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k Paper IF Citations

266 xouseHdesignHandHriskHofHmalariaUHacuteHrespiratoryHinfectionHandHgastrointestinalHillnessHinHUgandajH
qHcohortHstudyWHPLOSfGlobalfPublicfHealthUH2022UHbUHeZZZZZfc 0

265 ynfectionHageHasHaHpredictorHofHepidemiologicalHmetricsHforHmalariaWWHMalariafJournalUH2022UHbaUHaag 3.6 0

264 RealVtimeUHspatialHdecisionHsupportHtoHoptimizeHmalariaHvectorHcontroljHTheHcaseHofHindoorHresidualH
sprayingHonHriokoHyslandUHuquatorialHwuineaH2022UHaUHeZZZZZbe 0

263 ModellingHdistributionsHofHqedesHaegyptiHandHqedesHalbopictusHusingHclimateUHhostHdensityHandH
interspeciesHcompetitionWHPLoSfNeglectedfTropicalfDiseasesUH2021UHaeUHeZZZiZfc 4.8 3

262
ympactHofHseasonalityHandHmalariaHcontrolHinterventionsHonHqnophelesHdensityHandHspeciesH
compositionHfromHthreeHareasHofHUgandaHwithHdifferingHmalariaHendemicityWHMalariafJournalUH2021UH
bZUHach

3.6 4

261 qHNewHTestHofHaHTheoryHaboutHOldHMosquitoesWHTrendsfinfParasitologyUH2021UHcgUHaheVaid 6.4 2

260
somparingHmetapopulationHdynamicsHofHinfectiousHdiseasesHunderHdifferentHmodelsHofHhumanH
movementWHProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaUH2021UH
aahUH

11.5 4

259 PerformanceHofHpassiveHcaseHdetectionHforHmalariaHsurveillancejHresultsHfromHnineHcountriesHinH
MesoamericaHandHtheHtominicanHRepublicWHMalariafJournalUH2021UHbZUHbZh 3.6 0

258 yndirectHeffectsHofHtheHsOVytVaiHpandemicHonHmalariaHinterventionHcoverageUHmorbidityUHandH
mortalityHinHqfricajHaHgeospatialHmodellingHanalysisWHLancetfInfectiousfDiseasesufTheUH2021UHbaUHeiVfi 25.5 71

257 WithinVhouseholdHclusteringHofHgeneticallyHrelatedHPlasmodiumHfalciparumHinfectionsHinHaHmoderateH
transmissionHareaHofHUgandaWHMalariafJournalUH2021UHbZUHfh 3.6 0

256 QuantifyingHmalariaHacquiredHduringHtravelHandHitsHroleHinHmalariaHeliminationHonHriokoHyslandWH
MalariafJournalUH2021UHbZUHcei 3.6 1

255 MeasuringHtheHaccuracyHofHgriddedHhumanHpopulationHdensityHsurfacesjHqHcaseHstudyHinHriokoHyslandUH
uquatorialHwuineaWHPLoSfONEUH2021UHafUHeZbdhfdf 3.7 2

254 MappingHglobalHvariationHinHhumanHmobilityWHNaturefHumanfBehaviourUH2020UHdUHhZZVhaZ 12.8 36

253 ydentificationHandHcharacterizationHofHimmatureHqnophelesHandHculicinesHQtipterajHsulicidaeRHatH
threeHsitesHofHvaryingHmalariaHtransmissionHintensitiesHinHUgandaWHMalariafJournalUH2020UHaiUHbba 3.6 4

252 RadiologicHchestHsTHfindingsHfromHsOVytVaiHinHOrleansHParishUH–ouisianaWHEchocardiographyUH2020UH
cgUHfbhVfca 1.5 4

251 VectorHbionomicsHandHvectorialHcapacityHasHemergentHpropertiesHofHmosquitoHbehaviorsHandH
ecologyWHPLoSfComputationalfBiologyUH2020UHafUHeaZZgddf 5 5

250 MalariaHTransmissionUHynfectionUHandHtiseaseHfollowingHSustainedHyndoorHResidualHSprayingHofH
ynsecticideHinHTororoUHUgandaWHAmericanfJournalfoffTropicalfMedicinefandfHygieneUH2020UHaZcUHaebeVaecc 3.2 21
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249
QuantifyingHrisksHandHinterventionsHthatHhaveHaffectedHtheHburdenHofHdiarrhoeaHamongHchildrenH
youngerHthanHeHyearsjHanHanalysisHofHtheHwlobalHrurdenHofHtiseaseHStudyHbZagWHLancetfInfectiousf
DiseasesufTheUH2020UHbZUHcgVei

25.5 37

248
QuantifyingHrisksHandHinterventionsHthatHhaveHaffectedHtheHburdenHofHlowerHrespiratoryHinfectionsH
amongHchildrenHyoungerHthanHeHyearsjHanHanalysisHforHtheHwlobalHrurdenHofHtiseaseHStudyHbZagWH
LancetfInfectiousfDiseasesufTheUH2020UHbZUHfZVgi

25.5 46

247 MalariaHoutbreakHinHRiabaHdistrictUHriokoHyslandjHlessonsHlearnedWHMalariafJournalUH2020UHaiUHbgg 3.6 5

246 VectorHbionomicsHandHvectorialHcapacityHasHemergentHpropertiesHofHmosquitoHbehaviorsHandHecologyH
2020UHafUHeaZZgddf

245 VectorHbionomicsHandHvectorialHcapacityHasHemergentHpropertiesHofHmosquitoHbehaviorsHandHecologyH
2020UHafUHeaZZgddf

244 VectorHbionomicsHandHvectorialHcapacityHasHemergentHpropertiesHofHmosquitoHbehaviorsHandHecologyH
2020UHafUHeaZZgddf

243 VectorHbionomicsHandHvectorialHcapacityHasHemergentHpropertiesHofHmosquitoHbehaviorsHandHecologyH
2020UHafUHeaZZgddf

242 ParetoHrulesHforHmalariaHsuperVspreadersHandHsuperVspreadingWHNaturefCommunicationsUH2019UHaZUHcici 17.4 23

241 ydentifyingHresidualHhotspotsHandHmappingHlowerHrespiratoryHinfectionHmorbidityHandHmortalityHinH
qfricanHchildrenHfromHbZZZHtoHbZagWHNaturefMicrobiologyUH2019UHdUHbcaZVbcah 26.6 15

240 riasedHefficacyHestimatesHinHphaseVyyyHdengueHvaccineHtrialsHdueHtoHheterogeneousHexposureHandH
differentialHdetectabilityHofHprimaryHinfectionsHacrossHtrialHarmsWHPLoSfONEUH2019UHadUHeZbaZZda 3.7 129

239 SynergyHandHtimingjHaHconcurrentHmassHmedicalHcampaignHpredictedHtoHaugmentHindoorHresidualH
sprayingHforHmalariaWHMalariafJournalUH2019UHahUHafZ 3.6 5

238 MappingHtheHglobalHprevalenceUHincidenceUHandHmortalityHofHPlasmodiumHfalciparumUHbZZZVagjHaH
spatialHandHtemporalHmodellingHstudyWHLancetufTheUH2019UHcidUHcbbVcca 40 155

237 MappingHtheHglobalHendemicityHandHclinicalHburdenHofHPlasmodiumHvivaxUHbZZZVagjHaHspatialHandH
temporalHmodellingHstudyWHLancetufTheUH2019UHcidUHccbVcdc 40 149

236 ustimatingHtheHimpactHofHcityVwideHqedesHaegyptiHpopulationHcontroljHqnHobservationalHstudyHinH
yquitosUHPeruWHPLoSfNeglectedfTropicalfDiseasesUH2019UHacUHeZZZgbee 4.8 8

