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11 Forensic features and phylogenetic analyses of Sichuan Han population via 23 autosomal STR loci
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Torrent PGM. Forensic Science International: Genetics, 2017, 27, 50-57. 1.6 44
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DNA commission of the International Society of Forensic Genetics (ISFG): Recommendations on the
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29 Genetic variations and forensic characteristics of Han Chinese population residing in the Pearl River
Delta revealed by 23 autosomal STRs. Molecular Biology Reports, 2018, 45, 1125-1133. 1.0 36
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31 Identification of Saliva Using Micro<scp>RNA</scp> Biomarkers for Forensic Purpose. Journal of
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32 Characterization of microRNA expression profiles in blood and saliva using the Ion Personal Genome
Machine Â® System (Ion PGMâ„¢ System). Forensic Science International: Genetics, 2016, 20, 140-146. 1.6 35

33 Genetic characteristics and phylogenetic analysis of three Chinese ethnic groups using the Huaxia
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34 Genetic polymorphism of 23 Y-STR loci in the Zhuang minority population in Guangxi of China.
International Journal of Legal Medicine, 2015, 129, 737-738. 1.2 34
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36 Direct visualization of membrane architecture of myelinating cells in transgenic mice expressing
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37 Genetic diversity and phylogenetic characteristics of Chinese Tibetan and Yi minority ethnic groups
revealed by non-CODIS STR markers. Scientific Reports, 2018, 8, 5895. 1.6 31

38 The potential use of Piwi-interacting RNA biomarkers in forensic body fluid identification: A
proof-of-principle study. Forensic Science International: Genetics, 2019, 39, 129-135. 1.6 30
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43 Tai-Kadai-speaking Gelao population: Forensic features, genetic diversity and population structure.
Forensic Science International: Genetics, 2019, 40, e231-e239. 1.6 27
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Massively parallel sequencing of 165 ancestry-informative SNPs and forensic biogeographical ancestry
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International Journal of Legal Medicine, 2016, 130, 1509-1511. 1.2 19
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