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m Paper IF Citations

194 TheMzenotypeZTissueMxxpressionMUzTxxVMprojectaMNaturegGeneticsYM2013YMghYMhkcZh 36.3 4179

193 ’umanMgenomicsaMTheMzenotypeZTissueMxxpressionMUzTxxVMpilotManalysismMmultitissueMgeneM
regulationMinMhumansaMScienceYM2015YMfgkYMigkZic 33.3 3242

192 zeneticMeffectsMonMgeneMexpressionMacrossMhumanMtissuesaMNatureYM2017YMhhcYMecgZedf 50.4 2086

191 TraitZassociatedMSNPsMareMmoreMlikelyMtoMbeMeQTLsmMannotationMtoMenhanceMdiscoveryMfromMzWtSaM
PLoSgGeneticsYM2010YMiYMedccckkk 6 941

190 tMgeneZbasedMassociationMmethodMforMmappingMtraitsMusingMreferenceMtranscriptomeMdataaMNatureg
GeneticsYM2015YMgjYMdcldZk 36.3 850

189 ObesityZassociatedMvariantsMwithinMyTOMformMlongZrangeMfunctionalMconnectionsMwithM RXfaMNatureYM
2014YMhcjYMfjdZh 50.4 835

188 TheMgeneticMarchitectureMofMtypeMeMdiabetesaMNatureYM2016YMhfiYMgdZgj 50.4 704

187 TheMzTxxMvonsortiumMatlasMofMgeneticMregulatoryMeffectsMacrossMhumanMtissuesaMScienceYM2020YMfilYMdfdkZdffc33.3 589

186 tMNovelMtpproachMtoM’ighZQualityMPostmortemMTissueMProcurementmMTheMzTxxMProjectaM
BiopreservationgandgBiobankingYM2015YMdfYMfddZl 2.1 432

185 LandscapeMofMXMchromosomeMinactivationMacrossMhumanMtissuesaMNatureYM2017YMhhcYMeggZegk 50.4 417

184 wynamicMlandscapeMandMregulationMofMRNtMeditingMinMmammalsaMNatureYM2017YMhhcYMeglZehg 50.4 286

183 zenomeZwideMassociationMstudyMofMobsessiveZcompulsiveMdisorderaMMoleculargPsychiatryYM2013YMdkYMjkkZlk15.1 244

182 UsingManMatlasMofMgeneMregulationMacrossMggMhumanMtissuesMtoMinformMcomplexMdiseaseZMandM
traitZassociatedMvariationaMNaturegGeneticsYM2018YMhcYMlhiZlij 36.3 239

181 SvtNmMSNPMandMcopyMnumberMannotationaMBioinformaticsYM2010YMeiYMehlZie 7.2 203

180 zeneticMvariantsMassociatedMwithMwarfarinMdoseMinMtfricanZtmericanMindividualsmMaMgenomeZwideM
associationMstudyaMLancettgTheYM2013YMfkeYMjlcZi 40 191

179 PartitioningMtheMheritabilityMofMTouretteMsyndromeMandMobsessiveMcompulsiveMdisorderMrevealsM
differencesMinMgeneticMarchitectureaMPLoSgGeneticsYM2013YMlYMedccfkig 6 189

178  dentificationYMreplicationYMandMfunctionalMfineZmappingMofMexpressionMquantitativeMtraitMlociMinM
primaryMhumanMliverMtissueaMPLoSgGeneticsYM2011YMjYMedccecjk 6 171
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177 ’umanMgenomicsaMxffectMofMpredictedMproteinZtruncatingMgeneticMvariantsMonMtheMhumanM
transcriptomeaMScienceYM2015YMfgkYMiiiZl 33.3 170

176
zastricMcolonisationMwithMaMrestrictedMcommensalMmicrobiotaMreplicatesMtheMpromotionMofMneoplasticM
lesionsMbyMdiverseMintestinalMmicrobiotaMinMtheM’elicobacterMpyloriM NSZztSMmouseMmodelMofMgastricM
carcinogenesisaMGutYM2014YMifYMhgZif

19.2 160

175 vomparisonMofMureastMvancerMMolecularMyeaturesMandMSurvivalMbyMtfricanMandMxuropeanMtncestryMinM
TheMvancerMzenomeMttlasaMJAMAgOncologyYM2017YMfYMdihgZdiie 13.4 146

174 TheMimpactMofMrareMvariationMonMgeneMexpressionMacrossMtissuesaMNatureYM2017YMhhcYMeflZegf 50.4 146

173 zenomeZwideMassociationMstudyMofMTouretteTsMsyndromeaMMoleculargPsychiatryYM2013YMdkYMjedZk 15.1 138

172 xnrichmentMofMcisZregulatoryMgeneMexpressionMSNPsMandMmethylationMquantitativeMtraitMlociMamongM
bipolarMdisorderMsusceptibilityMvariantsaMMoleculargPsychiatryYM2013YMdkYMfgcZi 15.1 134

171 SynchronizedMageZrelatedMgeneMexpressionMchangesMacrossMmultipleMtissuesMinMhumanMandMtheMlinkMtoM
complexMdiseasesaMScientificgReportsYM2015YMhYMdhdgh 4.9 128

170
RareMvariantsMinMPPtRzMwithMdecreasedMactivityMinMadipocyteMdifferentiationMareMassociatedMwithM
increasedMriskMofMtypeMeMdiabetesaMProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericaYM2014YMdddYMdfdejZfe