235 xumanHmobilityHpatternsHandHmalariaHimportationHonHriokoHyslandWHNaturefCommunicationsUH2019UH
aZUHbccb 17.4 28

234 MappingHxyVHprevalenceHinHsubVSaharanHqfricaHbetweenHbZZZHandHbZagWHNatureUH2019UHegZUHahiVaic 50.4 161

233 PastHandHfutureHspreadHofHtheHarbovirusHvectorsHqedesHaegyptiHandHqedesHalbopictusWHNaturef
MicrobiologyUH2019UHdUHhedVhfc 26.6 319

232 UtilizingHgeneralHhumanHmovementHmodelsHtoHpredictHtheHspreadHofHemergingHinfectiousHdiseasesHinH
resourceHpoorHsettingsWHScientificfReportsUH2019UHiUHeaea 4.9 55

(2019-2020)
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231 qnHagentVbasedHmodelHofHdengueHvirusHtransmissionHshowsHhowHuncertaintyHaboutHbreakthroughH
infectionsHinfluencesHvaccinationHimpactHprojectionsWHPLoSfComputationalfBiologyUH2019UHaeUHeaZZfgaZ 5 17

230 MappingHexclusiveHbreastfeedingHinHqfricaHbetweenHbZZZHandHbZagWHNaturefMedicineUH2019UHbeUHabZeVabab50.5 34

229 ModelVbasedHassessmentHofHpublicHhealthHimpactHandHcostVeffectivenessHofHdengueHvaccinationH
followingHscreeningHforHpriorHexposureWHPLoSfNeglectedfTropicalfDiseasesUH2019UHacUHeZZZgdhb 4.8 15

228 MappingHabcHmillionHneonatalUHinfantHandHchildHdeathsHbetweenHbZZZHandHbZagWHNatureUH2019UHegdUHcecVceh50.4 87

227 UsingHparasiteHgeneticHandHhumanHmobilityHdataHtoHinferHlocalHandHcrossVborderHmalariaHconnectivityH
inHSouthernHqfricaWHELifeUH2019UHhUH 8.9 38

226 TheHglobalHburdenHofHtyphoidHandHparatyphoidHfeversjHaHsystematicHanalysisHforHtheHwlobalHrurdenH
ofHtiseaseHStudyHbZagWHLancetfInfectiousfDiseasesufTheUH2019UHaiUHcfiVcha 25.5 234

225 ympactHofHvectorHcontrolHinterventionsHonHmalariaHtransmissionHintensityUHoutdoorHvectorHbitingH
ratesHandHqnophelesHmosquitoHspeciesHcompositionHinHTororoUHUgandaWHMalariafJournalUH2019UHahUHdde 3.6 25

224 sharacterisingHmalariaHconnectivityHusingHmalariaHindicatorHsurveyHdataWHMalariafJournalUH2019UHahUHddZ 3.6 6

223 MortalityUHmorbidityUHandHhospitalisationsHdueHtoHinfluenzaHlowerHrespiratoryHtractHinfectionsUHbZagjH
anHanalysisHforHtheHwlobalHrurdenHofHtiseaseHStudyHbZagWHLancetfRespiratoryfMedicineutheUH2019UHgUHfiVhi 35.1 176

222 xilarHasymmetryHinHendobronchialHtuberculosisHpatientsjHqnHoftenVoverlookedHclueWHInternationalf
JournalfoffInfectiousfDiseasesUH2019UHhZUHhZVhc 10.5 2

221 MappingHchildHgrowthHfailureHinHqfricaHbetweenHbZZZHandHbZaeWHNatureUH2018UHeeeUHdaVdg 50.4 118

220
MedicalHandHentomologicalHmalarialHinterventionsUHaHcomparisonHandHsynergyHofHtwoHcontrolH
measuresHusingHaHRossYMacdonaldHmodelHvariantHandHopenmalariaHsimulationWHMathematicalf
BiosciencesUH2018UHcZZUHahgVbZZ

3.9 4

219 xeterogeneousHexposureHandHhotspotsHforHmalariaHvectorsHatHthreeHstudyHsitesHinHUgandaWHGatesf
OpenfResearchUH2018UHbUHcb 2.4 14

218 TakingHSharperHPicturesHofHMalariaHwithHsqMuRqsjHsombinedHqntibodiesHtoHMeasureHuxposureH
RecencyHqssaysWHAmericanfJournalfoffTropicalfMedicinefandfHygieneUH2018UHiiUHaabZVaabg 3.2 15

217 QuantificationHofHantiVparasiteHandHantiVdiseaseHimmunityHtoHmalariaHasHaHfunctionHofHageHandH
exposureWHELifeUH2018UHgUH 8.9 55

216
ynferencesHaboutHspatiotemporalHvariationHinHdengueHvirusHtransmissionHareHsensitiveHtoH
assumptionsHaboutHhumanHmobilityjHaHcaseHstudyHusingHgeolocatedHtweetsHfromH–ahoreUHPakistanWH
EPJfDatafScienceUH2018UHgUHaf

3.4 25

215
wlobalUHregionalUHandHnationalHcomparativeHriskHassessmentHofHhdHbehaviouralUHenvironmentalHandH
occupationalUHandHmetabolicHrisksHorHclustersHofHrisksHforHaieHcountriesHandHterritoriesUHaiiZVbZagjHaH
systematicHanalysisHforHtheHwlobalHrurdenHofHtiseaseHStudyHbZagWHLancetufTheUH2018UHcibUHaibcVaiid

40 1964

214
wlobalUHregionalUHandHnationalHincidenceUHprevalenceUHandHyearsHlivedHwithHdisabilityHforHcedHdiseasesH
andHinjuriesHforHaieHcountriesHandHterritoriesUHaiiZVbZagjHaHsystematicHanalysisHforHtheHwlobalH
rurdenHofHtiseaseHStudyHbZagWHLancetufTheUH2018UHcibUHaghiVaheh

40 4524
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213
wlobalUHregionalUHandHnationalHdisabilityVadjustedHlifeVyearsHQtq–YsRHforHceiHdiseasesHandHinjuriesHandH
healthyHlifeHexpectancyHQxq–uRHforHaieHcountriesHandHterritoriesUHaiiZVbZagjHaHsystematicHanalysisH
forHtheHwlobalHrurdenHofHtiseaseHStudyHbZagWHLancetufTheUH2018UHcibUHaheiVaibb

40 1283

212 VariationHinHshildhoodHtiarrhealHMorbidityHandHMortalityHinHqfricaUHbZZZVbZaeWHNewfEnglandfJournalf
offMedicineUH2018UHcgiUHaabhVaach 59.2 68

211 ydentificationHofHaHNovelHslinicalHPhenotypeHofHSevereHMalariaHusingHaHNetworkVrasedHslusteringH
qpproachWHScientificfReportsUH2018UHhUHabhdi 4.9 2

210 qssociatedHpatternsHofHinsecticideHresistanceHinHfieldHpopulationsHofHmalariaHvectorsHacrossHqfricaWH
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaUH2018UHaaeUHeichVeidc 11.5 33

209 RoleHofHmassHdrugHadministrationHinHeliminationHofHPlasmodiumHfalciparumHmalariajHaHconsensusH
modellingHstudyWHThefLancetfGlobalfHealthUH2017UHeUHefhZVefhg 13.6 74

208 SpreadHofHyellowHfeverHvirusHoutbreakHinHqngolaHandHtheHtemocraticHRepublicHofHtheHsongoH
bZaeVafjHaHmodellingHstudyWHLancetfInfectiousfDiseasesufTheUH2017UHagUHccZVcch 25.5 140

