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Rapid lipidomic profiling based on ultra-high performance liquid chromatography-mass
spectrometry and its application in diabetic retinopathy. Analytical and Bioanalytical Chemistry, 44 13
2020, 412, 3585-3594
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hyperglycemic clamp. Journal of Diabetes, 2018, 10, 874-885

Activation of choline kinase drives aberrant choline metabolism in esophageal squamous cell
337 carcinomas. Journal of Pharmaceutical and Biomedical Analysis, 2018, 155, 148-156 359

Strategy for Comprehensive Identification of Acylcarnitines Based on Liquid
Chromatography-High-Resolution Mass Spectrometry. Analytical Chemistry, 2018, 90, 5712-5718

Metabolomics and transcriptomics profiles reveal the dysregulation of the tricarboxylic acid cycle
335 and related mechanisms in prostate cancer. International Journal of Cancer, 2018, 143, 396-407 75 43
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