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23 TranscriptionSfactorSregulationSofSeQTLSactivitySacrossSindividualsSandStissuesiiSPLoS GeneticsgS2022gS
mtgSemllusmu 6 1

22 GeneticSandSnonhgeneticSfactorsSaffectingStheSexpressionSofSCOVIDhmuhrelevantSgenesSinStheSlargeS
airwaySepitheliumiSGenome MedicinegS2021gSmogSrr 14.4 6

21 IntegrativeSapproachSidentifiesSandSasSputativeScausalSgenesSforStheSCOVIDhmuSGWASSsignalSinStheS
opnmiomSlocusS2021gS 3

20 IdentificationSofSRequiredSHostSFactorsSforSSARShCoVhnSInfectionSinSHumanSCellsiSCellgS2021gSmtpgSunhmlqiemr56.2 240

19 IntegrativeSapproachSidentifiesSSLCrAnlSandSCXCRrSasSputativeScausalSgenesSforStheSCOVIDhmuS
GWASSsignalSinStheSopnmiomSlocusiSGenome BiologygS2021gSnngSnpn 18.3 11

18 GenomicSandSphenotypicSinsightsSfromSanSatlasSofSgeneticSeffectsSonSDNASmethylationiSNature 
GeneticsgS2021gSqogSmommhmonm 36.3 27

17 LargehscaleScishSandStransheQTLSanalysesSidentifySthousandsSofSgeneticSlociSandSpolygenicSscoresS
thatSregulateSbloodSgeneSexpressioniSNature GeneticsgS2021gSqogSmollhmoml 36.3 60

16 EpigenomehwideSassociationSstudySofSserumSurateSrevealsSinsightsSintoSurateScohregulationSandStheS
SLCnAuSlocusiSNature CommunicationsgS2021gSmngSsmso 17.4 1

15 MetahanalysesSidentifySDNASmethylationSassociatedSwithSkidneySfunctionSandSdamageiSNature 
CommunicationsgS2021gSmngSsmsp 17.4 0

14 WholeSgenomeSsequenceSanalysisSofSpulmonarySfunctionSandSCOPDSinSmuguurSmultihethnicS
participantsiSNature CommunicationsgS2020gSmmgSqmtn 17.4 6

13 ASQuantitativeSProteomeSMapSofStheSHumanSBodyiSCellgS2020gSmtogSnruhntoiemu 56.2 73

12 CellStypehspecificSgeneticSregulationSofSgeneSexpressionSacrossShumanStissuesiSSciencegS2020gSorugS 33.3 68

11 TheSimpactSofSsexSonSgeneSexpressionSacrossShumanStissuesiSSciencegS2020gSorugS 33.3 100

10 ASvastSresourceSofSallelicSexpressionSdataSspanningShumanStissuesiSGenome BiologygS2020gSnmgSnop 18.3 18

9 EpigenomehwideSassociationSstudySofSbodySmassSindexgSandStheSadverseSoutcomesSofSadiposityiS
NaturegS2017gSqpmgStmhtr 50.4 511

8 PathogenicSimplicationsSforSautoimmuneSmechanismsSderivedSbyScomparativeSeQTLSanalysisSofS
CDpfSversusSCDtfSTScellsiSPLoS GeneticsgS2017gSmogSemllrrpo 6 75

7 ImprintedSgenesSandSimprintingScontrolSregionsSshowSpredominantSintermediateSmethylationSinS
adultSsomaticStissuesiSEpigenomicsgS2016gStgSstuhuu 4.4 14
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6 CellSSpecificSeQTLSAnalysisSwithoutSSortingSCellsiSPLoS GeneticsgS2015gSmmgSemllqnno 6 81

5 TranshancestrySgenomehwideSassociationSstudySidentifiesSmnSgeneticSlociSinfluencingSbloodSpressureS
andSimplicatesSaSroleSforSDNASmethylationiSNature GeneticsgS2015gSpsgSmntnhmnuo 36.3 223

4 TheStranscriptionalSlandscapeSofSageSinShumanSperipheralSbloodiSNature CommunicationsgS2015gSrgStqsl 17.4 335

3 AgehrelatedSprofilingSofSDNASmethylationSinSCDtfSTScellsSrevealsSchangesSinSimmuneSresponseSandS
transcriptionalSregulatorSgenesiSScientific ReportsgS2015gSqgSmomls 4.9 81

2 UnravelingStheSpolygenicSarchitectureSofScomplexStraitsSusingSbloodSeQTLSmetaanalysis 175

1 TheSGTExSConsortiumSatlasSofSgeneticSregulatorySeffectsSacrossShumanStissues 81
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