207 MappingHunderVeHandHneonatalHmortalityHinHqfricaUHbZZZVaejHaHbaselineHanalysisHforHtheHSustainableH
tevelopmentHwoalsWHLancetufTheUH2017UHciZUHbagaVbahb 40 142

206 maluRqjHqnHupdatedHresearchHagendaHforHcombinationHinterventionsHandHmodellingHinHmalariaH
eliminationHandHeradicationWHPLoSfMedicineUH2017UHadUHeaZZbdec 11.6 20

205 TravelHpatternsHandHdemographicHcharacteristicsHofHmalariaHcasesHinHSwazilandUHbZaZVbZadWHMalariaf
JournalUH2017UHafUHcei 3.6 24

204 MappingHmultipleHcomponentsHofHmalariaHriskHforHimprovedHtargetingHofHeliminationHinterventionsWH
MalariafJournalUH2017UHafUHdei 3.6 31

203
wlobalUHregionalUHandHnationalHunderVeHmortalityUHadultHmortalityUHageVspecificHmortalityUHandHlifeH
expectancyUHaigZVbZafjHaHsystematicHanalysisHforHtheHwlobalHrurdenHofHtiseaseHStudyHbZafWHLancetuf
TheUH2017UHciZUHaZhdVaaeZ

40 421

202
wlobalUHregionalUHandHnationalHdisabilityVadjustedHlifeVyearsHQtq–YsRHforHcccHdiseasesHandHinjuriesHandH
healthyHlifeHexpectancyHQxq–uRHforHaieHcountriesHandHterritoriesUHaiiZVbZafjHaHsystematicHanalysisH
forHtheHwlobalHrurdenHofHtiseaseHStudyHbZafWHLancetufTheUH2017UHciZUHabfZVacdd

40 1152

201 wlobalUHregionalUHandHnationalHageVsexHspecificHmortalityHforHbfdHcausesHofHdeathUHaihZVbZafjHaH
systematicHanalysisHforHtheHwlobalHrurdenHofHtiseaseHStudyHbZafWHLancetufTheUH2017UHciZUHaaeaVabaZ 40 2542

200
wlobalUHregionalUHandHnationalHincidenceUHprevalenceUHandHyearsHlivedHwithHdisabilityHforHcbhHdiseasesH
andHinjuriesHforHaieHcountriesUHaiiZVbZafjHaHsystematicHanalysisHforHtheHwlobalHrurdenHofHtiseaseH
StudyHbZafWHLancetufTheUH2017UHciZUHabaaVabei

40 3432

199
wlobalUHregionalUHandHnationalHcomparativeHriskHassessmentHofHhdHbehaviouralUHenvironmentalHandH
occupationalUHandHmetabolicHrisksHorHclustersHofHrisksUHaiiZVbZafjHaHsystematicHanalysisHforHtheH
wlobalHrurdenHofHtiseaseHStudyHbZafWHLancetufTheUH2017UHciZUHacdeVadbb

40 1378

198
MeasuringHprogressHandHprojectingHattainmentHonHtheHbasisHofHpastHtrendsHofHtheHhealthVrelatedH
SustainableHtevelopmentHwoalsHinHahhHcountriesjHanHanalysisHfromHtheHwlobalHrurdenHofHtiseaseH
StudyHbZafWHLancetufTheUH2017UHciZUHadbcVadei

40 224

197 ymprovedHpredictionHaccuracyHforHdiseaseHriskHmappingHusingHwaussianHprocessHstackedH
generalizationWHJournalfoffthefRoyalfSocietyfInterfaceUH2017UHadUH 4.1 61

196 sharacterizingHandHquantifyingHhumanHmovementHpatternsHusingHwPSHdataHloggersHinHanHareaH
approachingHmalariaHeliminationHinHruralHsouthernHZambiaWHRoyalfSocietyfOpenfScienceUH2017UHdUHagZZdf 3.3 23

(2017-2018)
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195 ModelHcitizenHVHquthorsPHreplyWHThefLancetfGlobalfHealthUH2017UHeUHeigd 13.6 1

194 weographicalHdistributionsHofHqfricanHmalariaHvectorHsiblingHspeciesHandHevidenceHforHinsecticideH
resistanceWHMalariafJournalUH2017UHafUHhe 3.6 72

193 qttackingHtheHmosquitoHonHmultipleHfrontsjHynsightsHfromHtheHVectorHsontrolHOptimizationHModelH
QVsOMRHforHmalariaHeliminationWHPLoSfONEUH2017UHabUHeZahgfhZ 3.7 14

192 TheHgeographyHofHimportedHmalariaHtoHnonVendemicHcountriesjHaHmetaVanalysisHofHnationallyH
reportedHstatisticsWHLancetfInfectiousfDiseasesufTheUH2017UHagUHihVaZg 25.5 105

191 ParasiteHsourcesHandHsinksHinHaHpatchedHRossVMacdonaldHmalariaHmodelHwithHhumanHandHmosquitoH
movementjHymplicationsHforHcontrolWHMathematicalfBiosciencesUH2016UHbgiUHiZVaZa 3.9 21

190 QuantifyingHxeterogeneousHMalariaHuxposureHandHslinicalHProtectionHinHaHsohortHofHUgandanH
shildrenWHJournalfoffInfectiousfDiseasesUH2016UHbadUHaZgbVhZ 7 18

189 uxploringHtheHspatiotemporalHdriversHofHmalariaHeliminationHinHuuropeWHMalariafJournalUH2016UHaeUHabb 3.6 18

188 VectorialHcapacityHandHvectorHcontroljHreconsideringHsensitivityHtoHparametersHforHmalariaH
eliminationWHTransactionsfoffthefRoyalfSocietyfoffTropicalfMedicinefandfHygieneUH2016UHaaZUHaZgVag 2 96

187 ProgressHandHshallengesHinHynfectiousHtiseaseHsartographyWHTrendsfinfParasitologyUH2016UHcbUHaiVbi 6.4 61

186 ydentifyingHMalariaHTransmissionHvociHforHuliminationHUsingHxumanHMobilityHtataWHPLoSf
ComputationalfBiologyUH2016UHabUHeaZZdhdf 5 86

185 QuantifyingHtheHupidemiologicalHympactHofHVectorHsontrolHonHtengueWHPLoSfNeglectedfTropicalf
DiseasesUH2016UHaZUHeZZZdehh 4.8 53

184 sharacterizingHmicroscopicHandHsubmicroscopicHmalariaHparasitaemiaHatHthreeHsitesHwithHvariedH
transmissionHintensityHinHUgandaWHMalariafJournalUH2016UHaeUHdgZ 3.6 35

183 QuantitativeUHmodelVbasedHestimatesHofHvariabilityHinHtheHgenerationHandHserialHintervalsHofH
PlasmodiumHfalciparumHmalariaWHMalariafJournalUH2016UHaeUHdiZ 3.6 16

182 MeasuresHofHMalariaHrurdenHafterH–ongV–astingHynsecticidalHNetHtistributionHandHyndoorHResidualH
SprayingHatHThreeHSitesHinHUgandajHqHProspectiveHObservationalHStudyWHPLoSfMedicineUH2016UHacUHeaZZbafg11.6 86

181 SpatioVtemporalHanalysisHofHmalariaHvectorHdensityHfromHbaselineHthroughHinterventionHinHaHhighH
transmissionHsettingWHParasitesfandfVectorsUH2016UHiUHfcg 4 14

180 MappingHPlasmodiumHfalciparumHMortalityHinHqfricaHbetweenHaiiZHandHbZaeWHNewfEnglandfJournalf
offMedicineUH2016UHcgeUHbdceVbdde 59.2 166

179 wlobalHupidemiologyHofHPlasmodiumHvivaxWHAmericanfJournalfoffTropicalfMedicinefandfHygieneUH2016UH
ieUHaeVcd 3.2 215