11.5 121

169 PopulationMdifferencesMinMmicroRNtMexpressionMandMbiologicalMimplicationsaMRNAgBiologyYM2011YMkYMileZjcd4.8 115

168 xvaluatingMphecodesYMclinicalMclassificationMsoftwareYMandM vwZlZvMMcodesMforMphenomeZwideM
associationMstudiesMinMtheMelectronicMhealthMrecordaMPLoSgONEYM2017YMdeYMecdjhhck 3.7 111

167 SharingMandMSpecificityMofMvoZexpressionMNetworksMacrossMfhM’umanMTissuesaMPLoSgComputationalg
BiologyYM2015YMddYMedccgeec 5 104

166 vrossZdisorderMgenomeZwideManalysesMsuggestMaMcomplexMgeneticMrelationshipMbetweenMTouretteTsM
syndromeMandMOvwaMAmericangJournalgofgPsychiatryYM2015YMdjeYMkeZlf 11.9 101

165 TheMimpactMofMsexMonMgeneMexpressionMacrossMhumanMtissuesaMScienceYM2020YMfilYM 33.3 100

164 zeneMexpressionMimputationMacrossMmultipleMbrainMregionsMprovidesMinsightsMintoMschizophreniaMriskaM
NaturegGeneticsYM2019YMhdYMihlZijg 36.3 99

163 voZexpressionMnetworksMrevealMtheMtissueZspecificMregulationMofMtranscriptionMandMsplicingaMGenomeg
ResearchYM2017YMejYMdkgfZdkhk 9.7 98

162 vampylobacterMjejuniMtypeMV MsecretionMsystemmMrolesMinMadaptationMtoMdeoxycholicMacidYMhostMcellM
adherenceYMinvasionYMandMinMvivoMcolonizationaMPLoSgONEYM2012YMjYMegekge 3.7 96

161 vhemotherapeuticMdrugMsusceptibilityMassociatedMSNPsMareMenrichedMinMexpressionMquantitativeMtraitM
lociaMProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYM2010YMdcjYMlekjZle 11.5 96

160 TheMmissingMassociationmMsequencingZbasedMdiscoveryMofMnovelMSNPsMinMVKORvdMandMvYPevlMthatM
affectMwarfarinMdoseMinMtfricanMtmericansaMClinicalgPharmacologygandgTherapeuticsYM2011YMklYMgckZdh 6.1 94
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159
zenomeZwideMassociationMandMmetaZanalysisMinMpopulationsMfromMStarrMvountyYMTexasYMandMMexicoM
vityMidentifyMtypeMeMdiabetesMsusceptibilityMlociMandMenrichmentMforMexpressionMquantitativeMtraitMlociM
inMtopMsignalsaMDiabetologiaYM2011YMhgYMecgjZhh

10.3 90

158 TheMzTxxMvonsortiumMatlasMofMgeneticMregulatoryMeffectsMacrossMhumanMtissues 81

157 zeneticMarchitectureMofMmicroRNtMexpressionmMimplicationsMforMtheMtranscriptomeMandMcomplexM
traitsaMAmericangJournalgofgHumangGeneticsYM2012YMlcYMdcgiZif 11 80

156
 dentificationMofMaMgeneticMvariantMassociatedMwithMtreatmentMoutcomeMinMovarianMcancermMtheM
potentialMroleMofMcholesterolMmetabolismMasMaMdeterminantMofMresponseMtoMchemotherapyaMHereditaryg
CancergingClinicalgPracticeYM2012YMdcYMtfi

2.3 78

155 ResponseMtoMKnoppersMet´ alaaMAmericangJournalgofgHumangGeneticsYM2012YMldYMhjl 11 78

154  dentificationMandMfunctionalMcharacterizationMofMziPveMcodingMvariantsMinfluencingMglycemicMtraitsM
defineManMeffectorMtranscriptMatMtheMziPveZtuvuddMlocusaMPLoSgGeneticsYM2015YMddYMedccgkji 6 76

153 tMQuantitativeMProteomeMMapMofMtheM’umanMuodyaMCellYM2020YMdkfYMeilZekfaedl 56.2 73

152 zenomicsMofMalternativeMsplicingmMevolutionYMdevelopmentMandMpathophysiologyaMHumangGeneticsYM
2014YMdffYMijlZkj 6.3 71

151 TheMimpactMofMhumanMcopyMnumberMvariationMonMgeneMexpressionaMBriefingsgingFunctionalgGenomicsYM
2015YMdgYMfheZj 4.9 69

150 xxprtargetmManMintegrativeMapproachMtoMpredictingMhumanMmicroRNtMtargetsaMPLoSgONEYM2010YMhYMedfhfg 3.7 65

149
tMgenomeZwideMassociationMstudyMofMearlyZonsetMbreastMcancerMidentifiesMPyKMMasMaMnovelMbreastM
cancerMgeneMandMsupportsMaMcommonMgeneticMspectrumMforMbreastMcancerMatManyMageaMCancerg
EpidemiologygBiomarkersgandgPreventionYM2014YMefYMihkZil

4 63

148 vrossZtissueMandMtissueZspecificMeQTLsmMpartitioningMtheMheritabilityMofMaMcomplexMtraitaMAmericang
JournalgofgHumangGeneticsYM2014YMlhYMhedZfg 11 61

147 OnMsharingMquantitativeMtraitMzWtSMresultsMinManMeraMofMmultipleZomicsMdataMandMtheMlimitsMofM
genomicMprivacyaMAmericangJournalgofgHumangGeneticsYM2012YMlcYMhldZk 11 61

146
PlatinumMsensitivityZrelatedMgermlineMpolymorphismMdiscoveredMviaMaMcellZbasedMapproachMandM
analysisMofMitsMassociationMwithMoutcomeMinMovarianMcancerMpatientsaMClinicalgCancergResearchYM2011YM
djYMhglcZhcc

