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k Paper IF Citations

279 vRISPRLandLbiochemicalLscreensLidentifyLMtZLasLaLcofactorLinLvTvyZmediatedLinsulationLatLHoxL
clustersaaLNaturefGeneticsYL2022YLhgYLeceZede 36.3 2

278 InheritanceLofLrepressedLchromatinLdomainsLduringLSLphaseLrequiresLtheLhistoneLchaperoneLNPMdaaL
SciencefAdvancesYL2022YLkYLeabmflgh 14.3 0

277 NRydLassociationLwithLtUTSeZPolycombLmediatesLspecificLgeneLactivationLinLtheLbrainaLMolecularf
CellYL2021YLkdYLgiifZgijiaek 17.6 4

276 ReversibleLplasticityLinLbrainLsizeYLbehaviourLandLphysiologyLcharacterizesLcasteLtransitionsLinLaL
sociallyLflexibleLantLUVaLProceedingsfoffthefRoyalfSocietyfB:fBiologicalfSciencesYL2021YLekkYLecedcdgd 4.4 14

275 TheLHfKfimeeLwriterZreaderLdependencyLinLHfKejMZwIPzaLSciencefAdvancesYL2021YLjYL 14.3 6

274 ParentalLnucleosomeLsegregationLandLtheLinheritanceLofLcellularLidentityaLNaturefReviewsfGeneticsYL
2021YLeeYLfjlZfle 30.1 14

273 StructuresLofLmonomericLandLdimericLPRvemxZHdLrevealLflexibleLmodulesLinvolvedLinLchromatinL
compactionaLNaturefCommunicationsYL2021YLdeYLjdg 17.4 8

272 xarlyLbehavioralLandLmolecularLeventsLleadingLtoLcasteLswitchingLinLtheLantaLGenesfandfDevelopment
YL2021YLfhYLgdcZgeg 12.6 9

271 tLmolecularLtoolkitLforLsuperorganismsaLTrendsfinfGeneticsYL2021YLfjYLkgiZkhl 8.5 2

270 TheLmissingLlinkmLemergingLtrendsLforLHdLvariantZspecificLfunctionsaLGenesfandfDevelopmentYL2021YL
fhYLgcZhk 12.6 11

269 xvolutionYLdevelopmentalLexpressionLandLfunctionLofLodorantLreceptorsLinLinsectsaLJournalfoff
ExperimentalfBiologyYL2020YLeefYL 3 37

268 tutomethylationLofLPRveLpromotesLHfKejLmethylationLandLisLimpairedLinLHfKejMLpediatricL
gliomaaLGenesfandfDevelopmentYL2019YLffYLdgekZdggc 12.6 46

267 wistinctLvlassesLofLvhromatinLLoopsLRevealedLbyLweletionLofLanLRNtZuindingLRegionLinLvTvyaL
MolecularfCellYL2019YLjiYLflhZgddaedf 17.6 97

266 RNtLInteractionsLtreLxssentialLforLvTvyZMediatedLzenomeLOrganizationaLMolecularfCellYL2019YLjiYLgdeZgeeaeh17.6 92

265 LxwzyLandLHwzyeLrelieveLtheLnucleosomeZinducedLbarrierLtoLtranscriptionLinLdifferentiatedLcellsaL
SciencefAdvancesYL2019YLhYLeaayfcik 14.3 32

264 PRveLisLhighLmaintenanceaLGenesfandfDevelopmentYL2019YLffYLlcfZlfh 12.6 93

263 tctiveLandLRepressedLvhromatinLwomainsLxxhibitLwistinctLNucleosomeLSegregationLduringLwNtL
ReplicationaLCellYL2019YLdjlYLlhfZlifaedd 56.2 63
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262 wistinctLStimulatoryLMechanismsLRegulateLtheLvatalyticLtctivityLofLPolycombLRepressiveLvomplexL
eaLMolecularfCellYL2018YLjcYLgfhZggkaeh 17.6 48

261 tllostericLtctivationLwictatesLPRveLtctivityLIndependentLofLItsLRecruitmentLtoLvhromatinaL
MolecularfCellYL2018YLjcYLgeeZgfgaei 17.6 67

260 yunctionsLofLytvTLinLureakingLtheLNucleosomeLandLMaintainingLItsLIntegrityLatLtheL
SingleZNucleosomeLLevelaLMolecularfCellYL2018YLjdYLekgZelfaeg 17.6 50

259 vapturingLtheLOnsetLofLPRveZMediatedLRepressiveLwomainLyormationaLMolecularfCellYL2018YLjcYLddglZddieaeh17.6 117

258 MultipleLmodesLofLPRveLinhibitionLelicitLglobalLchromatinLalterationsLinLHfKejMLpediatricLgliomaaL
SciencefAdvancesYL2018YLgYLeaauhlfh 14.3 76

257 tntennalLOlfactoryLPhysiologyLandLuehaviorLofLMalesLofLtheLPonerineLtntLHarpegnathosLsaltatoraL
JournalfoffChemicalfEcologyYL2018YLggYLlllZdccj 2.7 6

256 RecentLtdvancesLinLuehavioralLUxpiVzeneticsLinLxusocialLInsectsaLAnnualfReviewfoffGeneticsYL2018YL
heYLgklZhdc 14.5 27

255 vhromatinLdomainsLrichLinLinheritanceaLScienceYL2018YLfidYLffZfg 33.3 72

254 RNtLuindingLtoLvuPLStimulatesLHistoneLtcetylationLandLTranscriptionaLCellYL2017YLdikYLdfhZdglaeee 56.2 198

253 vhemosensoryLsensitivityLreflectsLreproductiveLstatusLinLtheLantLHarpegnathosLsaltatoraLScientificf
ReportsYL2017YLjYLfjfe 4.9 21

252 LowZzradeLtstrocytomaLMutationsLinLIwHdYLPhfYLandLtTRXLvooperateLtoLulockLwifferentiationLofL
HumanLNeuralLStemLvellsLviaLRepressionLofLSOXeaLCellfReportsYL2017YLedYLdeijZdekc 10.6 64

251 SpecializedLodorantLreceptorsLinLsocialLinsectsLthatLdetectLcuticularLhydrocarbonLcuesLandL
candidateLpheromonesaLNaturefCommunicationsYL2017YLkYLelj 17.4 59

250 PRZSetjLdeficiencyLlimitsLuterineLepithelialLpopulationLgrowthLhamperingLpostnatalLglandL
formationLinLmiceaLCellfDeathfandfDifferentiationYL2017YLegYLecdfZeced 12.7 5

249 PhosphoZHdLwecoratesLtheLInterZchromatidLtxisLandLIsLxvictedLalongLwithLShugoshinLbyLSxTLduringL
MitosisaLMolecularfCellYL2017YLijYLhjlZhlfaei 17.6 16

248 tnLxngineeredLorcoLMutationLProducesLtberrantLSocialLuehaviorLandLwefectiveLNeuralL
wevelopmentLinLtntsaLCellYL2017YLdjcYLjfiZjgjael 56.2 126

247 TheLNeuropeptideLvorazoninLvontrolsLSocialLuehaviorLandLvasteLIdentityLinLtntsaLCellYL2017YLdjcYLjgkZjhlaede56.2 94

246 yunctionalLcharacterizationLofLodorantLreceptorsLinLtheLponerineLantYaLProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaYL2017YLddgYLkhkiZkhld 11.5 50

245 TheLchromatinLremodelingLfactorLvHwjLcontrolsLcerebellarLdevelopmentLbyLregulatingLreelinL
expressionaLJournalfoffClinicalfInvestigationYL2017YLdejYLkjgZkkj 15.9 40

