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ARTICLE IF CITATIONS

Molecular chaperone CCT3 supports proper mitotic progression and cell proliferation in

hepatocellular carcinoma cells. Cancer Letters, 2016, 372, 101-1009.

Effects of pore size on <i>in vitro<[i> and <i>in vivo</[i> anticancer efficacies of mesoporous silica
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PARP12 (ARTD12) suppresses hepatocellular carcinoma metastasis through interacting with FHL2 and
regulating its stability. Cell Death and Disease, 2018, 9, 856.

RNA-binding motif protein 43 (RBM43) suppresses hepatocellular carcinoma progression through

modulation of cyclin B1 expression. Oncogene, 2020, 39, 5495-5506. 5.9 18

A novel mechanism for activation of Aurora-A kinase by Ajuba. Gene, 2014, 543, 133-139.

Involvement of SEPT4_il in hepatocellular carcinoma: SEPT4_il regulates susceptibility to apoptosis in
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Association between IL12B polymorphisms and tuberculosis risk: A meta-analysis. Infection, Genetics
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Nogoad€B promotes tumor angiogenesis and provides a potential therapeutic target in hepatocellular

carcinoma. Molecular Oncology, 2018, 12, 2042-2054. 4.6 10

The Vitamin K Epoxide Reductase <i>Vkorc1l1<[i> Promotes Preadipocyte Differentiation in Mice.
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RACK1 affects the progress of G2/M by regulating Aurora-A. Cell Cycle, 2019, 18, 2228-2238. 2.6 9

The tumor suppressor proteins ASPP1 and ASPP2 interact with C-Nap1l and regulate centrosome linker
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Caspase polymorphisms and prognosis of hepatocellular carcinoma. PLoS ONE, 2017, 12, e0176802. 2.5 7

Aurora-A Rinase-inactive mutants disrupt the interaction with Ajuba and cause defects in mitotic
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Genome-wide prediction of cancer driver genes based on SNP and cancer SNV data. American Journal
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Scinderin is a novel transcriptional target of BRMS1 involved in regulation of hepatocellular
carcinoma cell apoptosis. American Journal of Cancer Research, 2018, 8, 1008-1018.

An enhancer variant at 16q22.1 predisposes to hepatocellular carcinoma via regulating PRMT7
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TCP10L negatively regulates alpha-fetoprotein expression in hepatocellular carcinoma. BMB Reports,
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TCP10L synergizes with MAD1 in transcriptional suppression and cell cycle arrest through mutual
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