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68 wNglobalNreferenceNforNhumanNgeneticNvariationdNNaturebN2015bNkhlbNlncmj 50.4 8599

67 wnNintegratedNmapNofNgeneticNvariationNfromNgbfohNhumanNgenomesdNNaturebN2012bNjogbNklclk 50.4 6049

66 InitialNsequencingNandNcomparativeNanalysisNofNtheNmouseNgenomedNNaturebN2002bNjhfbNkhfclh 50.4 5376

65 wccurateNwholeNhumanNgenomeNsequencingNusingNreversibleNterminatorNchemistrydNNaturebN2008bN
jklbNkico 50.4 2615

64 TheNzebrafishNreferenceNgenomeNsequenceNandNitsNrelationshipNtoNtheNhumanNgenomedNNaturebN2013bN
jolbNjonckfi 50.4 2550

63 wNmapNofNhumanNgenomeNsequenceNvariationNcontainingNgdjhNmillionNsingleNnucleotideN
polymorphismsdNNaturebN2001bNjfobNohncii 50.4 2398

62 InternationalNnetworkNofNcancerNgenomeNprojectsdNNaturebN2010bNjljbNooicn 50.4 1613

61 PindelpNaNpatternNgrowthNapproachNtoNdetectNbreakNpointsNofNlargeNdeletionsNandNmediumNsizedN
insertionsNfromNpairedcendNshortNreadsdNBioinformaticsbN2009bNhkbNhnlkcmg 7.2 1423

60 wNcomprehensiveNcatalogueNofNsomaticNmutationsNfromNaNhumanNcancerNgenomedNNaturebN2010bNjlibNgogcl50.4 1303

59 TheNgenomeNofNtheNbloodNflukeNSchistosomaNmansonidNNaturebN2009bNjlfbNikhcn 50.4 822

58 SSwHwpNaNfastNsearchNmethodNforNlargeNzNwNdatabasesdNGenomeoResearchbN2001bNggbNgmhkco 9.7 720

57 TheNSchistosomaNjaponicumNgenomeNrevealsNfeaturesNofNhostcparasiteNinterplaydNNaturebN2009bNjlfbNijkckg50.4 562

56 InsightsNintoNhominidNevolutionNfromNtheNgorillaNgenomeNsequencedNNaturebN2012bNjnibNglocmk 50.4 517

55 wNtheoreticalNmodelNforNtheNstickebounceNbehaviourNofNadhesivebNelasticcplasticNspheresdNPowdero
TechnologybN1998bNoobNgkjcglh 5.2 485

54 wssemblathonNhpNevaluatingNdeNnovoNmethodsNofNgenomeNassemblyNinNthreeNvertebrateNspeciesdN
GigaSciencebN2013bNhbNgf 7.6 461

53 wmplificationcfreeNIlluminaNsequencingclibraryNpreparationNfacilitatesNimprovedNmappingNandN
assemblyNofNYGay[cbiasedNgenomesdNNatureoMethodsbN2009bNlbNhogck 21.6 431

52 OxfordNNanoporeNMinIONNSequencingNandNGenomeNwssemblydNGenomics,oProteomicsoando
BioinformaticsbN2016bNgjbNhlkchmo 6.5 399
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51 wssemblathonNgpNaNcompetitiveNassessmentNofNdeNnovoNshortNreadNassemblyNmethodsdNGenomeo
ResearchbN2011bNhgbNhhhjcjg 9.7 364

50 wssessingNtheNgeneNspaceNinNdraftNgenomesdNNucleicoAcidsoResearchbN2009bNimbNhnocom 20.1 353

49 TheNdraftNgenomeNofNtheNfastcgrowingNnonctimberNforestNspeciesNmosoNbambooNYPhyllostachysN
heterocycla[dNNatureoGeneticsbN2013bNjkbNjklclgbNjlgegch 36.3 340

48 yhromosomalNtranspositionNofNPiggyxacNinNmouseNembryonicNstemNcellsdNProceedingsoofotheoNationalo
AcademyoofoSciencesoofotheoUnitedoStatesoofoAmericabN2008bNgfkbNohofck 11.5 292

47 TheNdraftNgenomeNofNtheNgrassNcarpNYytenopharyngodonNidellus[NprovidesNinsightsNintoNitsNevolutionN
andNvegetarianNadaptationdNNatureoGeneticsbN2015bNjmbNlhkcig 36.3 263

46 GenomeNsequencingNandNanalysisNofNtheNTasmanianNdevilNandNitsNtransmissibleNcancerdNCellbN2012bN
gjnbNmnfcog 56.2 251

45 wnalysisNofNtheNGenomeNSequenceNofNtheNMedicinalNPlantNSalviaNmiltiorrhizadNMolecularoPlantbN2016bN
obNojockh 14.4 173

