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trajectory. Nature Communications, 2019, 10, 1092.

Neutrophil Extracellular Traps in Ulcerative Colitis. Inflammatory Bowel Diseases, 2015, 21, 2052-2067. 0.9 131
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Time-course investigation of Phytophthora infestans infection of potato leaf from three cultivars by

quantitative proteomics. Data in Brief, 2016, 6, 238-248.
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Characterization of the porcine synovial fluid proteome and a comparison to the plasma proteome.
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Serum proteome changes and accelerated reduction of fat mass after laparoscopic gastric plication
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