(2017-2018)
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244 MxwdeLRegulatesLHSvZSpecificLxnhancersLIndependentlyLofLMediatorLKinaseLtctivityLtoLvontrolL
HematopoiesisaLCellfStemfCellYL2016YLdlYLjkgZjll 18 60

243 StructuralLbasisLofLoncogenicLhistoneLHfKejMLinhibitionLofLhumanLpolycombLrepressiveLcomplexLeaL
NaturefCommunicationsYL2016YLjYLddfdi 17.4 245

242 vhromatinLStartsLtoLvomeLvleanaLMolecularfCellYL2016YLigYLgflZggd 17.6 2

241 voZrepressorLvuyteTeLregulatesLpluripotencyLandLgermlineLdevelopmentaLNatureYL2016YLhfgYLfkjZlc 50.4 46

240 xpigeneticLUreVprogrammingLofLcasteZspecificLbehaviorLinLtheLantLvamponotusLfloridanusaLScienceYL
2016YLfhdYLaaciiff 33.3 131

239 vTvyZmediatedLtopologicalLboundariesLduringLdevelopmentLfosterLappropriateLgeneLregulationaL
GenesfandfDevelopmentYL2016YLfcYLeihjZeiie 12.6 107

238 ISLdLandLJMJwfLsynergisticallyLcontrolLcardiacLdifferentiationLofLembryonicLstemLcellsaLNucleicfAcidsf
ResearchYL2016YLggYLijgdZhh 20.1 28

237 USPjLcooperatesLwithLSvMLeLtoLregulateLtheLactivityLofLPRvdaLMolecularfandfCellularfBiologyYL2015YL
fhYLddhjZik 4.8 39

236 vTvyLestablishesLdiscreteLfunctionalLchromatinLdomainsLatLtheLHoxLclustersLduringLdifferentiationaL
ScienceYL2015YLfgjYLdcdjZed 33.3 375

235 SpontaneousLdevelopmentLofLhepatocellularLcarcinomaLwithLcancerLstemLcellLpropertiesLinL
PRZSxTjZdeficientLliversaLEMBOfJournalYL2015YLfgYLgfcZgj 13 30

234 tnalysisLofLtheLHistoneLHfadLInteractomemLtLSuitableLvhaperoneLforLtheLRightLxventaLMolecularfCellYL
2015YLicYLiljZjcl 17.6 45

233 vuticularLHydrocarbonLPheromonesLforLSocialLuehaviorLandLTheirLvodingLinLtheLtntLtntennaaLCellf
ReportsYL2015YLdeYLdeidZjd 10.6 80

232 wNtLmethylationLinLsocialLinsectsmLhowLepigeneticsLcanLcontrolLbehaviorLandLlongevityaLAnnualf
ReviewfoffEntomologyYL2015YLicYLgfhZhe 21.8 121

231 vTvyLregulatesLtheLhumanLphfLgeneLthroughLdirectLinteractionLwithLitsLnaturalLantisenseLtranscriptYL
WraphfaLGenesfandfDevelopmentYL2014YLekYLjefZfg 12.6 131

230 SelectiveLmethylationLofLhistoneLHfLvariantLHfadLregulatesLheterochromatinLreplicationaLScienceYL
2014YLfgfYLdeglZhf 33.3 119

229 InteractionsLbetweenLJtRIweLandLnoncodingLRNtsLregulateLPRveLrecruitmentLtoLchromatinaL
MolecularfCellYL2014YLhfYLelcZfcc 17.6 273

228 JarideLIsLImplicatedLinLtheLInitialLXistZInducedLTargetingLofLPRveLtoLtheLInactiveLXLvhromosomeaL
MolecularfCellYL2014YLhfYLfcdZdi 17.6 191

227 uRwgLassistsLelongationLofLbothLcodingLandLenhancerLRNtsLbyLinteractingLwithLacetylatedLhistonesaL
NaturefStructuralfandfMolecularfBiologyYL2014YLedYLdcgjZhj 17.6 185
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226 NascentLRNtLinteractionLkeepsLPRveLactivityLpoisedLandLinLcheckaLGenesfandfDevelopmentYL2014YLekYLdlkfZk12.6 133

225 xusocialLinsectsLasLemergingLmodelsLforLbehaviouralLepigeneticsaLNaturefReviewsfGeneticsYL2014YLdhYLijjZkk30.1 133

224 xpigeneticLinheritancemLhistoneLbookmarksLacrossLgenerationsaLTrendsfinfCellfBiologyYL2014YLegYLiigZjg 18.3 107

223 vhromatinLfeaturesLandLtheLepigeneticLregulationLofLpluripotencyLstatesLinLxSvsaLDevelopmentf
pCambridgerYL2014YLdgdYLefjiZlc 6.6 67

222 tnLtUTSeZPolycombLcomplexLactivatesLgeneLexpressionLinLtheLvNSaLNatureYL2014YLhdiYLfglZhg 50.4 181

221 xrkdbeLactivityLpromotesLchromatinLfeaturesLandLRNtPIILphosphorylationLatLdevelopmentalL
promotersLinLmouseLxSvsaLCellYL2014YLdhiYLijkZlc 56.2 106

220 InteractionsLwithLRNtLdirectLtheLPolycombLgroupLproteinLSvMLeLtoLchromatinLwhereLitLrepressesL
targetLgenesaLELifeYL2014YLfYLeceifj 8.9 37

219 PRveLbindsLactiveLpromotersLandLcontactsLnascentLRNtsLinLembryonicLstemLcellsaLNaturefStructuralf
andfMolecularfBiologyYL2013YLecYLdehkZig 17.6 221

218 NucleosomeZbindingLactivitiesLwithinLJtRIweLandLxZHdLregulateLtheLfunctionLofLPRveLonL
chromatinaLGenesfandfDevelopmentYL2013YLejYLeiifZjj 12.6 121

217 SocialLinsectLgenomesLexhibitLdramaticLevolutionLinLgeneLcompositionLandLregulationLwhileL
preservingLregulatoryLfeaturesLlinkedLtoLsocialityaLGenomefResearchYL2013YLefYLdefhZgj 9.7 166

216 PuttingLaLhaltLonLPRveLinLpediatricLglioblastomaaLNaturefGeneticsYL2013YLghYLhkjZl 36.3 6

215 SyMuTdLfunctionsLwithLLSwdLtoLregulateLexpressionLofLcanonicalLhistoneLgenesLandL
chromatinZrelatedLfactorsaLGenesfandfDevelopmentYL2013YLejYLjglZii 12.6 53

214 tLchromatinLlinkLtoLcasteLidentityLinLtheLcarpenterLantLvamponotusLfloridanusaLGenomefResearchYL
2013YLefYLgkiZli 9.7 104

213 PolycombLproteinLSvMLeLregulatesLtheLcellLcycleLbyLbindingLandLmodulatingLvwKbvYvLINbpedL
complexesaLPLoSfBiologyYL2013YLddYLedccdjfj 9.7 22

212 tLdoubleLtakeLonLbivalentLpromotersaLGenesfandfDevelopmentYL2013YLejYLdfdkZfk 12.6 543

211 HistoneLchaperoneLytvTLactionLduringLtranscriptionLthroughLchromatinLbyLRNtLpolymeraseLIIaL
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaYL2013YLddcYLjihgZl 11.5 138

210 weregulatedLyzyLandLhomeoticLgeneLexpressionLunderliesLcerebellarLvermisLhypoplasiaLinLvHtRzxL
syndromeaLELifeYL2013YLeYLecdfch 8.9 49