12.9 55

145 MultiZtissueMtranscriptomeManalysesMidentifyMgeneticMmechanismsMunderlyingMneuropsychiatricMtraitsaM
NaturegGeneticsYM2019YMhdYMlffZlgc 36.3 51

144 MetaZanalysisMofMlipidZtraitsMinM’ispanicsMidentifiesMnovelMlociYMpopulationZspecificMeffectsYMandM
tissueZspecificMenrichmentMofMeQTLsaMScientificgReportsYM2016YMiYMdlgel 4.9 51

143 xthnicityZspecificMpharmacogeneticsmMtheMcaseMofMwarfarinMinMtfricanMtmericansaMPharmacogenomicsg
JournalYM2014YMdgYMeefZk 3.5 50

142 zeneticMvariantMinMfolateMhomeostasisMisMassociatedMwithMlowerMwarfarinMdoseMinMtfricanMtmericansaM
BloodYM2014YMdegYMeelkZfch 2.2 49
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141 VariantsMinMandMOtherMMendelianMweafnessMzenesMtreMtssociatedMwithMvisplatinZtssociatedM
OtotoxicityaMClinicalgCancergResearchYM2017YMefYMffehZffff 12.9 47

140 zenomeZwideMassociationMandMtranscriptomeMstudiesMidentifyMtargetMgenesMandMriskMlociMforMbreastM
canceraMNaturegCommunicationsYM2019YMdcYMdjgd 17.4 47

139
yunctionalMgeneticMscreenMofMhumanMdiversityMrevealsMthatMaMmethionineMsalvageMenzymeMregulatesM
inflammatoryMcellMdeathaMProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofg
AmericaYM2012YMdclYMxefgfZhe

11.5 47

138 VariantsMaffectingMexonMskippingMcontributeMtoMcomplexMtraitsaMPLoSgGeneticsYM2012YMkYMedccellk 6 47

137 tMstudyMofMvNVsMasMtraitZassociatedMpolymorphismsMandMasMexpressionMquantitativeMtraitMlociaMPLoSg
GeneticsYM2011YMjYMedccdele 6 46

136  ntegrationMofMcellMlineMandMclinicalMtrialMgenomeZwideManalysesMsupportsMaMpolygenicMarchitectureMofM
PaclitaxelZinducedMsensoryMperipheralMneuropathyaMClinicalgCancergResearchYM2013YMdlYMgldZl 12.9 45

135 zenomeZwideMmetaZanalysisMidentifiesMvariantsMassociatedMwithMplatinatingMagentMsusceptibilityM
acrossMpopulationsaMPharmacogenomicsgJournalYM2013YMdfYMfhZgf 3.5 45

134 zeneticMfactorsMaffectingMgeneMtranscriptionMandMcatalyticMactivityMofMUwPZglucuronosyltransferasesM
inMhumanMliveraMHumangMoleculargGeneticsYM2014YMefYMhhhkZil 5.6 44

133 zeneticMassociationMsignalMnearMNTNgMinMTouretteMsyndromeaMAnnalsgofgNeurologyYM2014YMjiYMfdcZh 9.4 42

132 vlinicalMandMzenomeZWideMtnalysisMofMvisplatinZ nducedMPeripheralMNeuropathyMinMSurvivorsMofM
tdultZOnsetMvanceraMClinicalgCancergResearchYM2017YMefYMhjhjZhjik 12.9 40

131  dentifyingMZmediatorsMforMZeQTLsMacrossMmanyMhumanMtissuesMusingMgenomicMmediationManalysisaM
GenomegResearchYM2017YMejYMdkhlZdkjd 9.7 38

130 xxploitingMtheMzTxxMresourcesMtoMdecipherMtheMmechanismsMatMzWtSMlociaMGenomegBiologyYM2021YMeeYMgl 18.3 38

129 zermlineMpolymorphismsMdiscoveredMviaMaMcellZbasedYMgenomeZwideMapproachMpredictMplatinumM
responseMinMheadMandMneckMcancersaMTranslationalgResearchYM2011YMdhjYMeihZje 11 37

128 tMvariantMatMlpedafMfunctionallyMimplicatesMvwKNeuMinMpaediatricMuZcellMprecursorMacuteM
lymphoblasticMleukaemiaMaetiologyaMNaturegCommunicationsYM2016YMjYMdcifh 17.4 37

127 tMgeneMcoZexpressionMnetworkZbasedManalysisMofMmultipleMbrainMtissuesMrevealsMnovelMgenesMandM
molecularMpathwaysMunderlyingMmajorMdepressionaMPLoSgGeneticsYM2019YMdhYMedcckegh 6 36

126 vomprehensiveMgeneticManalysisMofMcytarabineMsensitivityMinMaMcellZbasedMmodelMidentifiesM
polymorphismsMassociatedMwithMoutcomeMinMtMLMpatientsaMBloodYM2013YMdedYMgfiiZji 2.2 36

125 TranscriptomicMsignaturesMacrossMhumanMtissuesMidentifyMfunctionalMrareMgeneticMvariationaMScienceYM
2020YMfilYM 33.3 36

124
NetworkMmodelsMofMgenomeZwideMassociationMstudiesMuncoverMtheMtopologicalMcentralityMofMproteinM
interactionsMinMcomplexMdiseasesaMJournalgofgthegAmericangMedicalgInformaticsgAssociation:gJAMIAYM
2013YMecYMidlZel