178 slimateHchangeUHurbanizationHandHdiseasejHsummerHinHtheHcityâ�ƒWHTransactionsfoffthefRoyalfSocietyfoff
TropicalfMedicinefandfHygieneUH2015UHaZiUHagaVb 2 11
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177 TheHmanyHprojectedHfuturesHofHdengueWHNaturefReviewsfMicrobiologyUH2015UHacUHbcZVi 22.2 102

176 qdultHvectorHcontrolUHmosquitoHecologyHandHmalariaHtransmissionWHInternationalfHealthUH2015UHgUHabaVi 2.4 24

175 tengueHdiseaseHoutbreakHdefinitionsHareHimplicitlyHvariableWHEpidemicsUH2015UHaaUHibVaZb 5.1 54

174 tefiningHtheHrelationshipHbetweenHinfectionHprevalenceHandHclinicalHincidenceHofHPlasmodiumH
falciparumHmalariaWHNaturefCommunicationsUH2015UHfUHhagZ 17.4 52

173
NovelHserologicHbiomarkersHprovideHaccurateHestimatesHofHrecentHPlasmodiumHfalciparumHexposureH
forHindividualsHandHcommunitiesWHProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedf
StatesfoffAmericaUH2015UHaabUHuddchVdg

11.5 130

172 uxperienceVHandHageVmediatedHovipositionHbehaviourHinHtheHyellowHfeverHmosquitoHStegomyiaH
aegyptiHQmqedesHaegyptiRWHMedicalfandfVeterinaryfEntomologyUH2015UHbiUHbeeVfb 2.4 5

171 MalariaHgenotypingHforHepidemiologicHsurveillanceWHProceedingsfoffthefNationalfAcademyfoffSciencesf
offthefUnitedfStatesfoffAmericaUH2015UHaabUHfghbVc 11.5 14

170 TheHeffectHofHmalariaHcontrolHonHPlasmodiumHfalciparumHinHqfricaHbetweenHbZZZHandHbZaeWHNatureUH
2015UHebfUHbZgVbaa 50.4 1499

169
untomologicalHMonitoringHandHuvaluationjHtiverseHTransmissionHSettingsHofHysuMRHProjectsHWillH
RequireH–ocalHandHRegionalHMalariaHuliminationHStrategiesWHAmericanfJournalfoffTropicalfMedicinef
andfHygieneUH2015UHicUHbhVda

3.2 21

168 vromHpuddlesHtoHplanetjHmodelingHapproachesHtoHvectorVborneHdiseasesHatHvaryingHresolutionHandH
scaleWHCurrentfOpinionfinfInsectfScienceUH2015UHaZUHaahVabc 5.1 4

167 rioeconomicHanalysisHofHchildVtargetedHsubsidiesHforHartemisininHcombinationHtherapiesjHaH
costVeffectivenessHanalysisWHJournalfoffthefRoyalfSocietyfInterfaceUH2015UHabUH 4.1 1

166 qHfunctionalHconnectomejHregulationHofHWntYTsvVdependentHtranscriptionHbyHpairsHofHpathwayH
activatorsWHMolecularfCancerUH2015UHadUHbZf 42.1 9

165 wlobalHdatabaseHofHmatchedHPlasmodiumHfalciparumHandHPWHvivaxHincidenceHandHprevalenceHrecordsH
fromHaiheVbZacWHScientificfDataUH2015UHbUHaeZZab 8.2 19

164 tistributionHofHmalariaHexposureHinHendemicHcountriesHinHqfricaHconsideringHcountryHlevelsHofH
effectiveHtreatmentWHMalariafJournalUH2015UHadUHchd 3.6 14

163 qssociationsHbetweenHurbanicityHandHmalariaHatHlocalHscalesHinHUgandaWHMalariafJournalUH2015UHadUHcgd 3.6 16

162 yntegratingHvectorHcontrolHacrossHdiseasesWHBMCfMedicineUH2015UHacUHbdi 11.4 72

161 SeasonalityHofHPlasmodiumHfalciparumHtransmissionjHaHsystematicHreviewWHMalariafJournalUH2015UHadUHcdc 3.6 41

160 SpatialHheterogeneityUHhostHmovementHandHmosquitoVborneHdiseaseHtransmissionWHPLoSfONEUH2015UH
aZUHeZabgeeb 3.7 33

(2015-2015)

7



159 PlasmodiumHvivaxHTransmissionHinHqfricaWHPLoSfNeglectedfTropicalfDiseasesUH2015UHiUHeZZZdbbb 4.8 71

158 TheHglobalHdistributionHofHtheHarbovirusHvectorsHqedesHaegyptiHandHqeWHalbopictusWHELifeUH2015UHdUHeZhcdg8.9 995

157 tefiningHtheHrelationshipHbetweenHPlasmodiumHvivaxHparasiteHrateHandHclinicalHdiseaseWHMalariaf
JournalUH2015UHadUHaia 3.6 8

156
MalariaHtransmissionUHinfectionUHandHdiseaseHatHthreeHsitesHwithHvariedHtransmissionHintensityHinH
UgandajHimplicationsHforHmalariaHcontrolWHAmericanfJournalfoffTropicalfMedicinefandfHygieneUH2015UH
ibUHiZcVab

3.2 116

155 ustimatingHmalariaHtransmissionHfromHhumansHtoHmosquitoesHinHaHnoisyHlandscapeWHJournalfoffthef
RoyalfSocietyfInterfaceUH2015UHabUHbZaeZdgh 4.1 7

154 rigHcityUHsmallHworldjHdensityUHcontactHratesUHandHtransmissionHofHdengueHacrossHPakistanWHJournalfoff
thefRoyalfSocietyfInterfaceUH2015UHabUHbZaeZdfh 4.1 47

153 quthorHresponsejHTheHglobalHdistributionHofHtheHarbovirusHvectorsHqedesHaegyptiHandHqeWHalbopictusH
2015UH 6

152 MappingHresidualHtransmissionHforHmalariaHeliminationWHELifeUH2015UHdUH 8.9 42

151 soverageHandHsystemHefficienciesHofHinsecticideVtreatedHnetsHinHqfricaHfromHbZZZHtoHbZagWHELifeUH
2015UHdUH 8.9 94

150 SelectionHofHinterdependentHchoiceHofHbHcomplementaryHresourcesWHBehavioralfEcologyUH2014UHbeUHceVdc 2.3

149 tecliningHmalariaHinHqfricajHimprovingHtheHmeasurementHofHprogressWHMalariafJournalUH2014UHacUHci 3.6 32

148 yntegratingHrapidHriskHmappingHandHmobileHphoneHcallHrecordHdataHforHstrategicHmalariaHeliminationH
planningWHMalariafJournalUH2014UHacUHeb 3.6 103

147 qHglobalHassemblyHofHadultHfemaleHmosquitoHmarkVreleaseVrecaptureHdataHtoHinformHtheHcontrolHofH
mosquitoVborneHpathogensWHParasitesfandfVectorsUH2014UHgUHbgf 4 78

146 wlobalHtemperatureHconstraintsHonHqedesHaegyptiHandHqeWHalbopictusHpersistenceHandHcompetenceH
forHdengueHvirusHtransmissionWHParasitesfandfVectorsUH2014UHgUHcch 4 212

145
ustimatingHtheHannualHentomologicalHinoculationHrateHforHPlasmodiumHfalciparumHtransmittedHbyH
qnophelesHgambiaeHsWlWHusingHthreeHsamplingHmethodsHinHthreeHsitesHinHUgandaWHMalariafJournalUH
2014UHacUHaaa