209 TheLroleLofLPRZSetjLinLreplicationLlicensingLdependsLonLSuvgZechaLGenesfandfDevelopmentYL2012YLeiYLehkcZl12.6 85

(2012-2014)
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208 TransZtailLregulationLofLMLLgZcatalyzedLHfKgLmethylationLbyLHgRfLsymmetricLdimethylationLisL
mediatedLbyLaLtandemLPHwLofLMLLgaLGenesfandfDevelopmentYL2012YLeiYLejglZie 12.6 124

207 PRZSetjLandLHgKecmedmLatLtheLcrossroadsLofLgenomeLintegrityYLcellLcycleYLchromosomeL
condensationYLandLtranscriptionaLGenesfandfDevelopmentYL2012YLeiYLfehZfj 12.6 212

206 SIRTfLfunctionsLinLtheLnucleusLinLtheLcontrolLofLstressZrelatedLgeneLexpressionaLMolecularfandf
CellularfBiologyYL2012YLfeYLhceeZfg 4.8 131

205 PrdmfLandLPrdmdiLareLHfKlmedLmethyltransferasesLrequiredLforLmammalianLheterochromatinL
integrityaLCellYL2012YLdhcYLlgkZic 56.2 207

204 tsymmetricallyLmodifiedLnucleosomesaLCellYL2012YLdhdYLdkdZlf 56.2 306

203 PvzyLhomologsYLvuXLproteinsYLandLRYuPLdefineLfunctionallyLdistinctLPRvdLfamilyLcomplexesaL
MolecularfCellYL2012YLghYLfggZhi 17.6 583

202 zenomeZwideLandLcasteZspecificLwNtLmethylomesLofLtheLantsLvamponotusLfloridanusLandL
HarpegnathosLsaltatoraLCurrentfBiologyYL2012YLeeYLdjhhZig 6.3 266

201 vrystalLstructureLofLTwRwfLandLmethylZarginineLbindingLcharacterizationLofLTwRwfYLSMNLandL
SPyfcaLPLoSfONEYL2012YLjYLefcfjh 3.7 62

200 PhylogeneticLandLtranscriptomicLanalysisLofLchemosensoryLreceptorsLinLaLpairLofLdivergentLantL
speciesLrevealsLsexZspecificLsignaturesLofLodorLcodingaLPLoSfGeneticsYL2012YLkYLedccelfc 6 150

199 xZHeLcouplesLpancreaticLregenerationLtoLneoplasticLprogressionaLGenesfandfDevelopmentYL2012YLeiYLgflZgg12.6 84

198 ycpdLdephosphorylationLofLtheLRNtLpolymeraseLIILvZterminalLdomainLisLrequiredLforLefficientL
transcriptionLofLheatLshockLgenesaLMolecularfandfCellularfBiologyYL2012YLfeYLfgekZfj 4.8 24

197 vhromatinLhigherZorderLstructuresLandLgeneLregulationaLCurrentfOpinionfinfGeneticsfandf
DevelopmentYL2011YLedYLdjhZki 4.9 313

196 LfMuTLeLproteinLactsLinLconcertLwithLPczLproteinZmediatedLmonoubiquitinationLofLHetLtoL
establishLaLrepressiveLchromatinLstructureaLMolecularfCellYL2011YLgeYLgfkZhc 17.6 109

195 TheLvZterminalLdomainLofLRNtLpolymeraseLIILisLmodifiedLbyLsiteZspecificLmethylationaLScienceYL2011YL
ffeYLllZdcf 33.3 161

194 TheLPolycombLcomplexLPRveLandLitsLmarkLinLlifeaLNatureYL2011YLgilYLfgfZl 50.4 2172

193 HistoneLtailsmLidealLmotifsLforLprobingLepigeneticsLthroughLchemicalLbiologyLapproachesaL
ChemBioChemYL2011YLdeYLefiZhe 3.8 29

192 uRwgLjumpZstartsLtranscriptionLafterLmitoticLsilencingaLGenomefBiologyYL2011YLdeYLdff 18.3 8

191 xpigeneticLinheritancemLuncontestedraLCellfResearchYL2011YLedYLgfhZgd 24.7 80
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190 tLdualLflipZoutLmechanismLforLhmvLrecognitionLbyLtheLtrabidopsisLSUVHhLSRtLdomainLandLitsL
impactLonLwNtLmethylationLandLHfKlLdimethylationLinLvivoaLGenesfandfDevelopmentYL2011YLehYLdfjZhe 12.6 83

189 TheLstructureLofLNSwdLrevealsLanLautoregulatoryLmechanismLunderlyingLhistoneLHfKfiL
methylationaLJournalfoffBiologicalfChemistryYL2011YLekiYLkfidZkfik 5.4 123

188 TheLprogramLforLprocessingLnewlyLsynthesizedLhistonesLHfadLandLHgaLNaturefStructuralfandf
MolecularfBiologyYL2010YLdjYLdfgfZhd 17.6 169

187 vhromatinLstructureLandLtheLinheritanceLofLepigeneticLinformationaLNaturefReviewsfGeneticsYL2010YL
ddYLekhZli 30.1 535

186 NewLchapsLinLtheLhistoneLchaperoneLarenaaLGenesfandfDevelopmentYL2010YLegYLdffgZk 12.6 32

185 JarideLandLPRveYLpartnersLinLregulatingLgeneLexpressionaLGenesfandfDevelopmentYL2010YLegYLfikZkc 12.6 384

184 PhosphorylationLofLtheLPRveLcomponentLxzheLisLcellLcycleZregulatedLandLupZregulatesLitsLbindingLtoL
ncRNtaLGenesfandfDevelopmentYL2010YLegYLeidhZec 12.6 296

183 zenomicLcomparisonLofLtheLantsLvamponotusLfloridanusLandLHarpegnathosLsaltatoraLScienceYL2010YL
felYLdcikZjd 33.3 353

182 zlaLandLzlpLmethylateLlysineLfjfLinLtheLtumorLsuppressorLphfaLJournalfoffBiologicalfChemistryYL
2010YLekhYLlifiZligd 5.4 284

181 MolecularLsignalsLofLepigeneticLstatesaLScienceYL2010YLffcYLideZi 33.3 670

180 HighlyLcompactedLchromatinLformedLinLvitroLreflectsLtheLdynamicsLofLtranscriptionLactivationLinL
vivoaLMolecularfCellYL2010YLfkYLgdZhf 17.6 73

179 RegulationLofLtheLhistoneLHgLmonomethylaseLPRZSetjLbyLvRLgUvdteVZmediatedLPvNtZdependentL
degradationLduringLwNtLdamageaLMolecularfCellYL2010YLgcYLfigZji 17.6 187

178 MuTLdomainLproteinsLinLdevelopmentLandLdiseaseaLSeminarsfinfCellfandfDevelopmentalfBiologyYL
2010YLedYLeedZfc 7.5 110

177 MonomethylationLofLhistoneLHgZlysineLecLisLinvolvedLinLchromosomeLstructureLandLstabilityLandLisL
essentialLforLmouseLdevelopmentaLMolecularfandfCellularfBiologyYL2009YLelYLeejkZlh 4.8 234

176 HeterogeneousLnuclearLribonucleoproteinLLLIsLaLsubunitLofLhumanLKMTfabSeteLcomplexLrequiredL
forLHfLLysZfiLtrimethylationLactivityLinLvivoaLJournalfoffBiologicalfChemistryYL2009YLekgYLdhjcdZj 5.4 76

175
wynamicLHistoneLHdLIsotypeLgLMethylationLandLwemethylationLbyLHistoneLLysineLMethyltransferaseL
zlabKMTdvLandLtheLJumonjiLwomainZcontainingLJMJwebKwMgLProteinsaLJournalfoffBiologicalf
ChemistryYL2009YLekgYLkflhZgch

5.4 146

174 valorieLrestrictionLandLtheLexerciseLofLchromatinaLGenesfandfDevelopmentYL2009YLefYLdkglZil 12.6 118