8.6 35

(2013-2017)
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123 PtvdbmMaMdatabaseMforMcellZbasedMpharmacogenomicsaMPharmacogeneticsgandgGenomicsYM2010YMecYMeilZjf 1.9 35

122 tMunifiedMframeworkMforMjointZtissueMtranscriptomeZwideMassociationMandMMendelianMrandomizationM
analysisaMNaturegGeneticsYM2020YMheYMdeflZdegi 36.3 35

121 vonsistencyMinMlargeMpharmacogenomicMstudiesaMNatureYM2016YMhgcYMxdZxe 50.4 35

120 PolyZomicMpredictionMofMcomplexMtraitsmMOmicKrigingaMGeneticgEpidemiologyYM2014YMfkYMgceZdh 2.6 34

119
zenomeZwideMassociationMstudiesMinMwomenMofMtfricanMancestryMidentifiedMfqeiaedMasMaMnovelM
susceptibilityMlocusMforMoestrogenMreceptorMnegativeMbreastMcanceraMHumangMoleculargGeneticsYM2016YM
ehYMgkfhZgkgi

5.6 34

118 vytotoxicMandMpathogenicMpropertiesMofMKlebsiellaMoxytocaMisolatedMfromMlaboratoryManimalsaMPLoSg
ONEYM2014YMlYMedcchge 3.7 33

117 zeneticMvariationMthatMpredictsMplatinumMsensitivityMrevealsMtheMroleMofMmiRZdlfbWMinM
chemotherapeuticMsusceptibilityaMMoleculargCancergTherapeuticsYM2012YMddYMechgZid 6.1 33

116 tMgenomeZwideMintegrativeMstudyMofMmicroRNtsMinMhumanMliveraMBMCgGenomicsYM2013YMdgYMflh 4.5 31

115 LinkingMtheMgeneticMarchitectureMofMcytosineMmodificationsMwithMhumanMcomplexMtraitsaMHumang
MoleculargGeneticsYM2014YMefYMhklfZlch 5.6 30

114 tnMexponentialMcombinationMprocedureMforMsetZbasedMassociationMtestsMinMsequencingMstudiesaM
AmericangJournalgofgHumangGeneticsYM2012YMldYMljjZki 11 30

113 tMLowZyrequencyM nactivatingMVariantMxnrichedMinMtheMyinnishMPopulationM sMtssociatedMWithMyastingM
 nsulinMLevelsMandMTypeMeMwiabetesMRiskaMDiabetesYM2017YMiiYMecdlZecfe 0.9 29

112 xnrichmentMofMinflammatoryMbowelMdiseaseMandMcolorectalMcancerMriskMvariantsMinMcolonMexpressionM
quantitativeMtraitMlociaMBMCgGenomicsYM2015YMdiYMdfk 4.5 29

111 TheMimpactMofMmicroRNtMexpressionMonMcellularMproliferationaMHumangGeneticsYM2014YMdffYMlfdZk 6.3 29

110 zeneticMriskMfactorsMforMtypeMeMdiabetesmMaMtransZregulatoryMgeneticMarchitectureraMAmericangJournalg
ofgHumangGeneticsYM2012YMldYMgiiZjj 11 28

109 NovelMgeneticMpredictorsMofMvenousMthromboembolismMriskMinMtfricanMtmericansaMBloodYM2016YMdejYMdlefZl2.2 28

108
LociMnominallyMassociatedMwithMautismMfromMgenomeZwideManalysisMshowMenrichmentMofMbrainM
expressionMquantitativeMtraitMlociMbutMnotMlymphoblastoidMcellMlineMexpressionMquantitativeMtraitMlociaM
MoleculargAutismYM2012YMfYMf

6.5 27

107 RegulationMofM nsulinMReceptorMPathwayMandMzlucoseMMetabolismMbyMvwfiMSignalingaMDiabetesYM2018YM
ijYMdejeZdekg 0.9 26

106 TransZpopulationManalysisMofMgeneticMmechanismsMofMethnicMdisparitiesMinMneuroblastomaMsurvivalaM
JournalgofgthegNationalgCancergInstituteYM2013YMdchYMfceZl 9.7 25
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105 PopulationMdifferencesMinMplatinumMtoxicityMasMaMmeansMtoMidentifyMnovelMgeneticMsusceptibilityM
variantsaMPharmacogeneticsgandgGenomicsYM2010YMecYMfejZfj 1.9 25

104  mputingMzeneMxxpressionMinMUncollectedMTissuesMWithinMandMueyondMzTxxaMAmericangJournalgofg
HumangGeneticsYM2016YMlkYMiljZjck 11 25

103  dentificationMofMaMvariantMinMKwRMassociatedMwithMserumMVxzyReMandMpharmacodynamicsMofM
PazopanibaMClinicalgCancergResearchYM2015YMedYMfihZje 12.9 24

102 yineMmappingMofMbreastMcancerMgenomeZwideMassociationMstudiesMlociMinMwomenMofMtfricanMancestryM
identifiesMnovelMsusceptibilityMmarkersaMCarcinogenesisYM2013YMfgYMdhecZk 4.6 24

101 MixedMeffectsMmodelingMofMproliferationMratesMinMcellZbasedMmodelsmMconsequenceMforM
pharmacogenomicsMandMcanceraMPLoSgGeneticsYM2012YMkYMedcceheh 6 24

100
OnMUsingMLocalMtncestryMtoMvharacterizeMtheMzeneticMtrchitectureMofM’umanMTraitsmMzeneticM
RegulationMofMzeneMxxpressionMinMMultiethnicMorMtdmixedMPopulationsaMAmericangJournalgofgHumang
GeneticsYM2019YMdcgYMdcljZdddh