3.6 116

144 weographicalHvariationHinHPlasmodiumHvivaxHrelapseWHMalariafJournalUH2014UHacUHadd 3.6 167

143 qirHtemperatureHsuitabilityHforHPlasmodiumHfalciparumHmalariaHtransmissionHinHqfricaHbZZZVbZabjHaH
highVresolutionHspatiotemporalHpredictionWHMalariafJournalUH2014UHacUHaga 3.6 51

142 MalariaHburdenHandHcontrolHinHrangladeshHandHprospectsHforHeliminationjHanHepidemiologicalHandH
economicHassessmentWHThefLancetfGlobalfHealthUH2014UHbUHeihVaZe 13.6 53
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141 ymprovingHpandemicHinfluenzaHriskHassessmentWHELifeUH2014UHcUHeZchhc 8.9 45

140 MappingHtheHzoonoticHnicheHofHubolaHvirusHdiseaseHinHqfricaWHELifeUH2014UHcUHeZdcie 8.9 234

139 xumanHynterventionsHonHtheHuvolutionHofHxostVracteriumHynteractionsH2014UHeaVfb

138 TheHpathHofHleastHresistancejHaggressiveHorHmoderateHtreatmentoWHProceedingsfoffthefRoyalfSocietyfB:f
BiologicalfSciencesUH2014UHbhaUHbZadZeff 4.4 63

137
qHmultiplexHtechnologyHplatformHforHtheHrapidHanalysisHofHclinicallyHactionableHgeneticHalterationsH
andHvalidationHforHrRqvHpWVfZZuHdetectionHinHaediHcytologicHandHhistologicHspecimensWHArchivesfoff
PathologyfandfLaboratoryfMedicineUH2014UHachUHcgaVh

5 10

136 ModelingHwithinVhostHeffectsHofHdrugsHonHPlasmodiumHfalciparumHtransmissionHandHprospectsHforH
malariaHeliminationWHPLoSfComputationalfBiologyUH2014UHaZUHeaZZcdcd 5 33

135 RecastingHtheHtheoryHofHmosquitoVborneHpathogenHtransmissionHdynamicsHandHcontrolWHTransactionsf
offthefRoyalfSocietyfoffTropicalfMedicinefandfHygieneUH2014UHaZhUHaheVig 2 110

134 uconomicHandHphysicalHdeterminantsHofHtheHglobalHdistributionsHofHcropHpestsHandHpathogensWHNewf
PhytologistUH2014UHbZbUHiZaViaZ 9.8 54

133 TheoryHandHdataHforHsimulatingHfineVscaleHhumanHmovementHinHanHurbanHenvironmentWHJournalfoffthef
RoyalfSocietyfInterfaceUH2014UHaaUH 4.1 40

132 MeasuringHchangesHinHPlasmodiumHfalciparumHtransmissionjHprecisionUHaccuracyHandHcostsHofH
metricsWHAdvancesfinfParasitologyUH2014UHhdUHaeaVbZh 3.2 115

131 QuantifyingHcrossVborderHmovementsHandHmigrationsHforHguidingHtheHstrategicHplanningHofHmalariaH
controlHandHeliminationWHMalariafJournalUH2014UHacUHafi 3.6 33

130 qHmicroVepidemiologicalHanalysisHofHfebrileHmalariaHinHsoastalH…enyaHshowingHhotspotsHwithinH
hotspotsWHELifeUH2014UHcUHeZbacZ 8.9 92

129 quthorHresponsejHMappingHtheHzoonoticHnicheHofHubolaHvirusHdiseaseHinHqfricaH2014UH 5

128 quthorHresponsejHymprovingHpandemicHinfluenzaHriskHassessmentH2014UH 2

127 UrbanizationHandHtheHglobalHmalariaHrecessionWHMalariafJournalUH2013UHabUHacc 3.6 81

126 SynergismHfromHcombinationsHofHinfectionVblockingHmalariaHvaccinesWHMalariafJournalUH2013UHabUHbhZ 3.6 7

125 TheHchangingHburdenHofHmalariaHandHassociationHwithHvectorHcontrolHinterventionsHinHZambiaHusingH
districtVlevelHsurveillanceHdataUHbZZfVbZaaWHMalariafJournalUH2013UHabUHdcg 3.6 40

124 ModellingHadultHqedesHaegyptiHandHqedesHalbopictusHsurvivalHatHdifferentHtemperaturesHinH
laboratoryHandHfieldHsettingsWHParasitesfandfVectorsUH2013UHfUHcea 4 256

(2013-2014)
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123 TheHdemographicsHofHhumanHandHmalariaHmovementHandHmigrationHpatternsHinHuastHqfricaWHMalariaf
JournalUH2013UHabUHcig 3.6 45

122 TheHchangingHepidemiologyHofHmethicillinVresistantHStaphylococcusHaureusHinHtheHUnitedHStatesjHaH
nationalHobservationalHstudyWHAmericanfJournalfoffEpidemiologyUH2013UHaggUHfffVgd 3.8 112

121 qHsystematicHreviewHofHmathematicalHmodelsHofHmosquitoVborneHpathogenHtransmissionjH
aigZVbZaZWHJournalfoffthefRoyalfSocietyfInterfaceUH2013UHaZUHbZabZiba 4.1 239

120 ynfectiousHdiseaseWHTheHstabilityHofHmalariaHeliminationWHScienceUH2013UHcciUHiZiVaZ 33.3 39

119 wlobalHmappingHofHinfectiousHdiseaseWHPhilosophicalfTransactionsfoffthefRoyalfSocietyfB:fBiologicalf
SciencesUH2013UHcfhUHbZabZbeZ 5.8 139

118 sholeraHinHxaitijHreproductiveHnumbersHandHvaccinationHcoverageHestimatesWHScientificfReportsUH2013UH
cUHiig 4.9 49

117 xeterogeneityUHmixingUHandHtheHspatialHscalesHofHmosquitoVborneHpathogenHtransmissionWHPLoSf
ComputationalfBiologyUH2013UHiUHeaZZccbg 5 99

116 TargetingHasymptomaticHmalariaHinfectionsjHactiveHsurveillanceHinHcontrolHandHeliminationWHPLoSf
MedicineUH2013UHaZUHeaZZadfg 11.6 226

115 MalariaPsHmissingHnumberjHcalculatingHtheHhumanHcomponentHofHRZHbyHaHwithinVhostHmechanisticH
modelHofHPlasmodiumHfalciparumHinfectionHandHtransmissionWHPLoSfComputationalfBiologyUH2013UHiUHeaZZcZbe5 40

114 qHstickyHsituationjHtheHunexpectedHstabilityHofHmalariaHeliminationWHPhilosophicalfTransactionsfoffthef
RoyalfSocietyfB:fBiologicalfSciencesUH2013UHcfhUHbZabZade 5.8 62

113 TheHuseHofHcensusHmigrationHdataHtoHapproximateHhumanHmovementHpatternsHacrossHtemporalH
scalesWHPLoSfONEUH2013UHhUHeebiga 3.7 53

112 ufficiencyHofHhouseholdHreactiveHcaseHdetectionHforHmalariaHinHruralHSouthernHZambiajHsimulationsH
basedHonHcrossVsectionalHsurveysHfromHtwoHepidemiologicalHsettingsWHPLoSfONEUH2013UHhUHegZigb 3.7 18

111 MosquitoHpopulationHregulationHandHlarvalHsourceHmanagementHinHheterogeneousHenvironmentsWH
PLoSfONEUH2013UHhUHegabdg 3.7 31

110 SuperinfectionHandHtheHevolutionHofHresistanceHtoHantimalarialHdrugsWHProceedingsfoffthefRoyalf
SocietyfB:fBiologicalfSciencesUH2012UHbgiUHchcdVdb 4.4 26