173 TheLtargetLofLtheLNSwLfamilyLofLhistoneLlysineLmethyltransferasesLdependsLonLtheLnatureLofLtheL
substrateaLJournalfoffBiologicalfChemistryYL2009YLekgYLfgekfZlh 5.4 209

(2009-2011)
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172 RoleLofLtheLpolycombLproteinLxxwLinLtheLpropagationLofLrepressiveLhistoneLmarksaLNatureYL2009YL
gidYLjieZj 50.4 849

171 HistonesmLannotatingLchromatinaLAnnualfReviewfoffGeneticsYL2009YLgfYLhhlZll 14.5 647

170 IsLthereLaLcodeLembeddedLinLproteinsLthatLisLbasedLonLpostZtranslationalLmodificationsraLNaturef
ReviewsfMolecularfCellfBiologyYL2008YLlYLkdhZec 48.7 247

169 xzhdLandLxzheLmaintainLrepressiveLchromatinLthroughLdifferentLmechanismsaLMolecularfCellYL2008YL
feYLhcfZdk 17.6 602

168 xzheLrequiresLPHydLtoLefficientlyLcatalyzeLHfLlysineLejLtrimethylationLinLvivoaLMolecularfandfCellularf
BiologyYL2008YLekYLejdkZfd 4.8 231

167
NonradioactiveYLultrasensitiveLsiteZspecificLproteinZproteinLphotocrosslinkingmLinteractionsLofL
alphaZhelixLeLofLTtTtZbindingLproteinLwithLgeneralLtranscriptionLfactorLTyIItLandLtranscriptionalL
repressorLNveaLNucleicfAcidsfResearchYL2008YLfiYLidgfZhg

20.1 4

166 ueyondLhistoneLmethylZlysineLbindingmLhowLmalignantLbrainLtumorLUMuTVLproteinLLfMuTLdLimpactsL
chromatinLstructureaLCellfCycleYL2008YLjYLhjkZkh 4.7 27

165 NtwXZdependentLdeacetylationLofLHgLlysineLdiLbyLclassLIIILHwtvsaLOncogeneYL2007YLeiYLhhchZec 9.2 230

164 SIRTdLregulatesLtheLhistoneLmethylZtransferaseLSUVflHdLduringLheterochromatinLformationaL
NatureYL2007YLghcYLggcZg 50.4 336

163 MethylationZacetylationLinterplayLactivatesLphfLinLresponseLtoLwNtLdamageaLMolecularfandfCellularf
BiologyYL2007YLejYLijhiZil 4.8 138

162 SirTfLisLaLnuclearLNtwXZdependentLhistoneLdeacetylaseLthatLtranslocatesLtoLtheLmitochondriaLuponL
cellularLstressaLGenesfandfDevelopmentYL2007YLedYLlecZk 12.6 332

161 LfMuTLdYLaLhistoneZmethylationZdependentLchromatinLlockaLCellYL2007YLdelYLldhZek 56.2 279

160 NewLnomenclatureLforLchromatinZmodifyingLenzymesaLCellYL2007YLdfdYLiffZi 56.2 745

159 yacultativeLheterochromatinmLisLthereLaLdistinctiveLmolecularLsignatureraLMolecularfCellYL2007YLekYLdZdf 17.6 356

158 RecognitionLofLtrimethylatedLhistoneLHfLlysineLgLfacilitatesLtheLrecruitmentLofLtranscriptionL
postinitiationLfactorsLandLpreZmRNtLsplicingaLMolecularfCellYL2007YLekYLiihZji 17.6 426

157 wemethylationLofLHfKejLregulatesLpolycombLrecruitmentLandLHetLubiquitinationaLScienceYL2007YL
fdkYLggjZhc 33.3 591

156 HistoneLHfLLysLgLmethylationmLcaughtLinLaLbindraLGenesfandfDevelopmentYL2006YLecYLejjlZki 12.6 189

155 deLytvToLnucleosomeLdynamicsaLJournalfoffBiologicalfChemistryYL2006YLekdYLefeljZfcd 5.4 182

DannyuReinberg
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154 wrosophilaLPafdLmodulatesLchromatinLstructureLatLactivelyLtranscribedLgenesaLMolecularfandf
CellularfBiologyYL2006YLeiYLehcZic 4.8 98

153 SuzdeLbindsLtoLsilencedLregionsLofLtheLgenomeLinLaLcellZtypeZspecificLmanneraLGenomefResearchYL
2006YLdiYLklcZlcc 9.7 251

152 SirTeLisLaLhistoneLdeacetylaseLwithLpreferenceLforLhistoneLHgLLysLdiLduringLmitosisaLGenesfandf
DevelopmentYL2006YLecYLdehiZid 12.6 466

151 HistoneLlysineLdemethylasesLandLtheirLimpactLonLepigeneticsaLCellYL2006YLdehYLedfZj 56.2 175

150 HistoneLHeuLmonoubiquitinationLfunctionsLcooperativelyLwithLytvTLtoLregulateLelongationLbyLRNtL
polymeraseLIIaLCellYL2006YLdehYLjcfZdj 56.2 545

149 MethodsLtoLidentifyLandLfunctionallyLanalyzeLfactorsLthatLspecificallyLrecognizeLhistoneLlysineL
methylationaLMethodsYL2006YLgcYLffdZk 4.6 8

148 uiochemistryLofLMultiproteinLHwtvLvomplexesL2006YLefZic 6

147 PtRPZdLdeterminesLspecificityLinLaLretinoidLsignalingLpathwayLviaLdirectLmodulationLofLmediatoraL
MolecularfCellYL2005YLdkYLkfZli 17.6 193

146 yunctionalLcharacterizationLofLcoreLpromoterLelementsmLwPxZspecificLtranscriptionLrequiresLtheL
proteinLkinaseLvKeLandLtheLPvgLcoactivatoraLMolecularfCellYL2005YLdkYLgjdZkd 17.6 54

145 MonoubiquitinationLofLhumanLhistoneLHeumLtheLfactorsLinvolvedLandLtheirLrolesLinLHOXLgeneL
regulationaLMolecularfCellYL2005YLecYLicdZdd 17.6 367

144 TheLkeyLtoLdevelopmentmLinterpretingLtheLhistoneLcoderaLCurrentfOpinionfinfGeneticsfandf
DevelopmentYL2005YLdhYLdifZji 4.9 605

143 PolycombLgroupLproteinLezheLcontrolsLactinLpolymerizationLandLcellLsignalingaLCellYL2005YLdedYLgehZfi 56.2 293

142 TheLhumanLPtyLcomplexLcoordinatesLtranscriptionLwithLeventsLdownstreamLofLRNtLsynthesisaL
GenesfandfDevelopmentYL2005YLdlYLdiikZjf 12.6 165

141 HistoneLvariantsLmeetLtheirLmatchaLNaturefReviewsfMolecularfCellfBiologyYL2005YLiYLdflZgl 48.7 238

140 PRZSetjZdependentLmethylationLofLhistoneLHgLLysLecLfunctionsLinLrepressionLofLgeneLexpressionL
andLisLessentialLforLmitosisaLGenesfandfDevelopmentYL2005YLdlYLgfdZh 12.6 137

139 SpecificityLandLmechanismLofLtheLhistoneLmethyltransferaseLPrZSetjaLGenesfandfDevelopmentYL2005YL
dlYLdgggZhg 12.6 144

138 HumanLbutLnotLyeastLvHwdLbindsLdirectlyLandLselectivelyLtoLhistoneLHfLmethylatedLatLlysineLgLviaL
itsLtandemLchromodomainsaLJournalfoffBiologicalfChemistryYL2005YLekcYLgdjklZle 5.4 284