11 23

99  dentificationMofMnovelMgermlineMpolymorphismsMgoverningMcapecitabineMsensitivityaMCancerYM2012YM
ddkYMgcifZjf 6.4 23

98 vopyMnumberMpolymorphismsMandManticancerMpharmacogenomicsaMGenomegBiologyYM2011YMdeYMRgi 18.3 23

97 TheMlimitsMofMgenomeZwideMmethodsMforMpharmacogenomicMtestingaMPharmacogeneticsgandgGenomics
YM2012YMeeYMeidZje 1.9 23

96  nferredMdivergentMgeneMregulationMinMarchaicMhomininsMrevealsMpotentialMphenotypicMdifferencesaM
NaturegEcologygandgEvolutionYM2019YMfYMdhlkZdici 12.3 22

95 zeneticMarchitectureMofMhostMproteinsMinvolvedMinMStRSZvoVZeMinfectionaMNaturegCommunicationsYM
2020YMddYMiflj 17.4 22

94 SequenceMdataMandMassociationMstatisticsMfromMdeYlgcMtypeMeMdiabetesMcasesMandMcontrolsaMScientificg
DataYM2017YMgYMdjcdjl 8.2 22

93 LocalMgeneticMeffectsMonMgeneMexpressionMacrossMggMhumanMtissues 22

92 TheMregulatoryMeffectMofMmiRNtsMisMaMheritableMgeneticMtraitMinMhumansaMBMCgGenomicsYM2012YMdfYMfkf 4.5 21

91 WholeZgenomeMstudiesMidentifyMsoluteMcarrierMtransportersMinMcellularMsusceptibilityMtoMpaclitaxelaM
PharmacogeneticsgandgGenomicsYM2012YMeeYMglkZhcj 1.9 21

90 zenomeZwideMlocalMancestryMapproachMidentifiesMgenesMandMvariantsMassociatedMwithM
chemotherapeuticMsusceptibilityMinMtfricanMtmericansaMPLoSgONEYM2011YMiYMeedlec 3.7 21

89 xxploitingMtheMzTxxMresourcesMtoMdecipherMtheMmechanismsMatMzWtSMloci 21

88 StructuralMarchitectureMofMSNPMeffectsMonMcomplexMtraitsaMAmericangJournalgofgHumangGeneticsYM2014YM
lhYMgjjZkl 11 20

(2014-2010)
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87 vlinicalMtranslationMofMcellZbasedMpharmacogenomicMdiscoveryaMClinicalgPharmacologygandg
TherapeuticsYM2012YMleYMgehZj 6.1 20

86 PopulationZscaleMtissueMtranscriptomicsMmapsMlongMnonZcodingMRNtsMtoMcomplexMdiseaseaMCellYM2021YM
dkgYMeiffZeigkaedl 56.2 20

85  ntegrativeManalysesMofMgeneticMvariationYMepigeneticMregulationYMandMtheMtranscriptomeMtoMelucidateM
theMbiologyMofMplatinumMsensitivityaMBMCgGenomicsYM2014YMdhYMele 4.5 19

84 tMvastMresourceMofMallelicMexpressionMdataMspanningMhumanMtissuesaMGenomegBiologyYM2020YMedYMefg 18.3 18

83 TranscriptomicMvariationMofMpharmacogenesMinMmultipleMhumanMtissuesMandMlymphoblastoidMcellMlinesaM
PharmacogenomicsgJournalYM2017YMdjYMdfjZdgh 3.5 17

82 SvtNMdatabasemMfacilitatingMintegrativeManalysesMofMcytosineMmodificationMandMexpressionMQTLaM
Database:gthegJournalgofgBiologicalgDatabasesgandgCurationYM2015YMecdhYM 5 17

81 MicroRNtMbiogenesisMandMcellularMproliferationaMTranslationalgResearchYM2015YMdiiYMdghZhd 11 16

80 PhenomeZbasedMapproachMidentifiesMR vdZlinkedMMendelianMsyndromeMthroughMzebrafishMmodelsYM
biobankMassociationsMandMclinicalMstudiesaMNaturegMedicineYM2020YMeiYMlkZdcl 50.5 16

79 vomprehensiveMsurveyMofMSNPsMinMtheMtffymetrixMexonMarrayMusingMtheMdcccMzenomesMdatasetaMPLoSg
ONEYM2010YMhYMelfii 3.7 16

78 tMpharmacogeneMdatabaseMenhancedMbyMtheMdcccMzenomesMProjectaMPharmacogeneticsgandg
GenomicsYM2009YMdlYMkelZfe 1.9 16

77 vlinicalMandMzenomeZwideMtnalysisMofMvisplatinZinducedMTinnitusM mplicatesMNovelMOtotoxicM
MechanismsaMClinicalgCancergResearchYM2019YMehYMgdcgZgddi 12.9 15

76
zeneticMvariationMassociatedMwithMeuphorigenicMeffectsMofMdZamphetamineMisMassociatedMwithM
diminishedMriskMforMschizophreniaMandMattentionMdeficitMhyperactivityMdisorderaMProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYM2014YMdddYMhlikZjf

11.5 15

75 zenomeZwideMinterrogationMofMlongitudinalMyxVdMinMchildrenMwithMasthmaaMAmericangJournalgofg
RespiratorygandgCriticalgCaregMedicineYM2014YMdlcYMidlZej 10.2 14

74  ntegrativeMgenomicsmMquantifyingMsignificanceMofMphenotypeZgenotypeMrelationshipsMfromMmultipleM
sourcesMofMhighZthroughputMdataaMFrontiersgingGeneticsYM2012YMfYMece 4.5 13