109 KOneVsizeVfitsVallKoHOptimizingHtreatmentHdurationHforHbacterialHinfectionsWHPLoSfONEUH2012UHgUHebihch 3.7 47

108 xumanHmovementHdataHforHmalariaHcontrolHandHeliminationHstrategicHplanningWHMalariafJournalUH
2012UHaaUHbZe 3.6 96

107 MalariaHresurgencejHaHsystematicHreviewHandHassessmentHofHitsHcausesWHMalariafJournalUH2012UHaaUHabb 3.6 292

106 TheHpotentialHforHrespiratoryHdropletVtransmissibleHqYxeNaHinfluenzaHvirusHtoHevolveHinHaH
mammalianHhostWHScienceUH2012UHccfUHaedaVg 33.3 231
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105 RossUHmacdonaldUHandHaHtheoryHforHtheHdynamicsHandHcontrolHofHmosquitoVtransmittedHpathogensWH
PLoSfPathogensUH2012UHhUHeaZZbehh 7.6 308

104 qHlongHneglectedHworldHmalariaHmapjHPlasmodiumHvivaxHendemicityHinHbZaZWHPLoSfNeglectedfTropicalf
DiseasesUH2012UHfUHeahad 4.8 392

103 xittingHhotspotsjHspatialHtargetingHofHmalariaHforHcontrolHandHeliminationWHPLoSfMedicineUH2012UHiUHeaZZaafe11.6 391

102 ynVroadsHtoHtheHspreadHofHantibioticHresistancejHregionalHpatternsHofHmicrobialHtransmissionHinH
northernHcoastalHucuadorWHJournalfoffthefRoyalfSocietyfInterfaceUH2012UHiUHaZbiVci 4.1 17

101 WindHdirectionHandHproximityHtoHlarvalHsitesHdeterminesHmalariaHriskHinH…ilifiHtistrictHinH…enyaWHNaturef
CommunicationsUH2012UHcUHfgd 17.4 61

100 QuantifyingHtheHimpactHofHhumanHmobilityHonHmalariaWHScienceUH2012UHcchUHbfgVgZ 33.3 604

99 qHresearchHagendaHforHmalariaHeradicationjHmodelingWHPLoSfMedicineUH2011UHhUHeaZZZdZc 11.6 80

98 TravelHriskUHmalariaHimportationHandHmalariaHtransmissionHinHZanzibarWHScientificfReportsUH2011UHaUHic 4.9 104

97 soVevolutionaryHhotHandHcoldHspotsHofHselectiveHpressureHmoveHinHspaceHandHtimeWHJournalfoffEcology
UH2011UHiiUHnoVno 6 7

96 ModellingHtheHglobalHconstraintsHofHtemperatureHonHtransmissionHofHPlasmodiumHfalciparumHandHPWH
vivaxWHParasitesfandfVectorsUH2011UHdUHib 4 130

95 qHnewHworldHmalariaHmapjHPlasmodiumHfalciparumHendemicityHinHbZaZWHMalariafJournalUH2011UHaZUHcgh 3.6 490

94 ustimatingHtheHreproductiveHnumbersHforHtheHbZZhVbZZiHcholeraHoutbreaksHinHZimbabweWH
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaUH2011UHaZhUHhgfgVgb 11.5 236

93 ynfectiousHdiseaseWHSolvingHtheHSisypheanHproblemHofHmalariaHinHZanzibarWHScienceUH2011UHccbUHachdVe 33.3 27

92 xostHandHviralHecologyHdetermineHbatHrabiesHseasonalityHandHmaintenanceWHProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaUH2011UHaZhUHaZbZhVac 11.5 130

91 PreventingHtheHreintroductionHofHmalariaHinHMauritiusjHaHprogrammaticHandHfinancialHassessmentWH
PLoSfONEUH2011UHfUHebchcb 3.7 50

90 slimateHchangeHandHtheHglobalHmalariaHrecessionWHNatureUH2010UHdfeUHcdbVe 50.4 250

89
ynternationalHpopulationHmovementsHandHregionalHPlasmodiumHfalciparumHmalariaHeliminationH
strategiesWHProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaUH2010UH
aZgUHabbbbVg

11.5 126

88 qHquantitativeHanalysisHofHtransmissionHefficiencyHversusHintensityHforHmalariaWHNaturef
CommunicationsUH2010UHaUHaZh 17.4 73

(2010-2012)
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87 ShouldHnewHantimalarialHdrugsHbeHsubsidizedoWHJournalfoffHealthfEconomicsUH2010UHbiUHddeVef 3.5 17

86 OperationalHstrategiesHtoHachieveHandHmaintainHmalariaHeliminationWHLancetufTheUH2010UHcgfUHaeibVfZc 40 274

85 RankingHofHeliminationHfeasibilityHbetweenHmalariaVendemicHcountriesWHLancetufTheUH2010UHcgfUHaegiVia 40 111

84 qHframeworkHforHassessingHtheHfeasibilityHofHmalariaHeliminationWHMalariafJournalUH2010UHiUHcbb 3.6 38

83 ProspectiveHstrategiesHtoHdelayHtheHevolutionHofHantiVmalarialHdrugHresistancejHweighingHtheH
uncertaintyWHMalariafJournalUH2010UHiUHbag 3.6 37

82 xowHabsoluteHisHzerooHqnHevaluationHofHhistoricalHandHcurrentHdefinitionsHofHmalariaHeliminationWH
MalariafJournalUH2010UHiUHbac 3.6 92

81 ProgressHinHmodellingHmalariaHtransmissionWHAdvancesfinfExperimentalfMedicinefandfBiologyUH2010UH
fgcUHaVab 3.6 5

80 sommunityVassociatedHmethicillinVresistantHStaphylococcusHaureusHinHoutpatientsUHUnitedHStatesUH
aiiiVbZZfWHEmergingfInfectiousfDiseasesUH2009UHaeUHaibeVcZ 10.2 79

79 qHworldHmalariaHmapjHPlasmodiumHfalciparumHendemicityHinHbZZgWHPLoSfMedicineUH2009UHfUHeaZZZZdh 11.6 436

78 PredictingHchangingHmalariaHriskHafterHexpandedHinsecticideVtreatedHnetHcoverageHinHqfricaWHTrendsfinf
ParasitologyUH2009UHbeUHeaaVf 6.4 75

77 TheHdynamicsHofHmutationsHassociatedHwithHantiVmalarialHdrugHresistanceHinHPlasmodiumHfalciparumWH
TrendsfinfParasitologyUH2009UHbeUHeegVfc 6.4 36

76 TheHuseHofHmobileHphoneHdataHforHtheHestimationHofHtheHtravelHpatternsHandHimportedHPlasmodiumH
falciparumHratesHamongHZanzibarHresidentsWHMalariafJournalUH2009UHhUHbhg 3.6 112

75 OptimallyHtimingHprimaquineHtreatmentHtoHreduceHPlasmodiumHfalciparumHtransmissionHinHlowH
endemicityHThaiVMyanmarHborderHpopulationsWHMalariafJournalUH2009UHhUHaei 3.6 43

74 undemicityHresponseHtimelinesHforHPlasmodiumHfalciparumHeliminationWHMalariafJournalUH2009UHhUHhg 3.6 53

73 slinicallyHimmuneHhostsHasHaHrefugeHforHdrugVsensitiveHmalariaHparasitesWHMalariafJournalUH2008UHgUHfg 3.6 51

72 MeasuringHmalariaHendemicityHfromHintenseHtoHinterruptedHtransmissionWHLancetfInfectiousfDiseasesuf
TheUH2008UHhUHcfiVgh 25.5 248