137 yunctionalLcharacterizationLofLcoreLpromoterLelementsmLtheLdownstreamLcoreLelementLisL
recognizedLbyLTtydaLMolecularfandfCellularfBiologyYL2005YLehYLlijgZki 4.8 84

(2005-2006)
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136
vompositionLandLhistoneLsubstratesLofLpolycombLrepressiveLgroupLcomplexesLchangeLduringL
cellularLdifferentiationaLProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericaYL2005YLdceYLdkhlZig

11.5 344

135 SilencingLofLhumanLpolycombLtargetLgenesLisLassociatedLwithLmethylationLofLhistoneLHfLLysLejaL
GenesfandfDevelopmentYL2004YLdkYLdhleZich 12.6 396

134 wifferentialLhistoneLHfLLysZlLandLLysZejLmethylationLprofilesLonLtheLXLchromosomeaLMolecularfandf
CellularfBiologyYL2004YLegYLhgjhZkg 4.8 176

133 HumanLSptiLstimulatesLtranscriptionLelongationLbyLRNtLpolymeraseLIILinLvitroaLMolecularfandf
CellularfBiologyYL2004YLegYLffegZfi 4.8 89

132
yunctionalLinteractionsLofLRNtZcappingLenzymeLwithLfactorsLthatLpositivelyLandLnegativelyLregulateL
promoterLescapeLbyLRNtLpolymeraseLIIaLProceedingsfoffthefNationalfAcademyfoffSciencesfoffthef
UnitedfStatesfoffAmericaYL2004YLdcdYLjhjeZj

11.5 130

131 xlongationLbyLRNtLpolymeraseLIImLtheLshortLandLlongLofLitaLGenesfandfDevelopmentYL2004YLdkYLegfjZik 12.6 547

130 RegulationLofLphfLactivityLthroughLlysineLmethylationaLNatureYL2004YLgfeYLfhfZic 50.4 620

129 TranscriptionLthroughLchromatinmLunderstandingLaLcomplexLytvTaLBiochimicafEtfBiophysicafActaf
GenefRegulatoryfMechanismsYL2004YLdijjYLkjZll 60

128 RecentLhighlightsLofLRNtZpolymeraseZIIZmediatedLtranscriptionaLCurrentfOpinionfinfCellfBiologyYL
2004YLdiYLeifZjd 9 148

127 StepsLtowardLunderstandingLtheLinheritanceLofLrepressiveLmethylZlysineLmarksLinLhistonesaLColdf
SpringfHarborfSymposiafonfQuantitativefBiologyYL2004YLilYLdjdZke 3.9 13

126 TipsLinLanalyzingLantibodiesLdirectedLagainstLspecificLhistoneLtailLmodificationsaLMethodsfinf
EnzymologyYL2004YLfjiYLehhZil 1.7 20

125 TechniquesLusedLtoLstudyLtranscriptionLonLchromatinLtemplatesaLMethodsfinfEnzymologyYL2004YLfjjYLgjgZll1.7 10

124 yactsLaboutLytvTLandLtranscriptLelongationLthroughLchromatinaLCurrentfOpinionfinfGeneticsfandf
DevelopmentYL2004YLdgYLdflZgi 4.9 100

123 tLunifiedLnomenclatureLforLproteinLsubunitsLofLmediatorLcomplexesLlinkingLtranscriptionalL
regulatorsLtoLRNtLpolymeraseLIIaLMolecularfCellYL2004YLdgYLhhfZj 17.6 209

122 HumanLSirTdLinteractsLwithLhistoneLHdLandLpromotesLformationLofLfacultativeLheterochromatinaL
MolecularfCellYL2004YLdiYLlfZdch 17.6 696

121 wifferentLxZHeZcontainingLcomplexesLtargetLmethylationLofLhistoneLHdLorLnucleosomalLhistoneLHfaL
MolecularfCellYL2004YLdgYLdkfZlf 17.6 374

120 xpigeneticLdynamicsLofLimprintedLXLinactivationLduringLearlyLmouseLdevelopmentaLScienceYL2004YL
fcfYLiggZl 33.3 638

119 tLsilencingLpathwayLtoLinduceLHfZKlLandLHgZKecLtrimethylationLatLconstitutiveLheterochromatinaL
GenesfandfDevelopmentYL2004YLdkYLdehdZie 12.6 812

DannyuReinberg
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118 yunctionalLanalysisLofLtheLsubunitsLofLtheLchromatinLassemblyLfactorLRSyaLMolecularfandfCellularf
BiologyYL2003YLefYLijhlZik 4.8 89

117
TheLvZterminalLdomainLphosphataseLandLtranscriptionLelongationLactivitiesLofLyvPdLareLregulatedL
byLphosphorylationaLProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaYL
2003YLdccYLefekZff

11.5 26

116 HistoneLlysineLmethylationmLaLsignatureLforLchromatinLfunctionaLTrendsfinfGeneticsYL2003YLdlYLielZfl 8.5 538

115 ytvTLfacilitatesLtranscriptionZdependentLnucleosomeLalterationaLScienceYL2003YLfcdYLdclcZf 33.3 660

114 TrackingLytvTLandLtheLRNtLpolymeraseLIILelongationLcomplexLthroughLchromatinLinLvivoaLScienceYL
2003YLfcdYLdclgZi 33.3 233

113 TailsLofLintriguemLphosphorylationLofLRNtLpolymeraseLIILmediatesLhistoneLmethylationaLCellYL2003YL
ddfYLgelZfe 56.2 257

112 MethodsLandLtipsLforLtheLpurificationLofLhumanLhistoneLmethyltransferasesaLMethodsYL2003YLfdYLglZhk 4.6 51

111 HistoneLdepositionLandLchromatinLassemblyLbyLRSyaLMethodsYL2003YLfdYLliZdcf 4.6 17

110 tStPYLaLnovelLproteinLcomplexLinvolvedLinLRNtLprocessingLandLapoptosisaLMolecularfandfCellularf
BiologyYL2003YLefYLelkdZlc 4.8 99

109
yacileLsynthesisLofLsiteZspecificallyLacetylatedLandLmethylatedLhistoneLproteinsmLreagentsLforL
evaluationLofLtheLhistoneLcodeLhypothesisaLProceedingsfoffthefNationalfAcademyfoffSciencesfoffthef
UnitedfStatesfoffAmericaYL2003YLdccYLdecffZk

11.5 104

108 TheLmediatorLcoactivatorLcomplexmLfunctionalLandLphysicalLrolesLinLtranscriptionalLregulationaL
JournalfoffCellfScienceYL2003YLddiYLfiijZjh 5.3 112

107 TheLconstantlyLchangingLfaceLofLchromatinaLSciencefoffAgingfKnowledgefEnvironment:fSAGEfKEYL2003
YLeccfYLRxg 126

106 HumanLxlongatorLfacilitatesLRNtLpolymeraseLIILtranscriptionLthroughLchromatinaLProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaYL2002YLllYLdegdZi 11.5 130

105 yvPdYLaLphosphataseLspecificLforLtheLheptapeptideLrepeatLofLtheLlargestLsubunitLofLRNtL
polymeraseLIIYLstimulatesLtranscriptionLelongationaLMolecularfandfCellularfBiologyYL2002YLeeYLjhgfZhe 4.8 56

104 RoleLofLtheLSinfZhistoneLdeacetylaseLcomplexLinLgrowthLregulationLbyLtheLcandidateLtumorL
suppressorLpffUINzdVaLMolecularfandfCellularfBiologyYL2002YLeeYLkfhZgk 4.8 193

103 HistoneLmethyltransferaseLactivityLassociatedLwithLaLhumanLmultiproteinLcomplexLcontainingLtheL
xnhancerLofLZesteLproteinaLGenesfandfDevelopmentYL2002YLdiYLeklfZlch 12.6 1223