73 zeneMandMMicroRNtMPerturbationsMofMvellularMResponseMtoMPemetrexedM mplicateMuiologicalM
NetworksMandMxnableM mputationMofMResponseMinMLungMtdenocarcinomaaMScientificgReportsYM2018YMkYMjff 4.9 12

72 tnMeQTLZbasedMmethodMidentifiesMvTTNMandMZMtTfMasMpemetrexedMsusceptibilityMmarkersaMHumang
MoleculargGeneticsYM2012YMedYMdgjcZkc 5.6 12

71 STtMSmMSTR NzZassistedMmoduleMsearchMforMgenomeMwideMassociationMstudiesMandMapplicationMtoM
autismaMBioinformaticsYM2016YMfeYMfkdhZfkee 7.2 11

70 wiscoveryMandMfunctionalMassessmentMofMgeneMvariantsMinMtheMvascularMendothelialMgrowthMfactorM
pathwayaMHumangMutationYM2014YMfhYMeejZfh 4.7 11
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69 wifferentialMexpressionMofMsystemicMinflammatoryMmediatorsMinMamputeesMwithMchronicMresidualMlimbM
painaMPainYM2017YMdhkYMikZjg 8 11

68 MappingMtheMproteoZgenomicMconvergenceMofMhumanMdiseasesaMScienceYM2021YMfjgYMeabjdhgd 33.3 11

67 tnManalysisMofMgeneticallyMregulatedMgeneMexpressionMacrossMmultipleMtissuesMimplicatesMnovelMgeneM
candidatesMinMtlzheimerTsMdiseaseaMAlzheimernsgResearchgandgTherapyYM2020YMdeYMgf 9 11

66 tnMancestryZbasedMapproachMforMdetectingMinteractionsaMGeneticgEpidemiologyYM2018YMgeYMglZif 2.6 11

65 MetabolicMcoessentialityMmappingMidentifiesMvdeorfglMasMaMregulatorMofMSRxuPMprocessingMandM
cholesterolMmetabolismaMNaturegMetabolismYM2020YMeYMgkjZglk 14.6 10

64 zeneticMsusceptibilityMtoMtypeMeMdiabetesMandMbreastMcancerMriskMinMwomenMofMxuropeanMandMtfricanM
ancestryaMCancergEpidemiologygBiomarkersgandgPreventionYM2012YMedYMhheZi 4 10

63 uidMmaintainsMmitochondrialMcristaeMstructureMandMfunctionMandMprotectsMagainstMcardiacMdiseaseMinM
anMintegrativeMgenomicsMstudyaMELifeYM2018YMjYM 8.9 10

62
zR KhMzeneticallyMRegulatedMxxpressionMtssociatedMwithMxyeMandMVascularMPhenomesmMwiscoveryM
throughM terationMamongMuiobanksYMxlectronicM’ealthMRecordsYMandMZebrafishaMAmericangJournalgofg
HumangGeneticsYM2019YMdcgYMhcfZhdl

11 10

61 tMpharmacogeneticMstudyMofMaldehydeMoxidaseM MinMpatientsMtreatedMwithMXKgilaMPharmacogeneticsg
andgGenomicsYM2014YMegYMdelZfe 1.9 9

60 zenomeZwideMdiscoveryMofMgeneticMvariantsMaffectingMtamoxifenMsensitivityMandMtheirMclinicalMandM
functionalMvalidationaMAnnalsgofgOncologyYM2013YMegYMdkijZdkjf 10.3 9

59 TranscriptomicM mputationMofMuipolarMwisorderMandMuipolarMsubtypesMrevealsMelMnovelMassociatedMgenes 9

58 xZMtzMtmManMeQTLZinformedMmethodMtoMidentifyMriskMgenesMusingMgenomeZwideMassociationMstudyM
summaryMstatisticsaMBioinformaticsYM2021YM 7.2 9

57 SvtNmMaMsystemsMbiologyMapproachMtoMpharmacogenomicMdiscoveryaMMethodsgingMoleculargBiologyYM
2013YMdcdhYMedfZeg 1.4 8

56 PostZzWtSManalysisMofMsixMsubstanceMuseMtraitsMimprovesMtheMidentificationMandMfunctionalM
interpretationMofMgeneticMriskMlociaMDruggandgAlcoholgDependenceYM2020YMeciYMdcjjcf 4.9 8

55 wNtMmethylationMprofilesMareMassociatedMwithMcomplexMregionalMpainMsyndromeMafterMtraumaticM
injuryaMPainYM2019YMdicYMefekZeffj 8 8

54  ntegratingMcellZbasedMandMclinicalMgenomeZwideMstudiesMtoMidentifyMgeneticMvariantsMcontributingMtoM
treatmentMfailureMinMneuroblastomaMpatientsaMClinicalgPharmacologygandgTherapeuticsYM2014YMlhYMiggZhe 6.1 7

53 xvidenceMofMselectionMonMsplicingZassociatedMlociMinMhumanMpopulationsMandMrelevanceMtoMdiseaseMlociM
mappingaMScientificgReportsYM2017YMjYMhlkc 4.9 7

52 tMnewMstrategyMforMenhancingMimputationMqualityMofMrareMvariantsMfromMnextZgenerationMsequencingM
dataMviaMcombiningMSNPMandMexomeMchipMdataaMBMCgGenomicsYM2015YMdiYMddcl 4.5 7

(2015-2017)
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51  ntegrativeMgeneticManalysisMsuggestsMthatMskinMcolorMmodifiesMtheMgeneticMarchitectureMofM
melanomaaMPLoSgONEYM2017YMdeYMecdkhjfc 3.7 7