71 StrainHtheoryHofHmalariajHtheHfirstHeZHyearsWHAdvancesfinfParasitologyUH2008UHffUHaVdf 3.2 33

70 renefitsHofHusingHmultipleHfirstVlineHtherapiesHagainstHmalariaWHProceedingsfoffthefNationalfAcademyf
offSciencesfoffthefUnitedfStatesfoffAmericaUH2008UHaZeUHadbafVba 11.5 87
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69 TheHlimitsHandHintensityHofHPlasmodiumHfalciparumHtransmissionjHimplicationsHforHmalariaHcontrolH
andHeliminationHworldwideWHPLoSfMedicineUH2008UHeUHech 11.6 301

68 uconomicHincentivesHandHmathematicalHmodelsHofHdiseaseWHEnvironmentfandfDevelopmentfEconomics
UH2007UHabUHgZgVgcb 1.8 61

67 RevisitingHtheHbasicHreproductiveHnumberHforHmalariaHandHitsHimplicationsHforHmalariaHcontrolWHPLoSf
BiologyUH2007UHeUHedb 9.7 300

66 tynamicsHofHpolymorphismHinHaHmalariaHvaccineHantigenHatHaHvaccineVtestingHsiteHinHMaliWHPLoSf
MedicineUH2007UHdUHeic 11.6 86

65 StandardizingHestimatesHofHtheHPlasmodiumHfalciparumHparasiteHrateWHMalariafJournalUH2007UHfUHaca 3.6 144

64 qnHelaboratedHfeedingHcycleHmodelHforHreductionsHinHvectorialHcapacityHofHnightVbitingHmosquitoesH
byHinsecticideVtreatedHnetsWHMalariafJournalUH2007UHfUHaZ 3.6 83

63
ShortHreportjHrareHPlasmodiumHfalciparumHmerozoiteHsurfaceHproteinHaHaiVkdaHQmspVaQaiRRH
haplotypesHidentifiedHinHMaliHusingHhighVthroughputHgenotypingHmethodsWHAmericanfJournalfoff
TropicalfMedicinefandfHygieneUH2007UHgfUHheeVi

3.2 5

62 xospitalizationsHandHdeathsHcausedHbyHmethicillinVresistantHStaphylococcusHaureusUHUnitedHStatesUH
aiiiVbZZeWHEmergingfInfectiousfDiseasesUH2007UHacUHahdZVf 10.2 627

61 wuOwRqPxysq–HtySTRyrUTyONHqNtHRyS…HvqsTORSHqSSOsyqTutHWyTxHuNTuRysHtySuqSuSHyNH
VyuTNqMWHAmericanfJournalfoffTropicalfMedicinefandfHygieneUH2007UHgfUHgZfVgab 3.2 61

60
RqRuHP–qSMOtyUMHvq–syPqRUMHMuROZOyTuHSURvqsuHPROTuyNHaHaiV…tqHQMSPVaaiRH
xqP–OTYPuSHytuNTyvyutHyNHMq–yHUSyNwHxywxVTxROUwxPUTHwuNOTYPyNwHMuTxOtSWHAmericanf
JournalfoffTropicalfMedicinefandfHygieneUH2007UHgfUHheeVhei

3.2 5

59 WillHaHglobalHsubsidyHofHnewHantimalarialsHdelayHtheHemergenceHofHresistanceHandHsaveHlivesoWHHealthf
AffairsUH2006UHbeUHcbeVcf 7 38

58 …eyHstrategiesHforHreducingHspreadHofHavianHinfluenzaHamongHcommercialHpoultryHholdingsjHlessonsH
forHtransmissionHtoHhumansWHProceedingsfoffthefRoyalfSocietyfB:fBiologicalfSciencesUH2006UHbgcUHbdfgVge 4.4 48

57 ydentifyingHgroupsHatHhighHriskHforHcarriageHofHantibioticVresistantHbacteriaWHArchivesfoffInternalf
MedicineUH2006UHaffUHehZVe 70

56 veverHinHpatientsHwithHmixedVspeciesHmalariaWHClinicalfInfectiousfDiseasesUH2006UHdbUHagacVh 11.6 16

55 wametocytemiaHinHPlasmodiumHvivaxHandHPlasmodiumHfalciparumHinfectionsWHJournalfoffParasitology
UH2006UHibUHabhaVe 0.9 26

54 qHhighVthroughputHmethodHforHquantifyingHallelesHandHhaplotypesHofHtheHmalariaHvaccineHcandidateH
PlasmodiumHfalciparumHmerozoiteHsurfaceHproteinVaHaiHktaWHMalariafJournalUH2006UHeUHca 3.6 30

53 TheHroleHofHinstitutionalHepidemiologicHweightHinHguidingHinfectionHsurveillanceHandHcontrolHinH
communityHandHhospitalHpopulationsWHInfectionfControlfandfHospitalfEpidemiologyUH2006UHbgUHagZVd 2 12

52 PotentialHimpactHofHintermittentHpreventiveHtreatmentHQyPTRHonHspreadHofHdrugVresistantHmalariaWH
PLoSfMedicineUH2006UHcUHeada 11.6 59

(2006-2008)
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51 SpatialHcontrolHofHrabiesHonHheterogeneousHlandscapesWHPLoSfONEUH2006UHaUHebg 3.7 50

50 MixedVspeciesHmalariaHinfectionsHinHtravelersWHJournalfoffTravelfMedicineUH2006UHacUHabckHauthorHreplyHabc 12.9

49 SynchronyUHwavesUHandHspatialHhierarchiesHinHtheHspreadHofHinfluenzaWHScienceUH2006UHcabUHddgVea 33.3 598

48 xyperinfectivityjHaHcriticalHelementHinHtheHabilityHofHVWHcholeraeHtoHcauseHepidemicsoWHPLoSfMedicineUH
2006UHcUHeg 11.6 220

47 ucologicalHtheoryHtoHenhanceHinfectiousHdiseaseHcontrolHandHpublicHhealthHpolicyWHFrontiersfinfEcologyf
andfthefEnvironmentUH2005UHcUHbiVcg 5.5 47

46 TheHunexpectedHimportanceHofHmosquitoHovipositionHbehaviourHforHmalariajHnonVproductiveHlarvalH
habitatsHcanHbeHsourcesHforHmalariaHtransmissionWHMalariafJournalUH2005UHdUHbc 3.6 83

45 SpatialHxeterogeneityHinHynfectiousHtiseaseHupidemicsH2005UHacgVafd 3

44 TheHentomologicalHinoculationHrateHandHPlasmodiumHfalciparumHinfectionHinHqfricanHchildrenWHNature
UH2005UHdchUHdibVe 50.4 267

43 qssessingHtheHroleHofHlongVdistanceHtranslocationHandHspatialHheterogeneityHinHtheHraccoonHrabiesH
epidemicHinHsonnecticutWHPreventivefVeterinaryfMedicineUH2005UHgaUHbbeVdZ 3.1 55

42 qgriculturalHantibioticsHandHhumanHhealthWHPLoSfMedicineUH2005UHbUHebcb 11.6 64

41 PredictiveHspatialHdynamicsHandHstrategicHplanningHforHraccoonHrabiesHemergenceHinHOhioWHPLoSf
BiologyUH2005UHcUHehh 9.7 68

40 StrategicHinteractionsHinHmultiVinstitutionalHepidemicsHofHantibioticHresistanceWHProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaUH2005UHaZbUHcaecVh 11.5 101