102 SetlYLaLnovelLhistoneLHfLmethyltransferaseLthatLfacilitatesLtranscriptionLbyLprecludingLhistoneLtailL
modificationsLrequiredLforLheterochromatinLformationaLGenesfandfDevelopmentYL2002YLdiYLgjlZkl 12.6 426

101 MitoticZspecificLmethylationLofLhistoneLHgLLysLecLfollowsLincreasedLPRZSetjLexpressionLandLitsL
localizationLtoLmitoticLchromosomesaLGenesfandfDevelopmentYL2002YLdiYLeeehZfc 12.6 186

(2002-2003)
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100 InhibitionLofLexcessLnodalLsignalingLduringLmouseLgastrulationLbyLtheLtranscriptionalLcorepressorL
wRtPdaLScienceYL2002YLelkYLdlliZl 33.3 69

99 tLunifiedLtheoryLofLgeneLexpressionaLCellYL2002YLdckYLgflZhd 56.2 705

98 PRZSetjLisLaLnucleosomeZspecificLmethyltransferaseLthatLmodifiesLlysineLecLofLhistoneLHgLandLisL
associatedLwithLsilentLchromatinaLMolecularfCellYL2002YLlYLdecdZdf 17.6 462

97 InteractionLofLytvTYLSSRPdYLandLtheLhighLmobilityLgroupLUHMzVLdomainLofLSSRPdLwithLwNtL
damagedLbyLtheLanticancerLdrugLcisplatinaLJournalfoffBiologicalfChemistryYL2001YLejiYLehjfiZgd 5.4 74

96
RuPdLrecruitsLtheLmSINfZhistoneLdeacetylaseLcomplexLtoLtheLpocketLofLretinoblastomaLtumorL
suppressorLfamilyLproteinsLfoundLinLlimitedLdiscreteLregionsLofLtheLnucleusLatLgrowthLarrestaL
MolecularfandfCellularfBiologyYL2001YLedYLeldkZfe

4.8 162

95 TranscriptionaLSwitchingLpartnersLinLaLregulatoryLtangoaLScienceYL2001YLelgYLegljZk 33.3 8

94 wefectiveLinterplayLofLactivatorsLandLrepressorsLwithLTyIHLinLxerodermaLpigmentosumaLCellYL2001YL
dcgYLfhfZif 56.2 106

93 TranscriptionLregulationLbyLhistoneLmethylationmLinterplayLbetweenLdifferentLcovalentL
modificationsLofLtheLcoreLhistoneLtailsaLGenesfandfDevelopmentYL2001YLdhYLefgfZic 12.6 1153

92 ReconstitutionLofLrecombinantLchromatinLestablishesLaLrequirementLforLhistoneZtailLmodificationsL
duringLchromatinLassemblyLandLtranscriptionaLGenesfandfDevelopmentYL2001YLdhYLekfjZhd 12.6 94

91 TyIIHLisLnegativelyLregulatedLbyLcdkkZcontainingLmediatorLcomplexesaLNatureYL2000YLgcjYLdceZi 50.4 312

90 RNtLpolymeraseLIILelongationLthroughLchromatinaLNatureYL2000YLgcjYLgjdZh 50.4 218

89 PurificationLandLcharacterizationLofLaLhumanLfactorLthatLassemblesLandLremodelsLchromatinaL
JournalfoffBiologicalfChemistryYL2000YLejhYLdgjkjZlc 5.4 134

88 zeneticLanalysisLofLtheLYwRdZuURiLrepressorLcomplexLrevealsLanLintricateLbalanceLamongL
transcriptionalLregulatoryLproteinsLinLyeastaLMolecularfandfCellularfBiologyYL2000YLecYLeghhZih 4.8 19

87 ytvTLrelievesLwSIybNxLyZmediatedLinhibitionLofLtranscriptionalLelongationLandLrevealsLfunctionalL
differencesLbetweenLPZTxybLandLTyIIHaLMolecularfCellYL2000YLhYLdcijZje 17.6 88

86 MechanismLofLtTPZdependentLpromoterLmeltingLbyLtranscriptionLfactorLIIHaLScienceYL2000YLekkYLdgdkZee 33.3 214

85 MuweLisLaLtranscriptionalLrepressorLbelongingLtoLtheLMevPdLhistoneLdeacetylaseLcomplexaLNaturef
GeneticsYL1999YLefYLhkZid 36.3 692

84 TheLchromatinZspecificLtranscriptionLelongationLfactorLytvTLcomprisesLhumanLSPTdiLandLSSRPdL
proteinsaLNatureYL1999YLgccYLekgZk 50.4 436

83 RNtLpolymeraseLIILasLaLcontrolLpanelLforLmultipleLcoactivatorLcomplexesaLCurrentfOpinionfinf
GeneticsfandfDevelopmentYL1999YLlYLdfeZl 4.9 139

DannyuReinberg
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82 RepressionmLtargetingLtheLheartLofLtheLmatteraLCellYL1999YLllYLghhZk 56.2 98

81
TheLgeneralLtranscriptionLfactorsLIItYLIIuYLIIyYLandLIIxLareLrequiredLforLRNtLpolymeraseLIIL
transcriptionLfromLtheLhumanLUdLsmallLnuclearLRNtLpromoteraLMolecularfandfCellularfBiologyYL1999YL
dlYLedfcZgd

4.8 52

80 tnalysisLofLtheLNuRwLsubunitsLrevealsLaLhistoneLdeacetylaseLcoreLcomplexLandLaLconnectionLwithL
wNtLmethylationaLGenesfandfDevelopmentYL1999YLdfYLdlegZfh 12.6 846

79 tLproteinLphosphataseLfunctionsLtoLrecycleLRNtLpolymeraseLIIaLGenesfandfDevelopmentYL1999YLdfYLdhgcZhe12.6 162

78 StPfcYLaLnovelLproteinLconservedLbetweenLhumanLandLyeastYLisLaLcomponentLofLaLhistoneL
deacetylaseLcomplexaLMolecularfCellYL1998YLdYLdcedZfd 17.6 245

77 NtTYLaLhumanLcomplexLcontainingLSrbLpolypeptidesLthatLfunctionsLasLaLnegativeLregulatorLofL
activatedLtranscriptionaLMolecularfCellYL1998YLeYLedfZee 17.6 201

76 ytvTYLaLfactorLthatLfacilitatesLtranscriptLelongationLthroughLnucleosomesaLCellYL1998YLleYLdchZdi 56.2 494

75 TheLdermatomyositisZspecificLautoantigenLMieLisLaLcomponentLofLaLcomplexLcontainingLhistoneL
deacetylaseLandLnucleosomeLremodelingLactivitiesaLCellYL1998YLlhYLejlZkl 56.2 688

74 HumanLgeneralLtranscriptionLfactorLTyIIumLconformationalLvariabilityLandLinteractionLwithLVPdiL
activationLdomainaLBiochemistryYL1998YLfjYLjlgdZhd 3.2 41

73 TheLmammalianLtranscriptionalLrepressorLRuPLUvuydVLtargetsLTyIIwLandLTyIItLtoLpreventLactivatedL
transcriptionaLGenesfandfDevelopmentYL1998YLdeYLdiedZfj 12.6 71

72 TheLmolecularLmechanismLofLmitoticLinhibitionLofLTyIIHLisLmediatedLbyLphosphorylationLofLvwKjaL
GenesfandfDevelopmentYL1998YLdeYLfhgdZhc 12.6 73

71 NewLcoreLpromoterLelementLinLRNtLpolymeraseLIIZdependentLtranscriptionmLsequenceZspecificLwNtL
bindingLbyLtranscriptionLfactorLIIuaLGenesfandfDevelopmentYL1998YLdeYLfgZgg 12.6 294