50 TranscriptionalMregulationMofMPNPLtfMandMitsMimpactMonMsusceptibilityMtoMnonalcoholicMfattyMliverM
wiseaseMUNtyLwVMinMhumansaMAgingYM2016YMlYMeiZgc 5.6 7

49 SLvehtflMisMnecessaryMforMmitochondrialMglutathioneMimportMinMmammalianMcellsaMNatureYM2021YMhllYMdfiZdgc50.4 7

48 tMTranscriptomeZWideMtssociationMStudyM dentifiesMvandidateMSusceptibilityMzenesMforMPancreaticM
vancerMRiskaMCancergResearchYM2020YMkcYMgfgiZgfhg 10.1 7

47 xxploringMtheMroleMofMlowZfrequencyMandMrareMexonicMvariantsMinMalcoholMandMtobaccoMuseaMDruggandg
AlcoholgDependenceYM2018YMdkkYMlgZdcd 4.9 7

46 TranslatingMpharmacogenomicsMdiscoveriesMintoMtheMclinicmManMimplementationMframeworkaMGenomeg
MedicineYM2013YMhYMlg 14.4 6

45 zlobalMuiobankMMetaZanalysisM nitiativemMpoweringMgeneticMdiscoveryMacrossMhumanMdiseases 6

44 wistantMregulatoryMeffectsMofMgeneticMvariationMinMmultipleMhumanMtissues 6

43 zeneMexpressionMimputationMacrossMmultipleMbrainMregionsMrevealsMschizophreniaMriskMthroughoutMdevelopment 6

42 TheMRelationMuetweenM nflationMinMTypeZ MandMTypeZ  MxrrorMRateMandMPopulationMwivergenceMinM
zenomeZWideMtssociationMtnalysisMofMMultiZxthnicMPopulationsaMBehaviorgGeneticsYM2017YMgjYMficZfik 3.2 5

41 tMgenomeZwideMsibZpairMscanMforMquantitativeMlanguageMtraitsMrevealsMlinkageMtoMchromosomesMdcM
andMdfaMGenestgBraingandgBehaviorYM2015YMdgYMfkjZlj 3.6 5

40 SNPZbasedMheritabilityMestimationmMmeasurementMnoiseYMpopulationMstratificationYMandMstability 5

39 zeneticMarchitectureMofMhostMproteinsMinteractingMwithMStRSZvoVZeM2020YM 5

38 yunctionallyMorientedManalysisMofMcardiometabolicMtraitsMinMaMtransZethnicMsampleaMHumangMolecularg
GeneticsYM2019YMekYMdedeZdeeg 5.6 5

37 tlternativeMSplicingMandMzenomeMxvolutionM2016YMdZi 4

36 vomprehensiveMevaluationMofMtheMcontributionMofMXMchromosomeMgenesMtoMplatinumMsensitivityaM
MoleculargCancergTherapeuticsYM2011YMdcYMgjeZkc 6.1 4

35 zenomeZwideMassociationMstudyMidentifiesMpharmacogenomicMlociMlinkedMwithMspecificM
antihypertensiveMdrugMtreatmentMandMnewZonsetMdiabetesaMPharmacogenomicsgJournalYM2018YMdkYMdciZdde3.5 3

34 zlobalMbiobankManalysesMprovideMlessonsMforMcomputingMpolygenicMriskMscoresMacrossMdiverseMcohorts 3
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33 MultiZomicManalysisMelucidatesMtheMgeneticMbasisMofMhydrocephalusaMCellgReportsYM2021YMfhYMdclckh 10.6 3

32 ’epatocyteMgeneMexpressionMandMwNtMmethylationMasMancestryZdependentMmechanismsMinMtfricanM
tmericansaMNpjgGenomicgMedicineYM2019YMgYMel 6.2 3

31 xlectronicMhealthMrecordMphenotypesMassociatedMwithMgeneticallyMregulatedMexpressionMofMvyTRMandM
applicationMtoMcysticMfibrosisaMGeneticsgingMedicineYM2020YMeeYMddldZdecc 8.1 3

30  ntegratedManalysisMofMgeneticMvariationMandMgeneMexpressionMrevealsMnovelMvariantMforMincreasedM
warfarinMdoseMrequirementMinMtfricanMtmericansaMJournalgofgThrombosisgandgHaemostasisYM2017YMdhYMjfhZjgf15.4 2

29 zenomicMVariantsMofMvytarabineMSensitivityMtssociatedMwithMTreatmentZRelatedMMortalityMinM
PediatricMtMLmMtMReportMfromMtheMvhildrenTsMOncologyMzroupaMClinicalgCancergResearchYM2020YMeiYMekldZeklj12.9 2

28 UncoveringMtheMroleMofMadmixtureMinMdiseaseMandMdrugMresponsemMtssociationMofMhepatocyteMgeneM
expressionMandMwNtMmethylationMwithMtfricanMtncestryMinMtfricanMtmericans 2

27 ModelingMmutationalMeffectsMonMbiochemicalMphenotypesMusingMconvolutionalMneuralMnetworksmM
applicationMtoMStRSZvoVZeM2021YM 2

26 vontextualizingMgeneticMriskMscoreMforMdiseaseMscreeningMandMrareMvariantMdiscoveryaMNatureg
CommunicationsYM2021YMdeYMggdk 17.4 2

25  ntegrativeMNetworkZuasedMtnalysisMRevealsMzeneMNetworksMandMNovelMwrugMRepositioningM
vandidatesMforMtlzheimerMwiseaseaMNeurology:gGeneticsYM2021YMjYMeiee 3.8 2