44 TowardsNcompleteNandNerrorcfreeNgenomeNassembliesNofNallNvertebrateNspeciesdNNaturebN2021bNkohbNmimcmjl50.4 161

43 TheNphusionNassemblerdNGenomeoResearchbN2003bNgibNngcof 9.7 144

42 MobilizationNofNgiantNpiggyxacNtransposonsNinNtheNmouseNgenomedNNucleicoAcidsoResearchbN2011bNiobNegjn20.1 118

41 TheNopiumNpoppyNgenomeNandNmorphinanNproductiondNSciencebN2018bNilhbNijicijm 33.3 118

40 TransmissibleN[corrected]NdogNcancerNgenomeNrevealsNtheNoriginNandNhistoryNofNanNancientNcellN
lineagedNSciencebN2014bNijibNjimcjjf 33.3 116

39 yomparativeNgenomicsNrevealsNconvergentNevolutionNbetweenNtheNbambooceatingNgiantNandNredN
pandasdNProceedingsoofotheoNationaloAcademyoofoSciencesoofotheoUnitedoStatesoofoAmericabN2017bNggjbNgfngcgfnl11.5 113

38 zeNnovoNyeastNgenomeNassembliesNfromNMinIONbNPacxioNandNMiSeqNplatformsdNScientificoReportsbN
2017bNmbNioik 4.9 101

37 zistinctNelementNsimulationNofNimpactNbreakageNofNlactoseNagglomeratesdNAdvancedoPowdero
TechnologybN1997bNnbNgkcim 4.6 94

36 EffectNofNinterfaceNenergyNonNtheNimpactNstrengthNofNagglomeratesdNPowderoTechnologybN1999bNgfkbNllcmi5.2 94

35 NextcgenerationNsequencingNandNlargeNgenomeNassembliesdNPharmacogenomicsbN2012bNgibNofgcgk 2.6 92

34 TheNOriginsNandNVulnerabilitiesNofNTwoNTransmissibleNyancersNinNTasmanianNzevilsdNCanceroCellbN2018
bNiibNlfmclgodegk 24.3 65
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33 wNconditionalNpiggyxacNtranspositionNsystemNforNgeneticNscreeningNinNmiceNidentifiesNoncogenicN
networksNinNpancreaticNcancerdNNatureoGeneticsbN2015bNjmbNjmckl 36.3 59

32 TheNpiggyxacNtransposonNdisplaysNlocalNandNdistantNreintegrationNpreferencesNandNcanNcauseN
mutationsNatNnoncanonicalNintegrationNsitesdNMolecularoandoCellularoBiologybN2013bNiibNgigmcif 4.8 59

31 TheNleukocyteNreceptorNcomplexNinNchickenNisNcharacterizedNbyNmassiveNexpansionNandN
diversificationNofNimmunoglobulinclikeNLocidNPLoSoGeneticsbN2006bNhbNemi 6 58

30 zisintegrationNofNweakNlactoseNagglomeratesNforNinhalationNapplicationsdNInternationaloJournaloofo
PharmaceuticsbN1998bNgmhbNgoochfo 6.5 53

29 wttritionNofNgranularNsolidsNinNaNshearNcelldNChemicaloEngineeringoSciencebN2000bNkkbNkjjkckjkl 4.4 50

28 zistinctNelementNanalysisNofNbulkNcrushingpNeffectNofNparticleNpropertiesNandNloadingNratedNPowdero
TechnologybN2000bNgfobNhjgchkj 5.2 49

27 TowardsNcompleteNandNerrorcfreeNgenomeNassembliesNofNallNvertebrateNspecies 38

26 zevelopmentNandNvalidationNofNaNcomprehensiveNgenomicNdiagnosticNtoolNforNmyeloidNmalignanciesdN
BloodbN2016bNghnbNegco 2.2 36

25 zistinctNelementNanalysisNofNattritionNofNgranularNsolidsNunderNshearNdeformationdNChemicalo
EngineeringoSciencebN2006bNlgbNkoogclffg 4.4 35

24
zeepNshortcreadNsequencingNofNchromosomeNgmNfromNtheNmouseNstrainsNweJNandNywSTeEiNidentifiesN
significantNgermlineNvariationNandNcandidateNgenesNthatNregulateNliverNtriglycerideNlevelsdNGenomeo
BiologybN2009bNgfbNRggh

