisiaeLrevealsLanL
unusuallyLhighLnumberLofLoverlappingLopenLreadingLframesZLYeastXL1997XLbdXLcgbYg 3.4 6

19 uevelopmentLandLproductionLofLanLoligonucleotideLMusclethipkLuseLforLvalidationLofLambiguousL
vSTsZLBMClBioinformaticsXL2002XLdXLdd 3.6 6

18 MultilevelLcomparativeLbioinformaticsLtoLinvestigateLevolutionaryLrelationshipsLandLspecificitiesLinL
geneLannotationskLanLexampleLforLtomatoLandLgrapevineZLBMClBioinformaticsXL2018XLbjXLedf 3.6 6

17 xeneticLrnalysesLinLuentLuiseaseLandLtharacterizationLofLtLtNfLMutationsLinLαidneyLsiopsiesZL
InternationallJournalloflMolecularlSciencesXL2020XLcbXL 6.3 5

16 tombiningLontologiesLandLworkflowsLtoLdesignLformalLprotocolsLforLbiologicalLlaboratoriesZL
AutomatedlExperimentationXL2010XLcXLd 5

15 PrsSkLanLonlineLplatformLtoLassistLsrtYbyYsrtLsequencingLprojectsZLBioTechniquesXL2008XLeeXLgaXLgcXLge 2.5 4

14 TRrzTLTTRrnscriptLzntegratedLTableUkLaLknowledgebaseLofLhumanLskeletalLmuscleLtranscriptsZL
BioinformaticsXL2003XLbjXLggbYc 7.2 4

13 zmmediateLearlyLgenesLinducedLbyLyYRasLinLthyroidLcellsZLOncogeneXL2001XLcaXLccibYja 9.2 4

12 uifferentLglobinLmessengerLRNrsLareLpresentLbeforeLandLafterLtheLmetamorphosisLinLLampetraL
zanandreaiZLDevelopmentallBiologyXL1991XLbefXLdghYhd 3.1 4

(1991-1992)
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11 uifferentialLexpressionLandLlocalizationLofLrnkrdcLisoformsLinLhumanLskeletalLandLcardiacLmusclesZL
HistochemistrylandlCelllBiologyXL2016XLbegXLfgjYfie 2.4 4

10 OverviewLofLszTScaafXLtheLSecondLrnnualLMeetingLofLtheLztalianLsioinformaticsLSocietyZLBMCl
BioinformaticsXL2005XLgXLSb 3.6 3

9 uiscoverLbkLaLnewLprogramLtoLsearchLforLunusuallyLrepresentedLuNrLmotifsZLNucleiclAcidslResearchXL
1993XLcbXLfbfcYg 20.1 3

8
WholeLexomeLsequencingLandLsingleLnucleotideLpolymorphismLarrayLanalysesLtoLidentifyLgermlineL
alterationsLinLgenesLassociatedLwithLtestosteroneLmetabolismLinLaLpatientLwithLandrogenL
insensitivityLsyndromeLandLearlyYonsetLcolorectalLcancerZLChineselJournalloflCancerXL2016XLdfXLfb

2

7 SrTRrPkLSOLiuLrssemblerLTRrnslationLProgramZLPLoSlONEXL2015XLbaXLeabdhedg 3.7 2

6 rLspecificLmicrobiotaLsignatureLisLassociatedLtoLvariousLdegreesLofLulcerativeLcolitisLasLassessedLbyLaL
machineLlearningLapproachZZLGutlMicrobesXL2022XLbeXLcacidgg 8.8 1

5 tharacterizationLofLbgLnovelLhumanLgenesLshowingLhighLsimilarityLtoLyeastLsequencesL2001XLbiXLgj 1

4
wPgjiMztRORNrLSvQUvNtzNxLzNLxRrwTLPROTOtOLLszOPSzvSkLNOVvLLszOMrRαvRSLOwLxRrwTL
RvèvtTzONLzNLPvuzrTRztLαzuNvYLTRrNSPLrNTrTzONZLNephrologylDialysislTransplantationXL2018XL
ddXLicibYicib

4.3

3
WholeYexomeLsequencingLinLradicallyLresectedLgastricLcancerLTxtUkLrnalysisLofLpatientsLTptsULwithL
poorLprognosticLfactorsLfromLtheLztalianLTrialLofLrdjuvantLthemotherapyLrdenocarcinomaLTzTrtrYSUL
trialZZLJournalloflClinicallOncologyXL2017XLdfXLgeYge

2.2

2 sVVL/LwLkLfeaturesLcausedLbyLSLtfcrdLmutationslLWuwYeLandLTNwSwbdsLmayLbeLnovelLcausativeL
genesZLNeurobiologyloflAgingXL2021XLjjXLbacZebYbacZeba 5.6

1 zdentificationLofLαnownLandLNovelLrrundoLdonaxLLZLMicroRNrsLandLTheirLTargetsLUsingL
yighYThroughputLSequencingLandLuegradomeLrnalysisZLLifeXL2022XLbcXLgfb 3
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