70 ImmunoaffinityLpurificationLofLtheLhumanLmultisubunitLtranscriptionLfactorLIIHaLJournalfoffBiologicalf
ChemistryYL1998YLejfYLjdfgZgc 5.4 24

69 tLhumanLRNtLpolymeraseLIILcomplexLcontainingLfactorsLthatLmodifyLchromatinLstructureaLMolecularf
andfCellularfBiologyYL1998YLdkYLhfhhZif 4.8 255

68
PromoterZproximalLstallingLresultsLfromLtheLinabilityLtoLrecruitLtranscriptionLfactorLIIHLtoLtheL
transcriptionLcomplexLandLisLaLregulatedLeventaLProceedingsfoffthefNationalfAcademyfoffSciencesfoff
thefUnitedfStatesfoffAmericaYL1998YLlhYLljijZje

11.5 69

67 RNtLpolymeraseLIILstalledLatLaLthymineLdimermLfootprintLandLeffectLonLexcisionLrepairaLNucleicfAcidsf
ResearchYL1997YLehYLjkjZlf 20.1 159

66 yunctionalLdissectionLofLaLhumanLwrdZwRtPdLrepressorLcomplexaLMolecularfandfCellularfBiologyYL
1997YLdjYLfiZgh 4.8 34

65 TheLhumanLimmunodeficiencyLvirusLtransactivatorLTatLinteractsLwithLtheLRNtLpolymeraseLIIL
holoenzymeaLMolecularfandfCellularfBiologyYL1997YLdjYLdkdjZef 4.8 110

(1997-1999)
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64
tccurateLpositioningLofLRNtLpolymeraseLIILonLaLnaturalLTtTtZlessLpromoterLisLindependentLofL
TtTtZbindingZproteinZassociatedLfactorsLandLinitiatorZbindingLproteinsaLMolecularfandfCellularf
BiologyYL1997YLdjYLeljfZkg

4.8 89

63 HistoneLdeacetylasesLandLStPdkYLaLnovelLpolypeptideYLareLcomponentsLofLaLhumanLSinfLcomplexaL
CellYL1997YLklYLfhjZig 56.2 500

62 TrajectoryLofLwNtLinLtheLRNtLpolymeraseLIILtranscriptionLpreinitiationLcomplexaLProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaYL1997YLlgYLdeeikZjf 11.5 91

61 tffinityLpurificationLofLaLhumanLRNtLpolymeraseLIILcomplexLusingLmonoclonalLantibodiesLagainstL
transcriptionLfactorLIIyaLJournalfoffBiologicalfChemistryYL1997YLejeYLddglhZhce 5.4 23

60 TheLwrdbwRtPdLheterodimerLisLaLglobalLrepressorLofLtranscriptionLinLvivoaLProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaYL1997YLlgYLkecZh 11.5 81

59 TranscriptionmLwhyLareLTtysLessentialraLCurrentfBiologyYL1997YLjYLRggZi 6.3 15

58
MammalianLcappingLenzymeLcomplementsLmutantLSaccharomycesLcerevisiaeLlackingLmRNtL
guanylyltransferaseLandLselectivelyLbindsLtheLelongatingLformLofLRNtLpolymeraseLIIaLProceedingsfoff
thefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaYL1997YLlgYLdeklkZlcf

11.5 195

57 RequirementLofLaLcorepressorLforLwrdZmediatedLrepressionLofLtranscriptionaLGenesfandf
DevelopmentYL1996YLdcYLdcffZgk 12.6 108

56 PurificationLofLhumanLRNtLpolymeraseLIILandLgeneralLtranscriptionLfactorsaLMethodsfinfEnzymologyYL
1996YLejgYLjeZdcc 1.7 75

55 TheLgeneralLtranscriptionLfactorsLofLRNtLpolymeraseLIIaLGenesfandfDevelopmentYL1996YLdcYLeihjZkf 12.6 800

54
HighZresolutionLmappingLofLnucleoproteinLcomplexesLbyLsiteZspecificLproteinZwNtL
photocrosslinkingmLorganizationLofLtheLhumanLTuPZTyIItZTyIIuZwNtLquaternaryLcomplexaL
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaYL1996YLlfYLdciecZh

11.5 95

53 SeparationLofLtheLtranscriptionalLcoactivatorLandLantirepressionLfunctionsLofLtranscriptionLfactorL
IItaLProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaYL1996YLlfYLihkfZk 11.5 39

52 ProteinZproteinLinteractionsLinLeukaryoticLtranscriptionLinitiationmLstructureLofLtheLpreinitiationL
complexaLProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaYL1996YLlfYLdddlZeg11.5 96

51 HumanLcyclinZdependentLkinaseZactivatingLkinaseLexistsLinLthreeLdistinctLcomplexesaLProceedingsfoff
thefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaYL1996YLlfYLigkkZlf 11.5 147

50 tLhumanLRNtLpolymeraseLIILcomplexLassociatedLwithLSRuLandLwNtZrepairLproteinsaLNatureYL1996YL
fkdYLkiZl 50.4 312

49 vdkZactivatingLkinaseLcomplexLisLaLcomponentLofLhumanLtranscriptionLfactorLTyIIHaLNatureYL1995YL
fjgYLekfZj 50.4 381

48 RequirementLforLTyIIHLkinaseLactivityLinLtranscriptionLbyLRNtLpolymeraseLIIaLNatureYL1995YLfjjYLhhjZic 50.4 166

47 RecyclingLofLtheLgeneralLtranscriptionLfactorsLduringLRNtLpolymeraseLIILtranscriptionaLGenesfandf
DevelopmentYL1995YLlYLdgjlZlc 12.6 266

DannyuReinberg
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46
TheLieZLandLkcZkwaLsubunitsLofLtranscriptionLfactorLIIHLmediateLtheLinteractionLwithLxpsteinZuarrL
virusLnuclearLproteinLeaLProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericaYL1995YLleYLfehlZif

11.5 103

45 vommonLthemesLinLassemblyLandLfunctionLofLeukaryoticLtranscriptionLcomplexesaLAnnualfReviewfoff
BiochemistryYL1995YLigYLhffZid 29.1 408

44 NewsLonLinitiationLandLelongationLofLtranscriptionLbyLRNtLpolymeraseLIIaLCurrentfOpinionfinfCellf
BiologyYL1995YLjYLfheZid 9 80

43 SolutionLstructureLofLtheLvZterminalLcoreLdomainLofLhumanLTyIIumLsimilarityLtoLcyclinLtLandL
interactionLwithLTtTtZbindingLproteinaLCellYL1995YLkeYLkhjZij 56.2 122

42 VisualizationLofLTuPLoligomersLbindingLandLbendingLtheLHIVZdLandLadenoLpromotersaLJournalfoff
MolecularfBiologyYL1995YLegiYLhjiZkg 6.5 18

41 wifferentialLregulationLofLRNtLpolymerasesLIYLIIYLandLIIILbyLtheLTuPZbindingLrepressorLwrdaLScienceYL
1994YLeiiYLggkZhc 33.3 65

40 StructureZfunctionLanalysisLofLtheLTuPZbindingLproteinLwrdLrevealsLaLmechanismLforLrepressionLofL
classLIILgeneLtranscriptionaLGenesfandfDevelopmentYL1994YLkYLecljZdcl 12.6 85

39 ReconstitutionLofLhumanLTyIItLactivityLfromLrecombinantLpolypeptidesmLaLroleLinLTyIIwZmediatedL
transcriptionaLGenesfandfDevelopmentYL1994YLkYLeffiZgk 12.6 101