18.3 32

23 wgingNasNacceleratedNaccumulationNofNsomaticNvariantspNwholecgenomeNsequencingNofNcentenarianN
andNmiddlecagedNmonozygoticNtwinNpairsdNTwinoResearchoandoHumanoGeneticsbN2013bNglbNgfhlcih 2.2 30

22 PoolHappNinferringNhaplotypeNfrequenciesNfromNpooledNsamplesNbyNnextNgenerationNsequencingdN
PLoSoONEbN2011bNlbNegkhoh 3.7 28

21 xreakageNofNmacroporousNaluminaNbeadsNunderNcompressiveNloadingpNsimulationNandNexperimentalN
validationdNPowderoTechnologybN1999bNgfkbNkmclk 5.2 26

20 SignaturesNinNSwRScyoVchNspikeNproteinNconferringNescapeNtoNneutralizingNantibodiesdNPLoSo
PathogensbN2021bNgmbNegffommh 7.6 24

19 wNnumericalNmodelNforNsimulatingNmechanicalNbehaviorNofNflexibleNfibersdNJournaloofoChemicaloPhysics
bN1999bNgggbNgfmgmcgfmhl 3.9 23

18 GeneticNbasisNofNYclinkedNhearingNimpairmentdNAmericanoJournaloofoHumanoGeneticsbN2013bNohbNifgcl 11 21

17 PwSSionpNaNpatternNgrowthNalgorithmcbasedNpipelineNforNspliceNjunctionNdetectionNinNpairedcendN
RNwcSeqNdatadNBioinformaticsbN2012bNhnbNjmocnl 7.2 20

16 üinishingNtheNfinishedNhumanNchromosomeNhhNsequencedNGenomeoBiologybN2008bNobNRmn 18.3 17
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15 TranscriptSNPViewpNaNgenomecwideNcatalogNofNmouseNcodingNvariationdNNatureoGeneticsbN2006bNinbNnki 36.3 14

14 yontactNMechanicsNandNyoefficientsNofNRestitutiondNLectureoNotesoinoPhysicsbN2001bNgnjcgoj 0.8 13

13 HIpNhaplotypeNimproverNusingNpairedcendNshortNreadsdNBioinformaticsbN2009bNhkbNhjilcm 7.2 12

12 SplitcReadNIndelNandNStructuralNVariantNyallingNUsingNPINzELdNMethodsoinoMolecularoBiologybN2018bN
gniibNokcgfk 1.4 8

11 ExpansionNofNyOREcSINEsNinNtheNgenomeNofNtheNTasmanianNdevildNBMCoGenomicsbN2012bNgibNgmh 4.5 8

10 ExplorationNofNsignalsNofNpositiveNselectionNderivedNfromNgenotypecbasedNhumanNgenomeNscansN
usingNrecsequencingNdatadNHumanoGeneticsbN2012bNgigbNllkcmj 6.3 8

9 ssahaSNPNcNaNpolymorphismNdetectionNtoolNonNaNwholeNgenomeNscale 6

8 scanPwVpNaNpipelineNforNextractingNpresencecabsenceNvariationsNinNgenomeNpairsdNBioinformaticsbN
2018bNijbNifhhcifhj 7.2 4

7 wminoNacidsNjnjNandNjojNofNSwRScyoVchNspikeNareNhotspotsNofNimmuneNevasionNaffectingNantibodyN
butNnotNwyEhNbinding 4

6 IncipientNdiploidizationNofNtheNmedicinalNplantNPerillaNwithinNgfbfffNyearsdNNatureoCommunicationsbN
2021bNghbNkkfn 17.4 4

5 TheNgenomeNsequenceNofNtheNchannelNbullNblennybNYGˆ…ntherbNgnlg[dNWellcomeoOpenoResearchbN2020bN
kbNgjn 4.8 3

4
wNchromosomeclevelNwmaranthusNcruentusNgenomeNassemblyNhighlightsNgeneNfamilyNevolutionNandN
biosyntheticNgeneNclustersNthatNmayNunderpinNtheNnutritionalNvalueNofNthisNtraditionalNcropdNPlanto
JournalbN2021bNgfmbNlgiclhn

6.9 3

3 OutNofNtheNsequencerNandNintoNtheNwikiNasNweNfaceNnewNchallengesNinNgenomeNinformaticsdNGenomeo
BiologybN2010bNggbNifn 18.3 2

2 EfficientNiterativeNHicyNscaffolderNbasedNonNNcbestNneighborsdNBMCoBioinformaticsbN2021bNhhbNklo 3.6 0

1 RdIdSdydLpNwNHolisticNMolecularNziagnosticNToolNforNMyeloidNMalignanciesdNBloodbN2014bNghjbNhijhchijh 2.2
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