24 tMtranscriptomeZwideMassociationMstudyMidentifiesMnovelMcandidateMsusceptibilityMgenesMforMprostateM
cancerMriskaMInternationalgJournalgofgCancerYM2022YMdhcYMkcZlc 7.5 2

23 zeneticallyMregulatedMexpressionMinMlateZonsetMtlzheimerTsMdiseaseMimplicatesMriskMgenesMwithinM
knownMandMnovelMlociaMTranslationalgPsychiatryYM2021YMddYMidk 8.6 2

22 SharedMzeneticMvontrolMofMurainMtctivityMwuringMSleepMandM nsulinMSecretionmMtMLaboratoryZuasedM
yamilyMStudyaMDiabetesYM2018YMijYMdhhZdig 0.9 1

21 VariationMinMproteinZcodingMsequenceMandMtheMgeneticMbasisMofMcisplatinZinducedMtoxicitiesMamongM
testicularMcancerMsurvivorsMUTvSVMinMtheMPlatinumMStudyaaMJournalgofgClinicalgOncologyYM2016YMfgYMdhfjZdhfj2.2 1

20 vwfiMmaintainsMtheMgastricMmucosaMandMassociatesMwithMgastricMdiseaseaMCommunicationsgBiologyYM
2021YMgYMdegj 6.7 1

19 zeneMxxpressionM mputationMwithMzenerativeMtdversarialM mputationMNets 1

18  dentifyingMtissuesMimplicatedMinMtnorexiaMNervosaMusingMTranscriptomicM mputation 1

17 tnM ntegrativeMNetworkZbasedMtnalysisMRevealsMzeneMNetworksYMuiologicalMMechanismsYMandMNovelM
wrugMTargetsMinMtlzheimerâ��sMwisease 1

16 tMtranscriptomeZwideMassociationMstudyMidentifiesMnovelMbloodZbasedMgeneMbiomarkerMcandidatesM
forMtlzheimerTsMdiseaseMriskaMHumangMoleculargGeneticsYM2021YM 5.6 1

(2021-2021)
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15 SLvehtflMisMnecessaryMforMmitochondrialMglutathioneMimportMinMmammalianMcells 1

14
tnMintegrativeMsystemsZbasedManalysisMofMsubstanceMusemMeQTLZinformedMgeneZbasedMtestsYMgeneM
networksYMandMbiologicalMmechanismsaMAmericangJournalgofgMedicalgGeneticsgPartgB:gNeuropsychiatricg
GeneticsYM2021YMdkiYMdieZdje

3.5 1

13 TranscriptomeZwideMassociationManalysisMoffersMnovelMopportunitiesMforMclinicalMtranslationMofM
geneticMdiscoveriesMonMmentalMdisordersaMWorldgPsychiatryYM2020YMdlYMddfZddg 14.4 0

12 weepMLearningMxnablesMyastMandMtccurateM mputationMofMzeneMxxpressionaMFrontiersgingGeneticsYM
2021YMdeYMiegdek 4.5 0

11 MultilayerMmodellingMofMtheMhumanMtranscriptomeMandMbiologicalMmechanismsMofMcomplexMdiseasesM
andMtraitsaMNpjgSystemsgBiologygandgApplicationsYM2021YMjYMeg 5 0

10 RevisitingMSomeMUsefulMStatisticalMzuidelinesMinMinMResponseMtoMaMvhangingMLandscapeaMCirculationg
ResearchYM2021YMdekYMdjegZdjej 15.7 0

9 tMtranscriptomeZwideMassociationMstudyMofMtlzheimerTsMdiseaseMusingMpredictionMmodelsMofMrelevantM
tissuesMidentifiesMnovelMcandidateMsusceptibilityMgenesaMGenomegMedicineYM2021YMdfYMdgd 14.4 0

8 TissueZspecificMgeneticallyMregulatedMexpressionMinMlateZonsetMtlzheimerâ��sMdiseaseMimplicatesMriskM
genesMwithinMknownMandMfcMnovelMlociaMAlzheimernsgandgDementiaYM2020YMdiYMecflgjh 1.2

7 SmallMsciencemMhighMstakesaMScienceYM2012YMffkYMkkf 33.3

6 PharmacokineticMUPKVMmodelingMofMserumMplatinumMtoMrevealMextentMofMlongZtermMexposureMandM
associatedMcomorbiditiesMafterMcisplatinMtreatmentaaMJournalgofgClinicalgOncologyYM2018YMfiYMdcchkZdcchk 2.2

5 egfZLumMvharacterizationMandMzeneticMValidationMofMzeneMxxpressionMvhangesMacrossMwiabetesM
wevelopmentaMDiabetesYM2019YMikYMegfZLu 0.9

4 xvaluationMofM vwMcodesMandMphecodesMforMtheMidentificationMofMpancreaticMcancerMinMaMlargeMgenomicM
databaseaaMJournalgofgClinicalgOncologyYM2020YMfkYMigeZige 2.2

3 OptimizingMzeneticMtnalysesMofMSerumMLipidsMinMLongitudinalMwataaMCirculationgResearchYM2020YMdejYMdffjZdffl15.7

2 wetectingMcontextZdependentMgeneMregulationaMNaturegComputationalgScienceYM2021YMdYMflfZflg

1  ntegrativeMtranscriptomicYMevolutionaryYMandMcausalMinferenceMframeworkMforMregionZlevelManalysismM
tpplicationMtoMvOV wZdlaaMNpjgGenomicgMedicineYM2022YMjYMeg 6.2
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