39 SpatialHdynamicsHandHmolecularHecologyHofHNorthHqmericanHrabiesWHJournalfoffHeredityUH2005UHifUHbecVfZ 2.4 32

38 OnHtheHimportanceHofHincentivesHinHhospitalHinfectionHcontrolHspendingWHDiscoveryfMedicineUH2005UHeUHcZcVh2.5 2

37 qHprioriHpredictionHofHdiseaseHinvasionHdynamicsHinHaHnovelHenvironmentWHProceedingsfoffthefRoyalf
SocietyfB:fBiologicalfSciencesUH2004UHbgaUHbaVe 4.4 50

36
PersistentHcolonizationHandHtheHspreadHofHantibioticHresistanceHinHnosocomialHpathogensjHresistanceH
isHaHregionalHproblemWHProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericaUH2004UHaZaUHcgZiVad

11.5 139

35 MorphometryHofHhepaticHneoplasmsHandHalteredHfociHinHtheHmummichogUHvundulusHheteroclitusWH
ToxicologicfPathologyUH2004UHcbUHcgeVhc 2.1 14

34 ProjectedHbenefitsHofHactiveHsurveillanceHforHvancomycinVresistantHenterococciHinHintensiveHcareH
unitsWHClinicalfInfectiousfDiseasesUH2004UHchUHaaZhVae 11.6 82
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33 TheHriskHofHaHmosquitoVborneHinfectionHinHaHheterogeneousHenvironmentWHPLoSfBiologyUH2004UHbUHecfh 9.7 224

32
soVcarriageHratesHofHvancomycinVresistantHunterococcusHandHextendedVspectrumH
betaVlactamaseVproducingHbacteriaHamongHaHcohortHofHintensiveHcareHunitHpatientsjHimplicationsHforH
anHactiveHsurveillanceHprogramWHInfectionfControlfandfHospitalfEpidemiologyUH2004UHbeUHaZeVh

2 58

31 qnimalHgrowthHpromotersjHtoHbanHorHnotHtoHbanoHqHriskHassessmentHapproachWHInternationalfJournalf
offAntimicrobialfAgentsUH2004UHbdUHbZeVab 14.3 38

30 StaticsHandHdynamicsHofHmalariaHinfectionHinHqnophelesHmosquitoesWHMalariafJournalUH2004UHcUHac 3.6 293

29 souplingHecologyHandHevolutionjHmalariaHandHtheHSVgeneHacrossHtimeHscalesWHMathematicalf
BiosciencesUH2004UHahiUHaVai 3.9 33

28 MolecularHepidemiologyHofHOaciHVibrioHcholeraejHmutationUHlateralHgeneHtransferUHandHfounderH
flushWHEmergingfInfectiousfDiseasesUH2003UHiUHhaZVd 10.2 59

27 MonteHsarloHassessmentsHofHgoodnessVofVfitHforHecologicalHsimulationHmodelsWHEcologicalfModellingUH
2003UHafdUHdiVfc 3 46

26 upidemiologicalHpatternsHatHmultipleHspatialHscalesjHanHaaVyearHstudyHofHaHTriphragmiumHulmariaeâ��H
vilipendulaHulmariaHmetapopulationWHJournalfoffEcologyUH2003UHiaUHhiZViZc 6 91

25 UncertaintyHinHSqRSHepidemiologyWHLancetufTheUH2003UHcfbUHagZVa 40 6

24 qssessingHrisksHforHaHpreVemergentHpathogenjHvirginiamycinHuseHandHtheHemergenceHofH
streptograminHresistanceHinHunterococcusHfaeciumWHLancetfInfectiousfDiseasesufTheUH2003UHcUHbdaVi 25.5 54

23
SuberoylanilideHhydroxamicHacidUHaHhistoneHdeacetylaseHinhibitorUHamelioratesHmotorHdeficitsHinHaH
mouseHmodelHofHxuntingtonPsHdiseaseWHProceedingsfoffthefNationalfAcademyfoffSciencesfoffthef
UnitedfStatesfoffAmericaUH2003UHaZZUHbZdaVf

11.5 734

22 MicrobialHdiversityHofHbiofilmsHinHdentalHunitHwaterHsystemsWHAppliedfandfEnvironmentalfMicrobiologyUH
2003UHfiUHcdabVbZ 4.8 73

21 SpatiotemporalHanalysisHofHepizooticHraccoonHrabiesHpropagationHinHsonnecticutUHaiiaVaiieWH
VectorvBornefandfZoonoticfDiseasesUH2002UHbUHggVhf 2.4 31

20 PredictingHtheHspatialHdynamicsHofHrabiesHepidemicsHonHheterogeneousHlandscapesWHProceedingsfoff
thefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaUH2002UHiiUHcffhVgb 11.5 278

19 RiskHfactorsHforHimipenemVresistantHPseudomonasHaeruginosaHamongHhospitalizedHpatientsWHClinicalf
InfectiousfDiseasesUH2002UHcdUHcdZVe 11.6 146

18
qnimalHantibioticHuseHhasHanHearlyHbutHimportantHimpactHonHtheHemergenceHofHantibioticHresistanceH
inHhumanHcommensalHbacteriaWHProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesf
offAmericaUH2002UHiiUHfdcdVi

11.5 316

17 TheHPopulationHtynamicsHandHsommunityHucologyHofHRootHxemiparasiticHPlantsWHAmericanf
NaturalistUH2000UHaeeUHacVbc 3.7 16

16 sonservationHymplicationsHofHxostHUseHforHRareHParasiticHPlantsWHConservationfBiologyUH1997UHaaUHhciVhdh 6 46

(1997-2004)
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15 MembraneHtopologyHofHaHPVtypeHqTPaseWHTheHMgtrHmagnesiumHtransportHproteinHofHSalmonellaH
typhimuriumWHJournalfoffBiologicalfChemistryUH1993UHbfhUHbbdfiVgi 5.4 45

14 MolecularHaspectsHofHMgbTHtransportHsystemsWHMineralfandfElectrolytefMetabolismUH1993UHaiUHbffVgf 11

13 SepticHandHnonsepticHolecranonHbursitisWHUtilityHofHtheHsurfaceHtemperatureHprobeHinHtheHearlyH
differentiationHofHsepticHandHnonsepticHcasesWHArchivesfoffInternalfMedicineUH1989UHadiUHaehaVe 11

12 wreaterHoccipitalHneuralgiajHanHunusualHpresentingHfeatureHofHneurosyphilisWHHeadacheUH1987UHbgUHeebVd 4.2 27

11 RespiratoryHresponsesHtoHnitrogenHdioxideHinhalationHsubtitlejHNitrogenHdioxideWHJournalfoff
EnvironmentalfSciencefandfHealthfPartfAufEnvironmentalfSciencefandfEngineeringUH1984UHaiUHdagVdca

10 teterminationHofHsulfurHdioxideHbyHadsorptionHonHaHsolidHsorbentHfollowedHbyHionHchromatographyH
analysisWHAIHAfJournalUH1980UHdaUHdheVh 4

9 TheHefficiencyHofHrespiratoryHfiltersHinHaHcokeHovenHatmosphereWHAIHAfJournalUH1979UHdZUHaZcZVh

8 TakingHsharperHpicturesHofHmalariaHwithHsqMuRqsjHsombinedHqntibodiesHtoHMeasureHuxposureH
RecencyHqssays 1

7 xeterogeneousHexposureHandHhotspotsHforHmalariaHvectorsHatHthreeHstudyHsitesHinHUgandaWHGatesf
OpenfResearchUbUHcb 2.4 1

6 ModelVbasedHassessmentHofHpublicHhealthHimpactHandHcostVeffectivenessHofHdengueHvaccinationH
followingHscreeningHforHpriorHexposure 1

5 qnHagentVbasedHmodelHofHdengueHvirusHtransmissionHshowsHhowHmultipleHuncertaintiesHaboutH
vaccineHefficacyHinfluenceHpublicHhealthHimpactHprojections 5
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