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Carbon supply and water status regulate fatty acid and triacylglycerol biosynthesis at
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Effect of saline irrigation on physiological traits, fatty acid composition and desaturase genes
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Transcriptional Regulation of Stearoyl-Acyl Carrier Protein Desaturase Genes in Response to Abiotic
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Effect of a regulated deficit irrigation strategy in a hedgerow &€ Arbequinad€™ olive orchard on the
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An Oleuropein 12-Glucosidase from Olive Fruit Is Involved in Determining the Phenolic Composition of
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Volatile Compound Profiling by HS-SPME/GC-MS-FID of a Core Olive Cultivar Collection as a Tool for
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Transcriptional Analysis of Stearoyl-Acyl Carrier Protein Desaturase Genes from Olive (<i>Olea) Tj ETQql 1 0.784314 rgBT [Overlock
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Characterization of the S. cerevisiae inp51 mutant links phosphatidylinositol 4,5-bisphosphate levels
with lipid content, membrane fluidity and cold growth. Biochimica Et Biophysica Acta - Molecular and 2.4 23
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Differential Contribution of Endoplasmic Reticulum and Chloroplast 1%o-3 Fatty Acid Desaturase Genes
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De Novo Assembly and Functional Annotation of the Olive (Olea europaea) Transcriptome. DNA
Research, 2013, 20, 93-108.

Contribution of the different omega-3 fatty acid desaturase genes to the cold response in soybean.
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Thermal Inactivation Kinetics of Recombinant Proteins of the Lipoxygenase Pathway Related to the
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Molecular cloning, functional characterization and transcriptional regulation of a 9-lipoxygenase
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Effect of different environmental stresses on the expression of oleate desaturase genes and fatty acid
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Increasing <i>i%o<[i>-3 Desaturase Expression in Tomato Results in Altered Aroma Profile and Enhanced
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Isolation, Expression, and Characterization of a 13-Hydroperoxide Lyase Gene from Olive Fruit Related
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Functional Characterization of Two 13-Lipoxygenase Genes from Olive Fruit in Relation to the
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Molecular cloning and characterization of genes encoding two microsomal oleate desaturases
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QOil. Journal of Agricultural and Food Chemistry, 2004, 52, 332-336.
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