38 TheLmultifunctionalLTyIIHLcomplexLandLtranscriptionalLcontrolaLTrendsfinfBiochemicalfSciencesYL1994YL
dlYLhcgZk 10.3 80

37 wualLroleLofLTyIIHLinLwNtLexcisionLrepairLandLinLtranscriptionLbyLRNtLpolymeraseLIIaLNatureYL1994YL
fikYLjilZje 50.4 635

36 WhereLtranscriptionLmeetsLrepairaLCellYL1994YLjjYLlZde 56.2 146

35 InteractionLofLtheLwrdLinhibitoryLfactorLwithLtheLTtTtLbindingLproteinLisLdisruptedLbyLadenovirusL
xdtaLProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaYL1994YLldYLiejlZke 11.5 66

34 RegulationLofLRNtLpolymeraseLIILtranscriptionaLCurrentfOpinionfinfCellfBiologyYL1993YLhYLgilZji 9 89

33 InitiationLofLtranscriptionLbyLRNtLpolymeraseLIImLaLmultiZstepLprocessaLProgressfinfMolecularfBiologyf
andfTranslationalfScienceYL1993YLggYLijZdck 305

32 IsolationLofLaLcwNtLencodingLtheLlargestLsubunitLofLTyIItLrevealsLfunctionsLimportantLforLactivatedL
transcriptionaLGenesfandfDevelopmentYL1993YLjYLeegiZhj 12.6 77

31 MultipleLfunctionalLdomainsLofLhumanLtranscriptionLfactorLIIumLdistinctLinteractionsLwithLtwoL
generalLtranscriptionLfactorsLandLRNtLpolymeraseLIIaLGenesfandfDevelopmentYL1993YLjYLdcedZfe 12.6 198

30
InteractionLofLhumanLthyroidLhormoneLreceptorLbetaLwithLtranscriptionLfactorLTyIIuLmayLmediateL
targetLgeneLderepressionLandLactivationLbyLthyroidLhormoneaLProceedingsfoffthefNationalfAcademyf
offSciencesfoffthefUnitedfStatesfoffAmericaYL1993YLlcYLkkfeZi

11.5 287

29 InteractionLbetweenLanLacidicLactivatorLandLtranscriptionLfactorLTyIIuLisLrequiredLforLtranscriptionalL
activationaLNatureYL1993YLfifYLjgdZg 50.4 222

(1993-1995)
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28 wNtLtopoisomeraseLILisLinvolvedLinLbothLrepressionLandLactivationLofLtranscriptionaLNatureYL1993YL
fihYLeejZfe 50.4 332

27 TheLcyclingLofLRNtLpolymeraseLIILduringLtranscriptionaLColdfSpringfHarborfSymposiafonfQuantitativef
BiologyYL1993YLhkYLdkjZlk 3.9 25

26 tdvancesLinLRNtLpolymeraseLIILtranscriptionaLCurrentfOpinionfinfCellfBiologyYL1992YLgYLgkkZlh 9 210

25 wrdYLaLTtTtZbindingLproteinZassociatedLphosphoproteinLandLinhibitorLofLclassLIILgeneLtranscriptionaL
CellYL1992YLjcYLgjjZkl 56.2 359

24 SpecificLinteractionLbetweenLtheLnonphosphorylatedLformLofLRNtLpolymeraseLIILandLtheL
TtTtZbindingLproteinaLCellYL1992YLilYLkjdZkd 56.2 211

23 TranscriptionLbyLRNtLpolymeraseLIImLinitiatorZdirectedLformationLofLtranscriptionZcompetentL
complexesaLFASEBfJournalYL1992YLiYLffccZl 0.9 397

22 HumanLgeneralLtranscriptionLfactorLIIHLphosphorylatesLtheLvZterminalLdomainLofLRNtLpolymeraseL
IIaLNatureYL1992YLfhkYLigdZh 50.4 583

21 TheLsmallLsubunitLofLtranscriptionLfactorLIIyLrecruitsLRNtLpolymeraseLIILintoLtheLpreinitiationL
complexaLProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaYL1991YLkkYLllllZdcccf11.5 158

20 TheLinitiatorLdirectsLtheLassemblyLofLaLtranscriptionLfactorLIIwZdependentLtranscriptionLcomplexaL
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaYL1991YLkkYLkcheZi 11.5 160

19 TheLnonphosphorylatedLformLofLRNtLpolymeraseLIILpreferentiallyLassociatesLwithLtheLpreinitiationL
complexaLProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaYL1991YLkkYLdcccgZk11.5 283

18 vloningLofLaLhumanLgeneLencodingLtheLgeneralLtranscriptionLinitiationLfactorLIIuaLNatureYL1991YLfheYLiklZlh50.4 283

17 uindingLofLgeneralLtranscriptionLfactorLTyIIuLtoLanLacidicLactivatingLregionaLNatureYL1991YLfhfYLhilZjd 50.4 375

16 StructureLandLfunctionalLpropertiesLofLhumanLgeneralLtranscriptionLfactorLIIxaLNatureYL1991YLfhgYLfilZjf 50.4 198

15 wirectLinteractionLbetweenLadenovirusLxdtLproteinLandLtheLTtTtLboxLbindingLtranscriptionLfactorL
IIwaLProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaYL1991YLkkYLhdegZk 11.5 240

14 tLTtTtZlikeLsequenceLlocatedLdownstreamLofLtheLtranscriptionLinitiationLsiteLisLrequiredLforL
expressionLofLanLRNtLpolymeraseLIILtranscribedLgeneaLGenesfandfDevelopmentYL1990YLgYLdiddZee 12.6 76

13 InitiationLofLtranscriptionLbyLRNtLpolymeraseLIIaLBiochimicafEtfBiophysicafActafGenefRegulatoryf
MechanismsYL1989YLdcclYLdZdc 56

12 xivyYLaLfactorLrequiredLforLtranscriptionLofLtheLadenovirusLxIVLpromoterYLbindsLtoLanLelementL
involvedLinLxIaZdependentLactivationLandLctMPLinductionaLGenesfandfDevelopmentYL1988YLeYLljhZlc 12.6 59

11 tnalysisLofLtheLphiXdjgLgeneLtLproteinLusingLinLvitroLwNtLreplicationLsystemsaLMethodsfinf
EnzymologyYL1983YLdccYLedjZfl 1.7

DannyuReinberg
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10 iLPrimingLxnzymesaLThefEnzymesYL1982YLdhhZdke 2.3 1

9 tLvRISPRLScreenLIdentifiesLMycZassociatedLZincLyingerLProteinLUMtZVLasLanLInsulatorLyunctioningLatL
vTvyLboundariesLinLHoxLvlusters 1

8 vhIPSeqSpikemLtLRbuioconductorLpackageLforLvhIPZSeqLdataLscalingLaccordingLtoLspikeZinLcontrol 1

7 vapturingLtheLonsetLofLPRveZmediatedLrepressiveLdomainLformation 2

6 tutomethylationLofLPRveLfineZtunesLitsLcatalyticLactivityLonLchromatin 5

5 tctiveLandLrepressedLchromatinLdomainsLexhibitLdistinctLnucleosomeLsegregationLduringLwNtLreplication 4

4 MultipleLmodesLofLPRveLinhibitionLelicitLglobalLchromatinLalterationsLinLHfKejMLpediatricLglioma 2

3 RNtLinteractionsLwithLvTvyLareLessentialLforLitsLproperLfunction 7

2 tllostericLactivationLdictatesLPRveLactivityLindependentLofLitsLrecruitmentLtoLchromatin 3

1 wistinctLstimulatoryLmechanismsLregulateLtheLcatalyticLactivityLofLPolycombLRepressiveLvomplexLeLUPRveV 1
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