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First-line pembrolizumab and trastuzumab in HER2-positive oesophageal, gastric, or
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Real-Time Genomic Profiling of Pancreatic Ductal Adenocarcinoma: Potential Actionability and
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DNA methylation-based classification of sinonasal undifferentiated carcinoma. Modern Pathology,
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Clonal hematopoiesis is associated with risk of severe Covid-19. Nature Communications, 2021, 12, 5975.
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Enhanced specificity of clinical high-sensitivity tumor mutation profiling in cell-free DNA via paired
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Interplay between chromosomal alterations and gene mutations shapes the evolutionary trajectory of
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Malignant transformation of a polymorphous low grade neuroepithelial tumor of the young (PLNTY).
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